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A rare single nucleotide variant in <i>Pm5e</i> confers powdery mildew resistance in common wheat.
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Dynamic Evolution of I+-Gliadin Prolamin Gene Family in Homeologous Genomes of Hexaploid Wheat.
Scientific Reports, 2018, 8, 5181.
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Identification and fine mapping of spot blotch (Bipolaris sorokiniana) resistance gene Sb4 in wheat.
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Coexpression network analysis of the genes regulated by two types of resistance responses to
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Molecular genetic and genomic analysis of wheat milling and end-use traits in China: Progress and
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High-temperature wheat leaf rust resistance gene Lr13 exhibits pleiotropic effects on hybrid necrosis.
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Development and characterization of marker&€free and transgene insertion sited€defined transgenic
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A novel allele of L-galactono-1,4-lactone dehydrogenase is associated with enhanced drought
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