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j Paper IF Citations

158 vNgeneralizedNlinearNmixedNmodelNassociationNtoolNforNbiobankbscaleNdatacNNaturegGeneticsaN2021aNjhaNfkfkbfkgf36.3 10

157 xonditionalN WvSNanalysisNtoNidentifyNdisorderbspecificNSNPsNforNpsychiatricNdisorderscNMolecularg
PsychiatryaN2021aNgkaNgelebgemf 15.1 19

156  eneticNmechanismsNofNcriticalNillnessNinNxOVIybfncNNatureaN2021aNjnfaNngbnm 50.4 451

155 QuantifyingNgeneticNheterogeneityNbetweenNcontinentalNpopulationsNforNhumanNheightNandNbodyN
massNindexcNScientificgReportsaN2021aNffaNjgie 4.9 6

154 vNxomparisonNofNTenNPolygenicNScoreNMethodsNforNPsychiatricNyisordersNvppliedNvcrossNMultipleN
xohortscNBiologicalgPsychiatryaN2021aNneaNkffbkge 7.9 17

153 zstimationNofNnonbadditiveNgeneticNvarianceNinNhumanNcomplexNtraitsNfromNaNlargeNsampleNofN
unrelatedNindividualscNAmericangJournalgofgHumangGeneticsaN2021aNfemaNlmkblnm 11 19

152 vNNoncodingNVariantNNearNPPPfRhwNPromotesNLiverN lycogenNStorageNandNMetSaNbutNProtectsN
vgainstNMyocardialNInfarctioncNJournalgofgClinicalgEndocrinologygandgMetabolismaN2021aNfekaNhlgbhml 5.6 3

151  enomebwideNanalysesNofNbehaviouralNtraitsNareNsubjectNtoNbiasNbyNmisreportsNandNlongitudinalN
changescNNaturegCommunicationsaN2021aNfgaNgegff 17.4 16

150  eneticNandNfunctionalNinteractionNnetworkNanalysisNrevealsNglobalNenrichmentNofNregulatoryNTNcellN
genesNinfluencingNbasalNcellNcarcinomaNsusceptibilitycNGenomegMedicineaN2021aNfhaNfn 14.4 1

149 MultibomicNandNmultibspeciesNmetabanalysesNofNnicotineNconsumptioncNTranslationalgPsychiatryaN2021aN
ffaNnm 8.6 2

148 WidespreadNsignaturesNofNnaturalNselectionNacrossNhumanNcomplexNtraitsNandNfunctionalNgenomicN
categoriescNNaturegCommunicationsaN2021aNfgaNffki 17.4 12

147 PhenotypicNcovarianceNacrossNtheNentireNspectrumNofNrelatednessNforNmkNbillionNpairsNofNindividualscN
NaturegCommunicationsaN2021aNfgaNfeje 17.4 7

146  enomicNpartitioningNofNinbreedingNdepressionNinNhumanscNAmericangJournalgofgHumangGeneticsaN
2021aNfemaNfimmbfjef 11 3

145 TheNgenomicsNofNheartNfailureoNdesignNandNrationaleNofNtheNHzRMzSNconsortiumcNESCgHeartgFailureaN
2021aN 3.7 1

144 LargebscaleNcisbNandNtransbeQTLNanalysesNidentifyNthousandsNofNgeneticNlociNandNpolygenicNscoresN
thatNregulateNbloodNgeneNexpressioncNNaturegGeneticsaN2021aNjhaNfheebfhfe 36.3 60

143 TumorNMutationalNwurdenNIsNPolygenicNandN eneticallyNvssociatedNwithNxomplexNTraitsNandN
yiseasescNCancergResearchaN2021aNmfaNfghebfghn 10.1 3

142 ImprovedNanalysesNofN WvSNsummaryNstatisticsNbyNreducingNdataNheterogeneityNandNerrorscNNatureg
CommunicationsaN2021aNfgaNlffl 17.4 4
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141 TheNSNPbwasedNHeritabilityNbNvNxommentaryNonNYangNet´ alcNVgefeWcNTwingResearchgandgHumang
GeneticsaN2020aNghaNffmbffn 2.2

140 vnalysisNofNyNvNmethylationNassociatesNtheNcystinebglutamateNantiporterNSLxlvffNwithNriskNofN
ParkinsonUsNdiseasecNNaturegCommunicationsaN2020aNffaNfghm 17.4 25

139 SignificantNoutbofbsampleNclassificationNfromNmethylationNprofileNscoringNforNamyotrophicNlateralN
sclerosiscNNpjgGenomicgMedicineaN2020aNjaNfe 6.2 11

138 TissueNspecificNregulationNofNtranscriptionNinNendometriumNandNassociationNwithNdiseasecNHumang
ReproductionaN2020aNhjaNhllbhnh 5.7 21

137 zfficientNzstimationNandNvpplicationsNofNxrossbValidatedN eneticNPredictionsNtoNPolygenicNRiskN
ScoresNandNLinearNMixedNModelscNJournalgofgComputationalgBiologyaN2020aNglaNjnnbkfg 1.7 7

136  enomebwideNgenebenvironmentNanalysesNofNmajorNdepressiveNdisorderNandNreportedNlifetimeN
traumaticNexperiencesNinNUKNwiobankcNMoleculargPsychiatryaN2020aNgjaNfihebfiik 15.1 47

135 PromoterbanchoredNchromatinNinteractionsNpredictedNfromNgeneticNanalysisNofNepigenomicNdatacN
NaturegCommunicationsaN2020aNffaNgekf 17.4 1

134  enomebwideNassociationNstudyNidentifiesNfihNlociNassociatedNwithNgjNhydroxyvitaminNyN
concentrationcNNaturegCommunicationsaN2020aNffaNfkil 17.4 58

133  enomebwideNassociationNandNMendelianNrandomisationNanalysisNprovideNinsightsNintoNtheN
pathogenesisNofNheartNfailurecNNaturegCommunicationsaN2020aNffaNfkh 17.4 140

132  enomicNandNdrugNtargetNevaluationNofNneNcardiovascularNproteinsNinNheanhfNindividualscNNatureg
MetabolismaN2020aNgaNffhjbffim 14.6 61

131 TheNinterplayNbetweenNhostNgeneticsNandNtheNgutNmicrobiomeNrevealsNcommonNandNdistinctN
microbiomeNfeaturesNforNcomplexNhumanNdiseasescNMicrobiomeaN2020aNmaNfij 16.6 21

130 vNunifiedNframeworkNforNassociationNandNpredictionNfromNvertexbwiseNgreybmatterNstructurecNHumang
BraingMappingaN2020aNifaNiekgbielk 5.9 3

129 TheoreticalNandNempiricalNquantificationNofNtheNaccuracyNofNpolygenicNscoresNinNancestryNdivergentN
populationscNNaturegCommunicationsaN2020aNffaNhmkj 17.4 42

128 RiskNpredictionNofNlatebonsetNvlzheimerUsNdiseaseNimpliesNanNoligogenicNarchitecturecNNatureg
CommunicationsaN2020aNffaNilnn 17.4 41

127 zxploringNtheNroleNofNgeneticNconfoundingNinNtheNassociationNbetweenNmaternalNandNoffspringNbodyN
massNindexoNevidenceNfromNthreeNbirthNcohortscNInternationalgJournalgofgEpidemiologyaN2020aNinaNghhbgih 7.8 7

126 xlassicalNHumanNLeukocyteNvntigenNvllelesNandNxiNHaplotypesNvreNNotNSignificantlyNvssociatedN
WithNyepressioncNBiologicalgPsychiatryaN2020aNmlaNifnbihe 7.9 9

125 ImprovedNprecisionNofNepigeneticNclockNestimatesNacrossNtissuesNandNitsNimplicationNforNbiologicalN
ageingcNGenomegMedicineaN2019aNffaNji 14.4 81

124 xomprehensiveNMultipleNeQTLNyetectionNandNItsNvpplicationNtoN WvSNInterpretationcNGeneticsaN
2019aNgfgaNnejbnfm 4 13

(2019-2020)

3



123 OSxvoNaNtoolNforNomicbdatabbasedNcomplexNtraitNanalysiscNGenomegBiologyaN2019aNgeaNfel 18.3 40

122  enomebwideNassociationNstudyNofNmedicationbuseNandNassociatedNdiseaseNinNtheNUKNwiobankcN
NaturegCommunicationsaN2019aNfeaNfmnf 17.4 48

121  eneticNregulationNofNmethylationNinNhumanNendometriumNandNbloodNandNgeneNtargetsNforN
reproductiveNdiseasescNClinicalgEpigeneticsaN2019aNffaNin 7.7 13

120 MendelianNrandomisationNanalysesNfindNpulmonaryNfactorsNmediateNtheNeffectNofNheightNonNcoronaryN
arteryNdiseasecNCommunicationsgBiologyaN2019aNgaNffn 6.7 18

119 PrioritizingNnaturalbselectionNsignalsNfromNtheNdeepbsequencingNgenomicNdataNsuggestsN
multibvariantNadaptationNinNTibetanNhighlanderscNNationalgSciencegReviewaN2019aNkaNfgefbfggg 10.8 15

118  enotypebbybenvironmentNinteractionsNinferredNfromNgeneticNeffectsNonNphenotypicNvariabilityNinN
theNUKNwiobankcNSciencegAdvancesaN2019aNjaNeaawhjhm 14.3 59

117 TheNParkinsonUsNyiseaseNMendelianNRandomizationNResearchNPortalcNMovementgDisordersaN2019aNhiaNfmkibfmlg7 29

116 IdentificationNofNnovelNriskNlociaNcausalNinsightsaNandNheritableNriskNforNParkinsonUsNdiseaseoNaN
metabanalysisNofNgenomebwideNassociationNstudiescNLancetgNeurologyugTheaN2019aNfmaNfenfbffeg 24.1 562

115  eneticNcorrelatesNofNsocialNstratificationNinN reatNwritaincNNaturegHumangBehaviouraN2019aNhaNfhhgbfhig 12.8 83

114 vnNepigenomebwideNassociationNstudyNofNsexbspecificNchronologicalNageingcNGenomegMedicineaN2019aN
fgaNf 14.4 43

113 ImprovedNpolygenicNpredictionNbyNwayesianNmultipleNregressionNonNsummaryNstatisticscNNatureg
CommunicationsaN2019aNfeaNjemk 17.4 114

112 vNresourcebefficientNtoolNforNmixedNmodelNassociationNanalysisNofNlargebscaleNdatacNNaturegGeneticsaN
2019aNjfaNflinbfljj 36.3 102

111
vssociationNofNWholeb enomeNandNNzTRINfNSignalingNPathwaybyerivedNPolygenicNRiskNScoresNforN
MajorNyepressiveNyisorderNandNWhiteNMatterNMicrostructureNinNtheNUKNwiobankcNBiologicalg
Psychiatry:gCognitivegNeurosciencegandgNeuroimagingaN2019aNiaNnfbfee

3.4 12

110 IsNSchizophreniaNaNRiskN~actorNforNwreastNxancertbzvidenceN~romN eneticNyatacNSchizophreniag
BulletinaN2019aNijaNfgjfbfgjk 1.3 11

109  enomebwideNassociationNanalysesNofNriskNtoleranceNandNriskyNbehaviorsNinNoverNfNmillionNindividualsN
identifyNhundredsNofNlociNandNsharedNgeneticNinfluencescNNaturegGeneticsaN2019aNjfaNgijbgjl 36.3 259

108 MetabanalysisNofNgenomebwideNassociationNstudiesNforNbodyNfatNdistributionNinNkni´ kinNindividualsNofN
zuropeanNancestrycNHumangMoleculargGeneticsaN2019aNgmaNfkkbfli 5.6 258

107 TransformationNofNSummaryNStatisticsNfromNLinearNMixedNModelNvssociationNonNvllborbNoneNTraitsN
toNOddsNRatiocNGeneticsaN2018aNgemaNfhnlbfiem 4 62

106 ImprovingNgeneticNpredictionNbyNleveragingNgeneticNcorrelationsNamongNhumanNdiseasesNandNtraitscN
NaturegCommunicationsaN2018aNnaNnmn 17.4 76
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105 ReplyNtoNKardosNetNalcoNzstimationNofNinbreedingNdepressionNfromNSNPNdatacNProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2018aNffjaNzginibzginj 11.5 4

104 PartitioningNPhenotypicNVarianceNyueNtoNParentbofbOriginNzffectsNUsingN enomicNRelatednessN
MatricescNBehaviorgGeneticsaN2018aNimaNklbln 3.2 5

103 IntegrativeNanalysisNofNomicsNsummaryNdataNrevealsNputativeNmechanismsNunderlyingNcomplexNtraitscN
NaturegCommunicationsaN2018aNnaNnfm 17.4 110

102 SignaturesNofNnegativeNselectionNinNtheNgeneticNarchitectureNofNhumanNcomplexNtraitscNNatureg
GeneticsaN2018aNjeaNlikbljh 36.3 178

101 NarrowbsenseNheritabilityNestimationNofNcomplexNtraitsNusingNidentitybbybdescentNinformationcN
HeredityaN2018aNfgfaNkfkbkhe 3.6 14

100 xausalNassociationsNbetweenNriskNfactorsNandNcommonNdiseasesNinferredNfromN WvSNsummaryNdatacN
NaturegCommunicationsaN2018aNnaNggi 17.4 346

99  enomebwideNassociationNanalysesNidentifyNiiNriskNvariantsNandNrefineNtheNgeneticNarchitectureNofN
majorNdepressioncNNaturegGeneticsaN2018aNjeaNkkmbkmf 36.3 1301

98 xomparisonNofNmethodsNthatNuseNwholeNgenomeNdataNtoNestimateNtheNheritabilityNandNgeneticN
architectureNofNcomplexNtraitscNNaturegGeneticsaN2018aNjeaNlhlblij 36.3 131

97 vssociationNwetweenNPopulationNyensityNandN eneticNRiskNforNSchizophreniacNJAMAgPsychiatryaN2018
aNljaNnefbnfe 14.5 35

96  eneticNregulationNofNdiseaseNriskNandNendometrialNgeneNexpressionNhighlightsNpotentialNtargetN
genesNforNendometriosisNandNpolycysticNovarianNsyndromecNScientificgReportsaN2018aNmaNffigi 4.9 28

95  eneNdiscoveryNandNpolygenicNpredictionNfromNaNgenomebwideNassociationNstudyNofNeducationalN
attainmentNinNfcfNmillionNindividualscNNaturegGeneticsaN2018aNjeaNfffgbffgf 36.3 950

94  enomebwideNassociationNanalysesNidentifyNfihNriskNvariantsNandNputativeNregulatoryNmechanismsN
forNtypeNgNdiabetescNNaturegCommunicationsaN2018aNnaNgnif 17.4 262

93 MetabanalysisNofNgenomebwideNassociationNstudiesNforNheightNandNbodyNmassNindexNinN~leeeeeN
individualsNofNzuropeanNancestrycNHumangMoleculargGeneticsaN2018aNglaNhkifbhkin 5.6 711

92 IdentifyingNgeneNtargetsNforNbrainbrelatedNtraitsNusingNtranscriptomicNandNmethylomicNdataNfromN
bloodcNNaturegCommunicationsaN2018aNnaNggmg 17.4 147

91 LeveragingN WvSNforNcomplexNtraitsNtoNdetectNsignaturesNofNnaturalNselectionNinNhumanscNCurrentg
OpiniongingGeneticsgandgDevelopmentaN2018aNjhaNnbfi 4.9 20

90 PredictiveNaccuracyNofNcombinedNgeneticNandNenvironmentalNriskNscorescNGeneticgEpidemiologyaN2018aN
igaNibfn 2.6 22

89 IdentificationNofNjjaeeeNReplicatedNyNvNMethylationNQTLcNScientificgReportsaN2018aNmaNflkej 4.9 78

88 ImprintNofNassortativeNmatingNonNtheNhumanNgenomecNNaturegHumangBehaviouraN2018aNgaNnimbnji 12.8 45

(2018-2018)
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87 yissectionNofNgeneticNvariationNandNevidenceNforNpleiotropyNinNmaleNpatternNbaldnesscNNatureg
CommunicationsaN2018aNnaNjiel 17.4 37

86  WvSNonNfamilyNhistoryNofNvlzheimerUsNdiseasecNTranslationalgPsychiatryaN2018aNmaNnn 8.6 238

85  lobalNgeneticNdifferentiationNofNcomplexNtraitsNshapedNbyNnaturalNselectionNinNhumanscNNatureg
CommunicationsaN2018aNnaNfmkj 17.4 43

84  eneticNevidenceNofNassortativeNmatingNinNhumanscNNaturegHumangBehaviouraN2017aNfaN 12.8 137

83 QuantifyingNtheNmappingNprecisionNofNgenomebwideNassociationNstudiesNusingNwholebgenomeN
sequencingNdatacNGenomegBiologyaN2017aNfmaNmk 18.3 59

82 MetabanalysisNidentifiesNfiveNnovelNlociNassociatedNwithNendometriosisNhighlightingNkeyNgenesN
involvedNinNhormoneNmetabolismcNNaturegCommunicationsaN2017aNmaNfjjhn 17.4 151

81  eneticNsignaturesNofNhighbaltitudeNadaptationNinNTibetanscNProceedingsgofgthegNationalgAcademygofg
SciencesgofgthegUnitedgStatesgofgAmericaaN2017aNffiaNifmnbifni 11.5 93

80 TheN eneticNvrchitectureNofN eneNzxpressionNinNPeripheralNwloodcNAmericangJournalgofgHumang
GeneticsaN2017aNfeeaNggmbghl 11 98

79 InferenceNinNPsychiatryNviaNgbSampleNMendelianNRandomizationb~romNvssociationNtoNxausalN
PathwaytcNJAMAgPsychiatryaN2017aNliaNffnfbffng 14.5 11

78 xonceptsaNestimationNandNinterpretationNofNSNPbbasedNheritabilitycNNaturegGeneticsaN2017aNinaNfheibfhfe36.3 217

77 xrossbethnicNmetabanalysisNidentifiesNassociationNofNtheN PXhbTNIPfNlocusNwithNamyotrophicNlateralN
sclerosiscNNaturegCommunicationsaN2017aNmaNkff 17.4 45

76  eneticNcorrelationsNrevealNtheNsharedNgeneticNarchitectureNofNtranscriptionNinNhumanNperipheralN
bloodcNNaturegCommunicationsaN2017aNmaNimh 17.4 10

75 yetectionNandNquantificationNofNinbreedingNdepressionNforNcomplexNtraitsNfromNSNPNdatacN
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN2017aNffiaNmkegbmkel 11.5 20

74 xonstraintsNonNeQTLN~ineNMappingNinNtheNPresenceNofNMultisiteNLocalNRegulationNofN eneN
zxpressioncNG3:gGenesugGenomesugGeneticsaN2017aNlaNgjhhbgjii 3.2 17

73  enotypebcovariateNinteractionNeffectsNandNtheNheritabilityNofNadultNbodyNmassNindexcNNatureg
GeneticsaN2017aNinaNfflibffmf 36.3 78

72 feNYearsNofN WvSNyiscoveryoNwiologyaN~unctionaNandNTranslationcNAmericangJournalgofgHumang
GeneticsaN2017aNfefaNjbgg 11 1651

71
 xTvb RzMLNaccountsNforNlinkageNdisequilibriumNwhenNestimatingNgeneticNvarianceNfromN
genomebwideNSNPscNProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaaN
2016aNffhaNzijlnbme

11.5 25

70 jgN eneticNLociNInfluencingNMyocardial´ MasscNJournalgofgthegAmericangCollegegofgCardiologyaN2016aN
kmaNfihjbfiim 15.1 76
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69  enomebwideNassociationNanalysesNidentifyNnewNriskNvariantsNandNtheNgeneticNarchitectureNofN
amyotrophicNlateralNsclerosiscNNaturegGeneticsaN2016aNimaNfeihbm 36.3 328

68 vutosomalNgeneticNcontrolNofNhumanNgeneNexpressionNdoesNnotNdifferNacrossNtheNsexescNGenomeg
BiologyaN2016aNflaNgim 18.3 10

67 vNplethoraNofNpleiotropyNacrossNcomplexNtraitscNNaturegGeneticsaN2016aNimaNlelbm 36.3 84

66 IntegrationNofNsummaryNdataNfromN WvSNandNeQTLNstudiesNpredictsNcomplexNtraitNgeneNtargetscN
NaturegGeneticsaN2016aNimaNimfbl 36.3 929

65 NewNlociNforNbodyNfatNpercentageNrevealNlinkNbetweenNadiposityNandNcardiometabolicNdiseaseNriskcN
NaturegCommunicationsaN2016aNlaNfeinj 17.4 180

64 vcrossbcohortNQxNanalysesNofN WvSNsummaryNstatisticsNfromNcomplexNtraitscNEuropeangJournalgofg
HumangGeneticsaN2016aNgjaNfhlbfik 5.3 13

63 PredictingNgeneNtargetsNfromNintegrativeNanalysesNofNsummaryNdataNfromN WvSNandNeQTLNstudiesN
forNgmNhumanNcomplexNtraitscNGenomegMedicineaN2016aNmaNmi 14.4 59

62 ~astNsetbbasedNassociationNanalysisNusingNsummaryNdataNfromN WvSNidentifiesNnovelNgeneNlociNforN
humanNcomplexNtraitscNScientificgReportsaN2016aNkaNhgmni 4.9 79

61  eneticNvariantsNassociatedNwithNsubjectiveNwellbbeingaNdepressiveNsymptomsaNandNneuroticismN
identifiedNthroughNgenomebwideNanalysescNNaturegGeneticsaN2016aNimaNkgibhh 36.3 602

60  enomebwideNassociationNstudyNidentifiesNliNlociNassociatedNwithNeducationalNattainmentcNNatureaN
2016aNjhhaNjhnbig 50.4 850

59 wiologicalNinterpretationNofNgenomebwideNassociationNstudiesNusingNpredictedNgeneNfunctionscN
NaturegCommunicationsaN2015aNkaNjmne 17.4 489

58 ImprovingNPhenotypicNPredictionNbyNxombiningN eneticNandNzpigeneticNvssociationscNAmericang
JournalgofgHumangGeneticsaN2015aNnlaNljbmj 11 85

57 MixedNmodelNwithNcorrectionNforNcasebcontrolNascertainmentNincreasesNassociationNpowercNAmericang
JournalgofgHumangGeneticsaN2015aNnkaNlgebhe 11 47

56 ModelingNLinkageNyisequilibriumNIncreasesNvccuracyNofNPolygenicNRiskNScorescNAmericangJournalgofg
HumangGeneticsaN2015aNnlaNjlkbng 11 649

55  enomebwideNgeneticNhomogeneityNbetweenNsexesNandNpopulationsNforNhumanNheightNandNbodyN
massNindexcNHumangMoleculargGeneticsaN2015aNgiaNliijbn 5.6 49

54 TheNtranscriptionalNlandscapeNofNageNinNhumanNperipheralNbloodcNNaturegCommunicationsaN2015aNkaNmjle 17.4 335

53  eneticNvarianceNestimationNwithNimputedNvariantsNfindsNnegligibleNmissingNheritabilityNforNhumanN
heightNandNbodyNmassNindexcNNaturegGeneticsaN2015aNilaNfffibge 36.3 522

52 TheNUKfeKNprojectNidentifiesNrareNvariantsNinNhealthNandNdiseasecNNatureaN2015aNjgkaNmgbne 50.4 776

(2015-2016)
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51 PopulationNgeneticNdifferentiationNofNheightNandNbodyNmassNindexNacrossNzuropecNNaturegGeneticsaN
2015aNilaNfhjlbkg 36.3 186

50 HumanNfertilityaNmolecularNgeneticsaNandNnaturalNselectionNinNmodernNsocietiescNPLoSgONEaN2015aNfeaNeefgkmgf3.7 53

49 TheNInfluenceNofNvgeNandNSexNonN eneticNvssociationsNwithNvdultNwodyNSizeNandNShapeoNvN
LargebScaleN enomebWideNInteractionNStudycNPLoSgGeneticsaN2015aNffaNefeejhlm 6 220

48 MendelianNrandomizationNstudyNofNheightNandNriskNofNcolorectalNcancercNInternationalgJournalgofg
EpidemiologyaN2015aNiiaNkkgblg 7.8 44

47 NewNgeneticNlociNlinkNadiposeNandNinsulinNbiologyNtoNbodyNfatNdistributioncNNatureaN2015aNjfmaNfmlbfnk 50.4 920

46  eneticNstudiesNofNbodyNmassNindexNyieldNnewNinsightsNforNobesityNbiologycNNatureaN2015aNjfmaNfnlbgek 50.4 2687

45 yominanceNgeneticNvariationNcontributesNlittleNtoNtheNmissingNheritabilityNforNhumanNcomplexNtraitscN
AmericangJournalgofgHumangGeneticsaN2015aNnkaNhllbmj 11 138

44 LyNScoreNregressionNdistinguishesNconfoundingNfromNpolygenicityNinNgenomebwideNassociationN
studiescNNaturegGeneticsaN2015aNilaNgnfbj 36.3 2096

43 yetectionNandNreplicationNofNepistasisNinfluencingNtranscriptionNinNhumanscNNatureaN2014aNjemaNginbjh 50.4 149

42  eneticsNofNrheumatoidNarthritisNcontributesNtoNbiologyNandNdrugNdiscoverycNNatureaN2014aNjekaNhlkbmf 50.4 1426

41 NovelNriskNlociNforNrheumatoidNarthritisNinNHanNxhineseNandNcongruenceNwithNriskNvariantsNinN
zuropeanscNArthritisgandgRheumatologyaN2014aNkkaNffgfbhg 9.5 59

40 MultipleNassociatedNvariantsNincreaseNtheNheritabilityNexplainedNforNplasmaNlipidsNandNcoronaryN
arteryNdiseasecNCirculation:gCardiovasculargGeneticsaN2014aNlaNjmhbl 23

39 ReplicabilityNandNrobustnessNofNgenomebwidebassociationNstudiesNforNbehavioralNtraitscNPsychologicalg
ScienceaN2014aNgjaNfnljbmk 7.9 75

38 yefiningNtheNroleNofNcommonNvariationNinNtheNgenomicNandNbiologicalNarchitectureNofNadultNhumanN
heightcNNaturegGeneticsaN2014aNikaNfflhbmk 36.3 1339

37 vdvantagesNandNpitfallsNinNtheNapplicationNofNmixedbmodelNassociationNmethodscNNaturegGeneticsaN
2014aNikaNfeebk 36.3 520

36 StatisticalNpowerNtoNdetectNgeneticNVcoWvarianceNofNcomplexNtraitsNusingNSNPNdataNinNunrelatedN
samplescNPLoSgGeneticsaN2014aNfeaNefeeigkn 6 236

35 HeritabilityNofNvariationNinNglycaemicNresponseNtoNmetforminoNaNgenomebwideNcomplexNtraitNanalysiscN
LancetgDiabetesgandgEndocrinologyutheaN2014aNgaNimfbl 18.1 76

34 yNvNevidenceNforNstrongNgenomebwideNpleiotropyNofNcognitiveNandNlearningNabilitiescNBehaviorg
GeneticsaN2013aNihaNgklblh 3.2 75
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33 InferenceNofNtheNgeneticNarchitectureNunderlyingNwMINandNheightNwithNtheNuseNofNgeagieNsiblingN
pairscNAmericangJournalgofgHumangGeneticsaN2013aNnhaNmkjblj 11 80

32 vuthorNreplyNtoNvNcommentaryNonNPitfallsNofNpredictingNcomplexNtraitsNfromNSNPscNNaturegReviewsg
GeneticsaN2013aNfiaNmni 30.1 4

31 zstimationNandNpartitionNofNheritabilityNinNhumanNpopulationsNusingNwholebgenomeNanalysisN
methodscNAnnualgReviewgofgGeneticsaN2013aNilaNljbnj 14.5 110

30 vdditiveNgeneticNvariationNinNschizophreniaNriskNisNsharedNbyNpopulationsNofNvfricanNandNzuropeanN
descentcNAmericangJournalgofgHumangGeneticsaN2013aNnhaNikhble 11 55

29  enomebwideNmetabanalysisNidentifiesNffNnewNlociNforNanthropometricNtraitsNandNprovidesNinsightsN
intoNgeneticNarchitecturecNNaturegGeneticsaN2013aNijaNjefbfg 36.3 437

28 IdentificationNofNheartNratebassociatedNlociNandNtheirNeffectsNonNcardiacNconductionNandNrhythmN
disorderscNNaturegGeneticsaN2013aNijaNkgfbhf 36.3 219

27 IdentificationNofNmultipleNriskNvariantsNforNankylosingNspondylitisNthroughNhighbdensityNgenotypingN
ofNimmunebrelatedNlocicNNaturegGeneticsaN2013aNijaNlhebm 36.3 551

26 PitfallsNofNpredictingNcomplexNtraitsNfromNSNPscNNaturegReviewsgGeneticsaN2013aNfiaNjelbfj 30.1 457

25 UbiquitousNpolygenicityNofNhumanNcomplexNtraitsoNgenomebwideNanalysisNofNinNtraitsNinNKoreanscN
PLoSgGeneticsaN2013aNnaNefeehhjj 6 50

24 SexbstratifiedNgenomebwideNassociationNstudiesNincludingNgleaeeeNindividualsNshowNsexualN
dimorphismNinNgeneticNlociNforNanthropometricNtraitscNPLoSgGeneticsaN2013aNnaNefeehjee 6 277

23 PartitioningNtheNheritabilityNofNTouretteNsyndromeNandNobsessiveNcompulsiveNdisorderNrevealsN
differencesNinNgeneticNarchitecturecNPLoSgGeneticsaN2013aNnaNefeehmki 6 189

22  enomebwideNassociationNanalysesNidentifyNmultipleNlociNassociatedNwithNcentralNcornealNthicknessN
andNkeratoconuscNNaturegGeneticsaN2013aNijaNfjjbkh 36.3 222

21
MaintenanceNofNgeneticNvariationNinNhumanNpersonalityoNtestingNevolutionaryNmodelsNbyNestimatingN
heritabilityNdueNtoNcommonNcausalNvariantsNandNinvestigatingNtheNeffectNofNdistantNinbreedingcN
Evolution;gInternationalgJournalgofgOrganicgEvolutionaN2012aNkkaNhghmbjf

3.8 134

20 SeventybfiveNgeneticNlociNinfluencingNtheNhumanNredNbloodNcellcNNatureaN2012aNingaNhknblj 50.4 257

19 xonditionalNandNjointNmultiplebSNPNanalysisNofN WvSNsummaryNstatisticsNidentifiesNadditionalN
variantsNinfluencingNcomplexNtraitscNNaturegGeneticsaN2012aNiiaNhknbljaNSfbh 36.3 813

18 zstimatingNtheNproportionNofNvariationNinNsusceptibilityNtoNschizophreniaNcapturedNbyNcommonNSNPscN
NaturegGeneticsaN2012aNiiaNgilbje 36.3 471

17 ~TONgenotypeNisNassociatedNwithNphenotypicNvariabilityNofNbodyNmassNindexcNNatureaN2012aNineaNgklblg 50.4 304

16  eneticNcontributionsNtoNstabilityNandNchangeNinNintelligenceNfromNchildhoodNtoNoldNagecNNatureaN
2012aNimgaNgfgbj 50.4 189

(2012-2013)
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15 ~iveNyearsNofN WvSNdiscoverycNAmericangJournalgofgHumangGeneticsaN2012aNneaNlbgi 11 1635

14 zvidenceNofNinbreedingNdepressionNonNhumanNheightcNPLoSgGeneticsaN2012aNmaNefeegkjj 6 62

13  enomeNpartitioningNofNgeneticNvariationNforNcomplexNtraitsNusingNcommonNSNPscNNaturegGeneticsaN
2011aNihaNjfnbgj 36.3 659

12  enomicNinflationNfactorsNunderNpolygenicNinheritancecNEuropeangJournalgofgHumangGeneticsaN2011aN
fnaNmelbfg 5.3 335

11  xTvoNaNtoolNforNgenomebwideNcomplexNtraitNanalysiscNAmericangJournalgofgHumangGeneticsaN2011aNmmaNlkbmg11 3838

10 ResponseNtoNwrowningNandNwrowningcNAmericangJournalgofgHumangGeneticsaN2011aNmnaNfnhbfnj 11 22

9 HundredsNofNvariantsNclusteredNinNgenomicNlociNandNbiologicalNpathwaysNaffectNhumanNheightcN
NatureaN2010aNiklaNmhgbm 50.4 1514

8 xommonNSNPsNexplainNaNlargeNproportionNofNtheNheritabilityNforNhumanNheightcNNaturegGeneticsaN
2010aNigaNjkjbn 36.3 2935

7 MetabanalysisNidentifiesNfhNnewNlociNassociatedNwithNwaistbhipNratioNandNrevealsNsexualNdimorphismN
inNtheNgeneticNbasisNofNfatNdistributioncNNaturegGeneticsaN2010aNigaNninbke 36.3 724

6 vssociationNanalysesNofNginalnkNindividualsNrevealNfmNnewNlociNassociatedNwithNbodyNmassNindexcN
NaturegGeneticsaN2010aNigaNnhlbim 36.3 2267

5 vNcommentaryNonNUcommonNSNPsNexplainNaNlargeNproportionNofNtheNheritabilityNforNhumanNheightUNbyN
YangNetNalcNVgefeWcNTwingResearchgandgHumangGeneticsaN2010aNfhaNjflbgi 2.2 160

4 TheNgeneticNinterpretationNofNareaNunderNtheNROxNcurveNinNgenomicNprofilingcNPLoSgGeneticsaN2010aN
kaNefeeemki 6 239

3 ~romN altonNtoN WvSoNquantitativeNgeneticsNofNhumanNheightcNGeneticalgResearchaN2010aNngaNhlfbn 1.1 63

2 xomparingNapplesNandNorangesoNequatingNtheNpowerNofNcasebcontrolNandNquantitativeNtraitN
associationNstudiescNGeneticgEpidemiologyaN2010aNhiaNgjibl 2.6 51

1 ImprovedNanalysesNofN WvSNsummaryNstatisticsNbyNreducingNdataNheterogeneityNandNerrors 5

Jian Yang
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