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CellularpProteomicsbO2006bOlbOpilcko
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80 MultiplexedOProteomeOαynamicsOProfilingORevealsOMechanismsOzontrollingOProteinOHomeostasisdO
CellbO2018bOgnibOhmfchnkdehl 56.2 125

79 ImprovingOproteinOidentificationOusingOcomplementaryOfragmentationOtechniquesOinOfourierO
transformOmassOspectrometrydOMolecularpandpCellularpProteomicsbO2005bOkbOoilckl 7.6 123
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70 MitochondrialOproteincinducedOstressOtriggersOaOglobalOadaptiveOtranscriptionalOprogrammedONaturep
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69 βxtentOofOmodificationsOinOhumanOproteomeOsamplesOandOtheirOeffectOonOdynamicOrangeOofOanalysisO
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68 ThermalOproteomeOprofilingOinObacteriaqOprobingOproteinOstatedOMolecularpSystemspBiologybO2018bOgkbOeohkh12.2 82

67
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66
αelayedOfragmentationOandOoptimizedOisolationOwidthOsettingsOforOimprovementOofOproteinO
identificationOandOaccuracyOofOisobaricOmassOtagOquantificationOonOOrbitrapctypeOmassO
spectrometersdOAnalyticalpChemistrybO2011bOoibOoplpcmn

7.8 79

65 StructureOofOtheOmycobacterialOβSXclOtypeOVIIOsecretionOsystemOmembraneOcomplexObyO
singlecparticleOanalysisdONaturepMicrobiologybO2017bOhbOgnfkn 26.6 74

64 TargetedOdataOacquisitionOforOimprovedOreproducibilityOandOrobustnessOofOproteomicOmassO
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retentionOtimeOpredictiondOAnalyticalpChemistrybO2006bOnobOnnnfcn 7.8 68
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62 SidecchainOlossesOinOelectronOcaptureOdissociationOtoOimproveOpeptideOidentificationdOAnalyticalp
ChemistrybO2007bOnpbOhhpmcifh 7.8 65

61 ThermalOproteomeOprofilingqOunbiasedOassessmentOofOproteinOstateOthroughOheatcinducedOstabilityO
changesdOProteomepSciencebO2016bOglbOgi 2.6 62

60 zhemicalOProteomicsORevealsOγerrochelataseOasOaOzommonOOffctargetOofOKinaseOInhibitorsdOACSp
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ChemicalpBiologybO2013bOobOlppcmfn 4.9 58

58 yifurcatingOfragmentationObehaviorOofOgascphaseOtrypticOpeptideOdicationsOinOcollisionalOactivationdO
JournalpofpthepAmericanpSocietypforpMasspSpectrometrybO2008bOgpbOgnllcmi 3.5 54

57 ThermalOproteomeOprofilingOforOinterrogatingOproteinOinteractionsdOMolecularpSystemspBiologybO2020bO
gmbOephih 12.2 53

56 MeltomeOatlascthermalOproteomeOstabilityOacrossOtheOtreeOofOlifedONaturepMethodsbO2020bOgnbOkplclfi 21.6 53

55 IdentifyingOdrugOtargetsOinOtissuesOandOwholeObloodOwithOthermalcshiftOprofilingdONaturep
BiotechnologybO2020bOiobOificifo 44.5 46

54 ImmunoaffinityOenrichmentsOfollowedObyOmassOspectrometricOdetectionOforOstudyingOglobalOproteinO
tyrosineOphosphorylationdOJournalpofpProteomepResearchbO2008bOnbOhopncpgf 5.6 44

53 zhemoproteomicsOrevealsOtimecdependentObindingOofOhistoneOdeacetylaseOinhibitorsOtoO
endogenousOrepressorOcomplexesdOACSpChemicalpBiologybO2014bOpbOgnimckm 4.9 43

52 xnalyticalOutilityOofOsmallOneutralOlossesOfromOreducedOspeciesOinOelectronOcaptureOdissociationO
studiedOusingOSwedβzαOdatabasedOAnalyticalpChemistrybO2008bOofbOofopcpk 7.8 40

51 PhosTShunterqOaOfastOandOreliableOtoolOtoOdetectOphosphorylatedOpeptidesOinOliquidOchromatographyO
γourierOtransformOtandemOmassOspectrometryOdataOsetsdOJournalpofpProteomepResearchbO2006bOlbOmlpcmo 5.6 37

50 OuterOmembraneOlipoproteinONlpIOscaffoldsOpeptidoglycanOhydrolasesOwithinOmulticenzymeO
complexesOinOβscherichiaOcolidOEMBOpJournalbO2020bOipbOegfhhkm 13 36

49 NonparametricOxnalysisOofOThermalOProteomeOProfilesORevealsONovelOαrugcbindingOProteinsdO
MolecularpandpCellularpProteomicsbO2019bOgobOhlfmchlgl 7.6 34

48 HcscorebOaOmassOaccuracyOdrivenOrescoringOapproachOforOimprovedOpeptideOidentificationOinO
modificationOrichOsamplesdOJournalpofpProteomepResearchbO2010bOpbOllggcm 5.6 33

47 OnOstudyingOproteinOphosphorylationOpatternsOusingObottomcupOLzcMSeMSqOtheOcaseOofOhumanO
alphaccaseindOAnalyst,pThebO2007bOgihbOnmocnm 5 32

46 αeterminationOofOtheOlocationOofOpositiveOchargesOinOgascphaseOpolypeptideOpolycationsObyOtandemO
massOspectrometrydOInternationalpJournalpofpMasspSpectrometrybO2006bOhlhbOhfkchgh 1.9 30

45 yioaccumulationOofOtherapeuticOdrugsObyOhumanOgutObacteriadONaturebO2021bOlpnbOliiclio 50.4 29
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44
LeaderlessOsecretedOpeptideOsignalingOmoleculeOaltersOglobalOgeneOexpressionOandOincreasesO
virulenceOofOaOhumanObacterialOpathogendOProceedingspofpthepNationalpAcademypofpSciencespofpthep
UnitedpStatespofpAmericabO2017bOggkbOβokpocβolfn

11.5 27

43 SwedzxαbOaOdatabaseOofOannotatedOhighcmassOaccuracyOMSeMSOspectraOofOtrypticOpeptidesdOJournalp
ofpProteomepResearchbO2007bOmbOkfmicn 5.6 27

42 TwoOdimensionalOmassOmappingOasOaOgeneralOmethodOofOdataOrepresentationOinOcomprehensiveO
analysisOofOcomplexOmolecularOmixturesdOAnalyticalpChemistrybO2009bOogbOiniockl 7.8 23

41 InOvitroOneurotoxicityOofOPyαβcppqOimmediateOandOconcentrationcdependentOeffectsOonOproteinO
expressionOinOcerebralOcortexOcellsdOJournalpofpProteomepResearchbO2010bOpbOghhmcil 5.6 22

40 RelativeOspecificitiesOofOwaterOandOammoniaOlossesOfromObackboneOfragmentsOinOcollisioncactivatedO
dissociationdOJournalpofpProteomepResearchbO2007bOmbOhmmpcni 5.6 20

39 PhysicochemicalOpropertiesOdeterminingOtheOdetectionOprobabilityOofOtrypticOpeptidesOinOγourierO
transformOmassOspectrometrydOxOcorrelationOstudydOAnalyticalpChemistrybO2004bOnmbOlonhcn 7.8 20

38 SpatiotemporalOproteomicsOuncoversOcathepsincdependentOmacrophageOcellOdeathOduringO
SalmonellaOinfectiondONaturepMicrobiologybO2020bOlbOgggpcggii 26.6 17

37 TRRxPOisOessentialOforOregulatingOtheOaccumulationOofOmutantOandOwildctypeOpliOinOlymphomadO
BloodbO2018bOgigbOhnopchofh 2.2 17

36 yacterialOretronsOencodeOtripartiteOtoxineantitoxinOsystems 15

35 PhageOproteinsOblockOandOtriggerOretronOtoxineantitoxinOsystems 15

34 ImpactOofOphosphorylationOonOthermalOstabilityOofOproteinsdONaturepMethodsbO2021bOgobOnlncnlp 21.6 15

33 TheOfunctionalOproteomeOlandscapeOofOβscherichiaOcolidONaturebO2020bOloobOknickno 50.4 14

32 GlobalOmappingOofOSalmonellaOentericachostOproteincproteinOinteractionsOduringOinfectiondOCellpHostp
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31 zellOsurfaceOthermalOproteomeOprofilingOtracksOperturbationsOandOdrugOtargetsOonOtheOplasmaO
membranedONaturepMethodsbO2021bOgobOokcpg 21.6 12

30 ShiftedcbasisOtechniqueOimprovesOaccuracyOofOpeakOpositionOdeterminationOinOγourierOtransformO
massOspectrometrydOJournalpofpthepAmericanpSocietypforpMasspSpectrometrybO2004bOglbOklncmg 3.5 11

29 xggregationOandOdisaggregationOfeaturesOofOtheOhumanOproteomedOMolecularpSystemspBiologybO2020bO
gmbOeplff 12.2 9

28 SystematicOLocalizationOofOβscherichiaOcoliOMembraneOProteinsdOMSystemsbO2020bOlbO 7.6 8

27
MutationalOxnalysisOofOGlycogenOSynthaseOKinaseOi˛†OProteinOKinaseOTogetherOwithOKinomecWideO
yindingOandOStabilityOStudiesOSuggestsOzontextcαependentORecognitionOofOKinasesObyOtheO
zhaperoneOHeatOShockOProteinOpfdOMolecularpandpCellularpBiologybO2016bOimbOgffncgo
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26 xTPOenhancesOneuronalOdifferentiationOofOPzghOcellsObyOactivatingOPKz˛–OinteractionsOwithO
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GlomerulosclerosisdOScientificpReportsbO2020bOgfbOgglp 4.9 7

22 βvaluationOofOdataOanalysisOstrategiesOforOimprovedOmassOspectrometrycbasedOphosphoproteomicsdO
AnalyticalpChemistrybO2010bOohbOpokicp 7.8 7

21 ImpactOofOphosphorylationOonOthermalOstabilityOofOproteins 7

20 αissectingOtheOsequenceOdeterminantsOforOdephosphorylationObyOtheOcatalyticOsubunitsOofO
phosphatasesOPPgOandOPPhxdONaturepCommunicationsbO2020bOggbOiloi 17.4 7

19 StructureOofOtheOmycobacterialOβSXclOtypeOVIIOsecretionOsystemOporeOcomplexdOSciencepAdvancesbO
2021bOnbO 14.3 7

18 GlobalOmappingOofSalmonellaOentericachostOproteincproteinOinteractionsOduringOinfection 6

17 TowardsOaOsystematicOmapOofOtheOfunctionalOroleOofOproteinOphosphorylation 6

16 TheOouterOmembraneOlipoproteinONlpIOnucleatesOhydrolasesOwithinOpeptidoglycanOmulticenzymeO
complexesOinβscherichiaOcoli 5

15 SxRSczoVchOinfectionOremodelsOtheOhostOproteinOthermalOstabilityOlandscapedOMolecularpSystemsp
BiologybO2021bOgnbOegfgoo 12.2 5

14 βffectOofOSecmgOinteractionOwithOMpdgOonOendoplasmicOreticulumcassociatedOdegradationdOPLoSpONE
bO2019bOgkbOefhgggof 3.7 4

13 WilhelmOetOaldOreplydONaturebO2017bOlknbOβhi 50.4 4

12 IsocotoinOsuppressesOhepatitisOβOvirusOreplicationOthroughOinhibitionOofOheatOshockOproteinOpfdO
AntiviralpResearchbO2021bOgolbOgfkppn 10.8 4

11 TargetOαiscoveryOUsingOThermalOProteomeOProfilingO2019bOhmnchpg 3

10 αendriticOautophagyOdegradesOpostsynapticOproteinsOandOisOrequiredOforOlongctermOsynapticO
depressionOinOmiceddONaturepCommunicationsbO2022bOgibOmof 17.4 3

9 HighcthroughputOfunctionalOcharacterizationOofOproteinOphosphorylationOsitesOinOyeastdONaturep
BiotechnologybO2021bO 44.5 3
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6 xggregationOandOαisaggregationOγeaturesOofOtheOHumanOProteome 1

5 xOdualcmechanismOantibioticOtargetsOGramcnegativeObacteriaOandOavoidsOdrugOresistance 1
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