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l Paper IF Citations

163 TheNyeastNnuclearNporeNcomplexqNcompositioncNarchitecturecNandNtransportNmechanismeNJournaleofe
CelleBiologycN2000cNhkocNmjldlh 7.3 1207

162 TheNmolecularNarchitectureNofNtheNnuclearNporeNcomplexeNNaturecN2007cNklgcNmpldngh 50.4 830

161 TheNnuclearNporeNcomplexNandNnuclearNtransporteNColdeSpringeHarborePerspectiveseineBiologycN2010cNicNaggglmi10.2 464

160 βeterminingNtheNarchitecturesNofNmacromolecularNassemblieseNNaturecN2007cNklgcNmojdpk 50.4 437

159 TheNnuclearNporeNcomplexqNbridgingNnuclearNtransportNandNgeneNregulationeNNatureeReviewse
MoleculareCelleBiologycN2010cNhhcNkpgdlgh 48.7 382

158 zomponentsNofNcoatedNvesiclesNandNnuclearNporeNcomplexesNshareNaNcommonNmolecularN
architectureeNPLoSeBiologycN2004cNicNejog 9.7 318

157 ThreeddimensionalNarchitectureNofNtheNisolatedNyeastNnuclearNporeNcomplexqNfunctionalNandN
evolutionaryNimplicationseNMoleculareCellcN1998cNhcNiijdjk 17.6 306

156 VirtualNgatingNandNnuclearNtransportqNtheNholeNpictureeNTrendseineCelleBiologycN2003cNhjcNmiido 18.3 306

155 xNdistinctNnuclearNimportNpathwayNusedNbyNribosomalNproteinseNCellcN1997cNopcNnhldil 56.2 301

154 KaphgkpqNaNkaryopherinNinvolvedNinNtheNnuclearNtransportNofNmessengerNRNxNbindingNproteinseN
SciencecN1996cNinkcNmikdn 33.3 284

153 IntegrativeNstructureNandNfunctionalNanatomyNofNaNnuclearNporeNcomplexeNNaturecN2018cNlllcNknldkoi 50.4 280

152 InductionNofNautophagyNinNaxonalNdystrophyNandNdegenerationeNJournaleofeNeurosciencecN2006cNimcNoglndmo6.6 270

151 zompositionNandNfunctionalNcharacterizationNofNyeastNmmSNribosomeNassemblyNintermediateseN
MoleculareCellcN2001cNocNlgldhl 17.6 263

150 xNrobustNpipelineNforNrapidNproductionNofNversatileNnanobodyNrepertoireseNNatureeMethodscN2014cNhhcNhiljdmg21.6 253

149 PoresNforNthoughtqNnuclearNporeNcomplexNproteinseNTrendseineCelleBiologycN1994cNkcNjlndml 18.3 253

148 IsolationNofNtheNyeastNnuclearNporeNcomplexeNJournaleofeCelleBiologycN1993cNhijcNnnhdoj 7.3 244

147 zomponentsNofNtheNyeastNspindleNandNspindleNpoleNbodyeNJournaleofeCelleBiologycN1990cNhhhcNhphjdin 7.3 238
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146 xNnewNfamilyNofNyeastNnuclearNporeNcomplexNproteinseNJournaleofeCelleBiologycN1992cNhhpcNngldij 7.3 235

145 SimpleNfoldNcompositionNandNmodularNarchitectureNofNtheNnuclearNporeNcomplexeNProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericacN2006cNhgjcNihnidn 11.5 231

144 xrtificialNnanoporesNthatNmimicNtheNtransportNselectivityNofNtheNnuclearNporeNcomplexeNNaturecN2009cN
klncNhgijdn 50.4 226

143 TheNnuclearNporeNcomplexNasNaNtransportNmachineeNJournaleofeBiologicaleChemistrycN2001cNinmcNhmlpjdm 5.4 216

142 zomprehensiveNanalysisNofNdiverseNribonucleoproteinNcomplexeseNNatureeMethodscN2007cNkcNplhdm 21.6 212

141 FluorescentNproteinsNasNproteomicNprobeseNMoleculareandeCellulareProteomicscN2005cNkcNhpjjdkh 7.6 202

140 KaryopherinsNandNkissingNcousinseNTrendseineCelleBiologycN1998cNocNhokdo 18.3 199

139 SimpleNrulesNforNpassiveNdiffusionNthroughNtheNnuclearNporeNcomplexeNJournaleofeCelleBiologycN2016cN
ihlcNlndnm 7.3 199

138 ProteinsNconnectingNtheNnuclearNporeNcomplexNwithNtheNnuclearNinterioreNJournaleofeCelleBiologycN
1999cNhkkcNojpdll 7.3 189

137 EvidenceNforNaNsharedNnuclearNporeNcomplexNarchitectureNthatNisNconservedNfromNtheNlastNcommonN
eukaryoticNancestoreNMoleculareandeCellulareProteomicscN2009cNocNihhpdjg 7.6 169

136
TwoNnovelNrelatedNyeastNnucleoporinsNNuphngpNandNNuphlnpqNcomplementationNwithNtheN
vertebrateNhomologueNNuphllpNandNfunctionalNinteractionsNwithNtheNyeastNnuclearNporedmembraneN
proteinNPomhlipeNJournaleofeCelleBiologycN1995cNhjhcNhhjjdko

7.3 167

135 TheNhumanNcapdbindingNcomplexNisNfunctionallyNconnectedNtoNtheNnuclearNRNxNexosomeeNNaturee
StructuraleandeMoleculareBiologycN2013cNigcNhjmndnm 17.6 157

134 TheNyeastNspindleNpoleNbodyNisNassembledNaroundNaNcentralNcrystalNofNSpckipeNCellcN1997cNopcNhgnndom 56.2 157

133 HumanNcytomegalovirusNproteinNULjoNinhibitsNhostNcellNstressNresponsesNbyNantagonizingNtheN
tuberousNsclerosisNproteinNcomplexeNCelleHosteandeMicrobecN2008cNjcNiljdmi 23.4 149

132 xssemblyNfactorsNRpfiNandNRrshNrecruitNlSNrRNxNandNribosomalNproteinsNrpLlNandNrpLhhNintoN
nascentNribosomeseNGeneseandeDevelopmentcN2007cNihcNilogdpi 12.6 147

131 NuclearNexportNdynamicsNofNRNxdproteinNcomplexeseNNaturecN2011cNknlcNjjjdkh 50.4 142

130 TrackingNandNelucidatingNalphavirusdhostNproteinNinteractionseNJournaleofeBiologicaleChemistrycN2006cN
iohcNjgimpdno 5.4 142

129 NupipNdynamicallyNassociatesNwithNtheNdistalNregionsNofNtheNyeastNnuclearNporeNcomplexeNJournaleofe
CelleBiologycN2001cNhljcNhkmldno 7.3 137
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128 xffinityNproteomicsNrevealsNhumanNhostNfactorsNimplicatedNinNdiscreteNstagesNofNLINEdhN
retrotranspositioneNCellcN2013cNhllcNhgjkdko 56.2 133

127 HumanNcytomegalovirusNpULojNstimulatesNactivityNofNtheNviralNimmediatedearlyNpromoterNthroughN
itsNinteractionNwithNtheNcellularNIFIhmNproteineNJournaleofeVirologycN2010cNokcNnogjdhk 6.6 127

126 NuphigpqNaNyeastNnucleoporinNrequiredNforNNPzNdistributionNandNmRNxNtransporteNJournaleofeCelle
BiologycN1995cNhjhcNhmlpdnl 7.3 127

125 POMhliNisNanNintegralNproteinNofNtheNporeNmembraneNdomainNofNtheNyeastNnuclearNenvelopeeN
JournaleofeCelleBiologycN1994cNhilcNjhdki 7.3 125

124 StructuralNcharacterizationNbyNcrossdlinkingNrevealsNtheNdetailedNarchitectureNofNaNcoatomerdrelatedN
heptamericNmoduleNfromNtheNnuclearNporeNcomplexeNMoleculareandeCellulareProteomicscN2014cNhjcNipindkj7.6 122

123 IdβIRTcNaNgeneralNmethodNforNdistinguishingNbetweenNspecificNandNnonspecificNproteinNinteractionseN
JournaleofeProteomeeResearchcN2005cNkcNhnlidm 5.6 119

122
TheNessentialNyeastNnucleoporinNNUPhlpNisNlocatedNonNtheNcytoplasmicNsideNofNtheNnuclearNporeN
complexNandNservesNinNkaryopherindmediatedNbindingNofNtransportNsubstrateeNJournaleofeBiologicale
ChemistrycN1995cNingcNhpghndih

5.4 119

121 ProteomicNandNgenomicNcharacterizationNofNchromatinNcomplexesNatNaNboundaryeNJournaleofeCelle
BiologycN2005cNhmpcNjldkn 7.3 117

120 SaccharomycesNcerevisiaeNNdchpNisNaNsharedNcomponentNofNnuclearNporeNcomplexesNandNspindleN
poleNbodieseNJournaleofeCelleBiologycN1998cNhkjcNhnopdogg 7.3 117

119 SimpleNkineticNrelationshipsNandNnonspecificNcompetitionNgovernNnuclearNimportNratesNinNvivoeN
JournaleofeCelleBiologycN2006cNhnlcNlnpdpj 7.3 112

118 StructureNandNFunctionNofNtheNNuclearNPoreNzomplexNzytoplasmicNmRNxNExportNPlatformeNCellcN
2016cNhmncNhihldhiioeeil 56.2 110

117 TheNyeastNnuclearNporeNcomplexNandNtransportNthroughNiteNGeneticscN2012cNhpgcNolldoj 4 109

116 PrinciplesNforNIntegrativeNStructuralNyiologyNStudieseNCellcN2019cNhnncNhjokdhkgj 56.2 108

115 TargetedNproteomicNstudyNofNtheNcyclindzdkNmoduleeNMoleculareCellcN2004cNhkcNmppdnhh 17.6 100

114 xNconservedNcoatomerdrelatedNcomplexNcontainingNSechjNandNSehhNdynamicallyNassociatesNwithNtheN
vacuoleNinNSaccharomycesNcerevisiaeeNMoleculareandeCellulareProteomicscN2011cNhgcNMhhgeggmkno 7.6 95

113 StructuredfunctionNmappingNofNaNheptamericNmoduleNinNtheNnuclearNporeNcomplexeNJournaleofeCelle
BiologycN2012cNhpmcNkhpdjk 7.3 95

112 xNstrategyNforNdissectingNtheNarchitecturesNofNnativeNmacromolecularNassemblieseNNatureeMethodscN
2015cNhicNhhjldo 21.6 94

111 TheNmolecularNmechanismNofNnuclearNtransportNrevealedNbyNatomicdscaleNmeasurementseNELifecN2015
cNkcN 8.9 93
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110 NUPdhNIsNaNlargeNcoileddcoilNnucleoskeletalNproteinNinNtrypanosomesNwithNlamindlikeNfunctionseNPLoSe
BiologycN2012cNhgcNehgghion 9.7 86

109 TheNyeastNnucleoporinNNuphoopNinteractsNgeneticallyNandNphysicallyNwithNtheNcoreNstructuresNofNtheN
nuclearNporeNcomplexeNJournaleofeCelleBiologycN1996cNhjjcNhhljdmi 7.3 86

108 EfficiencycNselectivitycNandNrobustnessNofNnucleocytoplasmicNtransporteNPLoSeComputationaleBiologycN
2007cNjcNehil 5 82

107 HostNfactorsNassociatedNwithNtheNSindbisNvirusNRNxddependentNRNxNpolymeraseqNroleNforNGjyPhNandN
GjyPiNinNvirusNreplicationeNJournaleofeVirologycN2010cNokcNmnigdji 6.6 81

106 TheNnuclearNbasketNproteinsNMlphpNandNMlpipNareNpartNofNaNdynamicNinteractomeNincludingNEschpN
andNtheNproteasomeeNMoleculareBiologyeofetheeCellcN2013cNikcNjpigdjo 3.5 80

105 xNcellNcycleNphosphoproteomeNofNtheNyeastNcentrosomeeNSciencecN2011cNjjicNhllndmh 33.3 80

104 EvolutionqNOnNaNbenderddyxRscNESzRTscNzOPscNandNfinallyNgettingNyourNcoateNJournaleofeCelleBiologycN
2011cNhpjcNpmjdni 7.3 78

103 zharacterizationNofNKaryopherinNzargoesNRevealsNUniqueNMechanismsNofNKaphihpdMediatedN
NuclearNImporteNMoleculareandeCellulareBiologycN2004cNikcNhggppdhggpp 4.8 78

102 βisruptionNofNtheNnucleoporinNgeneNNUPhjjNresultsNinNclusteringNofNnuclearNporeNcomplexeseN
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericacN1995cNpicNhhondph 11.5 78

101 SubunitNconnectivitycNassemblyNdeterminantsNandNarchitectureNofNtheNyeastNexocystNcomplexeNNaturee
StructuraleandeMoleculareBiologycN2016cNijcNlpdmm 17.6 76

100 zancerNandNtheNnuclearNporeNcomplexeNAdvanceseineExperimentaleMedicineeandeBiologycN2014cNnnjcNioldjgn3.6 74

99 TheNnuclearNporeNcomplexdassociatedNproteincNMlpipcNbindsNtoNtheNyeastNspindleNpoleNbodyNandN
promotesNitsNefficientNassemblyeNJournaleofeCelleBiologycN2005cNhngcNiildjl 7.3 68

98 IsolationNandNcharacterizationNofNnuclearNenvelopesNfromNtheNyeastNSaccharomyceseNJournaleofeCelle
BiologycN1995cNhjhcNhpdjh 7.3 67

97 TheNEvolutionNofNOrganellarNzoatNzomplexesNandNOrganizationNofNtheNEukaryoticNzelleNAnnuale
RevieweofeBiochemistrycN2017cNomcNmjndmln 29.1 65

96 RrphnpNisNaNeukaryoticNexonucleaseNrequiredNforNlVNendNprocessingNofNPredmgSNribosomalNRNxeN
MoleculareCellcN2009cNjmcNnmodoh 17.6 64

95 InteractomeNMappingNRevealsNtheNEvolutionaryNHistoryNofNtheNNuclearNPoreNzomplexeNPLoSeBiologycN
2016cNhkcNehggijml 9.7 64

94 SlidedanddexchangeNmechanismNforNrapidNandNselectiveNtransportNthroughNtheNnuclearNporeNcomplexeN
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericacN2016cNhhjcNEikopdpn 11.5 63

93
IsolationNandNcharacterizationNofNsubnuclearNcompartmentsNfromNTrypanosomaNbruceieN
IdentificationNofNaNmajorNrepetitiveNnuclearNlaminaNcomponenteNJournaleofeBiologicaleChemistrycN2001cN
inmcNjoimhdnh

5.4 60
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92 HumanNcytomegalovirusNULipfioNproteinNinteractsNwithNcomponentsNofNtheNNuRβNcomplexNwhichN
promoteNaccumulationNofNimmediatedearlyNRNxeNPLoSePathogenscN2010cNmcNehgggpml 7.6 58

91
IntegrativeNstructuredfunctionNmappingNofNtheNnucleoporinNNuphjjNsuggestsNaNconservedN
mechanismNforNmembraneNanchoringNofNtheNnuclearNporeNcomplexeNMoleculareandeCellulare
ProteomicscN2014cNhjcNiphhdim

7.6 54

90 RapidcNoptimizedNinteractomicNscreeningeNNatureeMethodscN2015cNhicNlljdmg 21.6 53

89 NuclearNporeNcomplexNbiogenesiseNCurrenteOpinioneineCelleBiologycN2009cNihcNmgjdhi 9 53

88 MolecularNarchitectureNandNfunctionNofNtheNSExNcomplexcNaNmodulatorNofNtheNTORzhNpathwayeN
MoleculareandeCellulareProteomicscN2014cNhjcNiolldng 7.6 52

87 StructurecNdynamicscNevolutioncNandNfunctionNofNaNmajorNscaffoldNcomponentNinNtheNnuclearNporeN
complexeNStructurecN2013cNihcNlmgdnh 5.2 48

86 EnhancementNofNtransportNselectivityNthroughNnanodchannelsNbyNnondspecificNcompetitioneNPLoSe
ComputationaleBiologycN2010cNmcNehgggogk 5 46

85 NucleocytoplasmicNtransportqNaNroleNforNnonspecificNcompetitionNinNkaryopherindnucleoporinN
interactionseNMoleculareandeCellulareProteomicscN2012cNhhcNjhdkm 7.6 46

84 zharacterizationNofNkaryopherinNcargoesNrevealsNuniqueNmechanismsNofNKaphihpdmediatedNnuclearN
importeNMoleculareandeCellulareBiologycN2004cNikcNokondlgj 4.8 46

83 RevealingNHigherNOrderNProteinNStructureNUsingNMassNSpectrometryeNJournaleofetheeAmericaneSocietye
foreMasseSpectrometrycN2016cNincNplidml 3.5 45

82 xlteringNnuclearNporeNcomplexNfunctionNimpactsNlongevityNandNmitochondrialNfunctionNinNSeN
cerevisiaeeNJournaleofeCelleBiologycN2015cNigocNnipdkk 7.3 43

81 xNjumboNproblemqNmappingNtheNstructureNandNfunctionsNofNtheNnuclearNporeNcomplexeNCurrente
OpinioneineCelleBiologycN2012cNikcNpidp 9 42

80 GeneticNandNbiochemicalNevaluationNofNtheNimportanceNofNzdcmNinNregulatingNmitoticNexiteNMoleculare
BiologyeofetheeCellcN2003cNhkcNklpidmgk 3.5 42

79 KaphihpdmediatedNnuclearNimportNisNrequiredNforNmatingNandNcellularNdifferentiationNinNyeasteN
MoleculareandeCellulareBiologycN2002cNiicNilkkdll 4.8 41

78 xffinityNproteomicsNtoNstudyNendogenousNproteinNcomplexesqNpointerscNpitfallscNpreferencesNandN
perspectiveseNBioTechniquescN2015cNlocNhgjdhp 2.5 39

77 βissectionNofNaffinityNcapturedNLINEdhNmacromolecularNcomplexeseNELifecN2018cNncN 8.9 38

76 SExNyouNlaterNallidGxTORddaNdynamicNregulatorNofNtheNTORzhNstressNresponseNpathwayeNJournaleofe
CelleSciencecN2015cNhiocNiihpdio 5.3 37

75 ImprovedNmethodologyNforNtheNaffinityNisolationNofNhumanNproteinNcomplexesNexpressedNatNnearN
endogenousNlevelseNBioTechniquescN2012cNhdm 2.5 36
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74 EnrichingNtheNporeqNsplendidNcomplexityNfromNhumbleNoriginseNTrafficcN2014cNhlcNhkhdlm 5.7 34

73 TheNmechanismNofNnucleocytoplasmicNtransportNthroughNtheNnuclearNporeNcomplexeNColdeSpringe
HarboreSymposiaeoneQuantitativeeBiologycN2010cNnlcNlmndok 3.9 34

72 YeastNRrphkpNisNrequiredNforNribosomalNsubunitNsynthesisNandNforNcorrectNpositioningNofNtheNmitoticN
spindleNduringNmitosiseNNucleiceAcidseResearchcN2007cNjlcNhjlkdmm 20.1 34

71 HIVdhostNinteractomeNrevealedNdirectlyNfromNinfectedNcellseNNatureeMicrobiologycN2016cNhcNhmgmo 26.6 33

70 ThermodynamicNcharacterizationNofNtheNmultivalentNinteractionsNunderlyingNrapidNandNselectiveN
translocationNthroughNtheNnuclearNporeNcomplexeNJournaleofeBiologicaleChemistrycN2018cNipjcNkllldklmj 5.4 32

69 MolecularNxrchitectureNofNtheNMajorNMembraneNRingNzomponentNofNtheNNuclearNPoreNzomplexeN
StructurecN2017cNilcNkjkdkkl 5.2 31

68 ProteaseNaccessibilityNladderingqNaNproteomicNtoolNforNprobingNproteinNstructureeNStructurecN2006cNhkcNmljdmg5.2 30

67 TheNroadNtoNribosomeseNFillingNpotholesNinNtheNexportNpathwayeNJournaleofeCelleBiologycN2000cNhlhcNFijdm 7.3 30

66 βevelopingNgeneticNtoolsNtoNexploitNzhaetomiumNthermophilumNforNbiochemicalNanalysesNofN
eukaryoticNmacromolecularNassemblieseNScientificeReportscN2016cNmcNigpjn 4.9 29

65 TheNnuclearNporeNcomplexNcoreNscaffoldNandNpermeabilityNbarrierqNvariationsNofNaNcommonNthemeeN
CurrenteOpinioneineCelleBiologycN2017cNkmcNhhgdhho 9 26

64 PoreNtimingqNtheNevolutionaryNoriginsNofNtheNnucleusNandNnuclearNporeNcomplexeNFxwwwResearchcN
2019cNocN 3.6 24

63 YeastNspindleNpoleNbodyNcomponentseNColdeSpringeHarboreSymposiaeoneQuantitativeeBiologycN1991cN
lmcNmondpi 3.9 23

62 PoreNrelationsqNnuclearNporeNcomplexesNandNnucleocytoplasmicNexchangeeNEssayseineBiochemistrycN
2000cNjmcNnldoo 7.6 22

61 xNRobustNWorkflowNforNNativeNMassNSpectrometricNxnalysisNofNxffinitydIsolatedNEndogenousNProteinN
xssemblieseNAnalyticaleChemistrycN2016cNoocNinppdogn 7.8 19

60 NuclearNporeNcomplexNevolutionqNaNtrypanosomeNMlpNanalogueNfunctionsNinNchromosomalN
segregationNbutNlacksNtranscriptionalNbarrierNactivityeNMoleculareBiologyeofetheeCellcN2014cNilcNhkihdjm 3.5 19

59 SupervillinNbindingNtoNmyosinNIINandNsynergismNwithNanillinNareNrequiredNforNcytokinesiseNMoleculare
BiologyeofetheeCellcN2013cNikcNjmgjdhp 3.5 19

58 TelomerescNtethersNandNtrypanosomeseNNucleuscN2012cNjcNknodom 3.9 19

57 TheNTrypanosomeNExocystqNxNzonservedNStructureNRevealingNaNNewNRoleNinNEndocytosiseNPLoSe
PathogenscN2017cNhjcNehggmgmj 7.6 19

(2017-2014)
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56 HighdyieldNisolationNandNsubcellularNproteomicNcharacterizationNofNnuclearNandNsubnuclearN
structuresNfromNtrypanosomeseNMethodseineMoleculareBiologycN2008cNkmjcNnndpi 1.4 19

55 OneNRingNtoNRuleNthemNxllvNStructuralNandNFunctionalNβiversityNinNtheNNuclearNPoreNzomplexeNTrendse
ineBiochemicaleSciencescN2021cNkmcNlpldmgn 10.3 19

54 HighdEfficiencyNIsolationNofNNuclearNEnvelopeNProteinNzomplexesNfromNTrypanosomeseNMethodseine
MoleculareBiologycN2016cNhkhhcNmndog 1.4 19

53 zomprehensiveNstructureNandNfunctionalNadaptationsNofNtheNyeastNnuclearNporeNcomplexeeNCellcN2021cN 56.2 18

52 ProteinNzomplexNxffinityNzaptureNfromNzryomilledNMammalianNzellseNJournaleofeVisualizede
ExperimentscN2016cN 1.6 16

51 StructureNofNtheNzdterminalNdomainNofNSaccharomycesNcerevisiaeNNuphjjcNaNcomponentNofNtheN
nuclearNporeNcomplexeNProteins:eStructureseFunctioneandeBioinformaticscN2011cNnpcNhmnidn 4.2 16

50 xNmethodNforNtheNrapidNandNefficientNelutionNofNnativeNaffinitydpurifiedNproteinNxNtaggedNcomplexeseN
JournaleofeProteomeeResearchcN2005cNkcNiilgdm 5.6 16

49 ziliaryNandNnuclearNtransportqNdifferentNplacescNsimilarNroutesveNDevelopmentaleCellcN2012cNiicNmpjdk 10.2 15

48 xNnovelNcoatomerdrelatedNSExNcomplexNdynamicallyNassociatesNwithNtheNvacuoleNinNyeastNandNisN
implicatedNinNtheNresponseNtoNnitrogenNstarvationeNAutophagycN2011cNncNhjpidj 10.2 14

47
RapidNisolationNandNidentificationNofNbacteriophageNTkdencodedNmodificationsNofNEscherichiaNcoliN
RNxNpolymeraseqNaNgenericNmethodNtoNstudyNbacteriophagefhostNinteractionseNJournaleofeProteomee
ResearchcN2008cNncNhikkdlg

5.6 14

46 ProteinNzomplexNPurificationNbyNxffinityNzaptureeNColdeSpringeHarboreProtocolscN2016cNighmcN 1.2 13

45 zoddependenceNbetweenNtrypanosomeNnuclearNlaminaNcomponentsNinNnuclearNstabilityNandNcontrolN
ofNgeneNexpressioneNNucleiceAcidseResearchcN2016cNkkcNhgllkdhglng 20.1 13

44 zharacterizationNofNLhdRibonucleoproteinNParticleseNMethodseineMoleculareBiologycN2016cNhkggcNjhhdjo 1.4 13

43 xNtenseNtimeNforNtheNnuclearNenvelopeeNCellcN2002cNhgocNjghdk 56.2 13

42 MalariaNparasitesNuseNaNsolubleNRhopHNcomplexNforNerythrocyteNinvasionNandNanNintegralNformNforN
nutrientNuptakeeNELifecN2021cNhgcN 8.9 13

41 LineagedspecificNproteinsNessentialNforNendocytosisNinNtrypanosomeseNJournaleofeCelleSciencecN2017cN
hjgcNhjnpdhjpi 5.3 11

40 zomparativeNinteractomicsNprovidesNevidenceNforNfunctionalNspecializationNofNtheNnuclearNporeN
complexeNNucleuscN2017cNocNjkgdjli 3.9 11

39 PurificationNandNanalysisNofNendogenousNhumanNRNxNexosomeNcomplexeseNRnacN2016cNiicNhkmndnl 5.8 11
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38 OptimizingNselectionNofNlargeNanimalsNforNantibodyNproductionNbyNscreeningNimmuneNresponseNtoN
standardNvaccineseNJournaleofeImmunologicaleMethodscN2016cNkjgcNlmdmg 2.5 11

37 TheNinteractomeNchallengeeNJournaleofeCelleBiologycN2015cNihhcNnipdji 7.3 11

36 βissectingNtheNStructuralNβynamicsNofNtheNNuclearNPoreNzomplexeNMoleculareCellcN2021cNohcNhljdhmleen 17.6 11

35 IntegrativeNstructureNandNfunctionNofNtheNyeastNexocystNcomplexeNProteineSciencecN2020cNipcNhkomdhlgh 6.3 10

34 ImprovedNnativeNisolationNofNendogenousNProteinNxdtaggedNproteinNcomplexeseNBioTechniquescN2013
cNlkcNihjdm 2.5 10

33 ProteomicsNonNtheNrimsqNinsightsNintoNtheNbiologyNofNtheNnuclearNenvelopeNandNflagellarNpocketNofN
trypanosomeseNParasitologycN2012cNhjpcNhhlodmn 2.7 10

32 StudyingNnuclearNproteinNimportNinNyeasteNMethodscN2006cNjpcNiphdjgo 4.6 10

31 IsolationNofNnuclearNenvelopeNfromNSaccharomycesNcerevisiaeeNMethodseineEnzymologycN2002cNjlhcNjpkdkgo1.7 10

30 EngineeredNhighdaffinityNnanobodiesNrecognizingNstaphylococcalNProteinNxNandNsuitableNforNnativeN
isolationNofNproteinNcomplexeseNAnalyticaleBiochemistrycN2015cNknncNpidk 3.1 9

29 StructuresNofNtheNautoproteolyticNdomainNfromNtheNSaccharomycesNcerevisiaeNnuclearNporeNcomplexN
componentcNNuphkleNProteins:eStructureseFunctioneandeBioinformaticscN2010cNnocNhppido 4.2 9

28 zripplingNlifeNsupportNforNSxRSdzoVdiNandNotherNvirusesNthroughNsyntheticNlethalityeNJournaleofeCelle
BiologycN2020cNihpcN 7.3 9
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