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k Paper IF Citations

81 PlasmodiumPfalciparumPgenomicPsurveillancePrevealsPspatialPandPtemporalPtrendsaPassociationPofP
geneticPandPphysicalPdistanceaPandPhouseholdPclusteringccPScientificnReportsaP2022aPfgaPnhm 4.9 0

80 vnalysisPofPkciPmillionPSvRSbxoVbgPgenomesPidentifiesPmutationsPassociatedPwithPfitnesscP2022aP 14

79 TransmissionPfromPvaccinatedPindividualsPinPaPlargePSvRSbxoVbgPyeltaPvariantPoutbreakccPCellaP2021aP 56.2 8

78 vPyearPofPgenomicPsurveillancePrevealsPhowPthePSvRSbxoVbgPpandemicPunfoldedPinPvfricacPScienceaP
2021aPhliaPighbihf 33.3 35

77 vdamaPzveaPandPthePevolutionPofPhumankindPzerdmansaPgegfcPihnPppcPScienceaP2021aPhliaPfkg 33.3 0

76
RepeatedPmutationPofPaPdevelopmentalPenhancerPcontributedPtoPhumanPthermoregulatoryP
evolutioncPProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaaP2021aP
ffmaP

11.5 4

75
yevelopmentPofPaPqualitativePrealbtimePRTbPxRPassayPforPthePdetectionPofPSvRSbxoVbgoPaPguidePandP
casePstudyPinPsettingPupPanPemergencybuseaPlaboratorybdevelopedPmolecularPmicrobiologicalPassaycP
JournalnofnClinicalnPathologyaP2021aPliaPinkbjeh

3.9 2

74 StructuralPandP unctionalPvnalysisPofPthePykfièPSvRSbxoVbgPSpikePProteinPVariantcPMicroscopynandn
MicroanalysisaP2021aPglaPhgkebhgkg 0.5 0

73 PhylogeneticPanalysisPofPSvRSbxoVbgPinPwostonPhighlightsPthePimpactPofPsuperspreadingPeventscP
ScienceaP2021aPhlfaP 33.3 111

72 wiomarkersPtoPyistinguishPwacterialP romPViralPPediatricPxlinicalPPneumoniaPinPaPMalariabzndemicP
SettingcPClinicalnInfectiousnDiseasesaP2021aPlhaPehnhnbehnim 11.6 3

71 SinglebxellPProfilingPofPzbolaPVirusPyiseasePIn´ VivoPRevealsPViralPandPHostPyynamicscPCellaP2020aPfmhaPfhmhbfiefcefn56.2 33

70 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatescP
PLoSnBiologyaP2020aPfmaPeheeekff 9.7 20

69
ReporterPvssaysPforPzbolaPVirusPNucleoproteinPOligomerizationaPVirionbLikePParticlePwuddingaPandP
MinigenomePvctivityPRevealPthePImportancePofPNucleoproteinPvminoPvcidPPositionPfffcPVirusesaP
2020aPfgaP

6.2 3

68
zvidencePforPReducedPMalariaPParasitePPopulationPafterPvpplicationPofPPopulationbLevelP
vntimalarialPyrugPStrategiesPinPSouthernPProvinceaPZambiacPAmericannJournalnofnTropicalnMedicinen
andnHygieneaP2020aPfehaPkkblh

3.2 6

67 StructuralPandP unctionalPvnalysisPofPthePykfièPSvRSbxoVbgPSpikePProteinPVariantP2020aP 44

66 yevelopmentPofPaPqualitativePrealbtimePRTbPxRPassayPforPthePdetectionPofPSvRSbxoVbgoPvPguidePandP
casePstudyPinPsettingPupPanPemergencybuseaPlaboratorybdevelopedPmolecularPassayP2020aP 3

65 StructuralPandP unctionalPvnalysisPofPthePykfièPSvRSbxoVbgPSpikePProteinPVariantcPCellaP2020aPfmhaPlhnbljfcem56.2 566
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64 èeneticPevidencePforPimportedPmalariaPandPlocalPtransmissionPinPRichardPTollaPSenegalcPMalarian
JournalaP2020aPfnaPglk 3.6 2

63 UsePofPaPPlasmodiumPvivaxPgeneticPbarcodePforPgenomicPsurveillancePandPparasitePtrackingPinPSriP
LankacPMalarianJournalaP2020aPfnaPhig 3.6 2

62 yeployablePxRISPRbxasfhaPdiagnosticPtoolsPtoPdetectPandPreportPzbolaPandPLassaPvirusPcasesPinP
realbtimecPNaturenCommunicationsaP2020aPffaPifhf 17.4 34

61 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

60 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

59 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

58 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

57 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

56 xombiningPgenomicsPandPepidemiologyPtoPtrackPmumpsPvirusPtransmissionPinPthePUnitedPStatesP
2020aPfmaPeheeekff

55 yevelopmentPofPaPSNPPbarcodePtoPgenotypePwabesiaPmicrotiPinfectionscPPLoSnNeglectednTropicaln
DiseasesaP2019aPfhaPeeeelfni 4.8 2

54 xlinicalPandPlaboratoryPpredictorsPofPLassaPfeverPoutcomePinPaPdedicatedPtreatmentPfacilityPinP
NigeriaoPaPretrospectiveaPobservationalPcohortPstudycPLancetnInfectiousnDiseases,nTheaP2018aPfmaPkmibknj 25.5 64

53 PlasmepsinPIIbIIIPcopyPnumberPaccountsPforPbimodalPpiperaquinePresistancePamongPxambodianP
PlasmodiumPfalciparumcPNaturenCommunicationsaP2018aPnaPflkn 17.4 58

52 hmmIwyoPsoftwarePtoPinferPpairwisePidentityPbyPdescentPbetweenPhaploidPgenotypescPMalarian
JournalaP2018aPflaPfnk 3.6 44

51 èenomicPvnalysisPofPLassaPVirusPduringPanPIncreasePinPxasesPinPNigeriaPinPgefmcPNewnEnglandnJournaln
ofnMedicineaP2018aPhlnaPflijbfljh 59.2 82

50 VirusPgenomesPrevealPfactorsPthatPspreadPandPsustainedPthePzbolaPepidemiccPNatureaP2017aPjiiaPhenbhfj 50.4 238

49 vrtemisininPresistancePwithoutPpfkelchfhPmutationsPinPPlasmodiumPfalciparumPisolatesPfromP
xambodiacPMalarianJournalaP2017aPfkaPfnj 3.6 71

48 èenomicPepidemiologyPrevealsPmultiplePintroductionsPofPZikaPvirusPintoPthePUnitedPStatescPNatureaP
2017aPjikaPiefbiej 50.4 235

47 ZikaPvirusPevolutionPandPspreadPinPthePvmericascPNatureaP2017aPjikaPiffbifj 50.4 253

(2017-2020)
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46 èeneticPrelatednessPanalysisPrevealsPthePcotransmissionPofPgeneticallyPrelatedPPlasmodiumP
falciparumPparasitesPinPThiˆ¤saPSenegalcPGenomenMedicineaP2017aPnaPj 14.4 29

45 QuantifyingPconnectivityPbetweenPlocalPPlasmodiumPfalciparumPmalariaPparasitePpopulationsPusingP
identityPbyPdescentcPPLoSnGeneticsaP2017aPfhaPefeelekj 6 49

44 zbolaPVirusPèlycoproteinPwithPIncreasedPInfectivityPyominatedPthePgefhbgefkPzpidemiccPCellaP2016aP
fklaPfemmbfenmcek 56.2 135

43 yirectPIdentificationPofPHundredsPofPzxpressionbModulatingPVariantsPusingPaPMultiplexedPReporterP
vssaycPCellaP2016aPfkjaPfjfnbfjgn 56.2 228

42 zbolaPVirusPzpidemiologyPandPzvolutionPinPNigeriacPJournalnofnInfectiousnDiseasesaP2016aPgfiaPSfegbSfen 7 14

41 èenomicPvnalysisPofPViralPOutbreakscPAnnualnReviewnofnVirologyaP2016aPhaPflhbfnj 14.6 33

40 zbolaPVirusPzpidemiologyaPTransmissionaPandPzvolutionPduringPSevenPMonthsPinPSierraPLeonecPCellaP
2015aPfkfaPfjfkbgk 56.2 210

39 yiscoveryPofPnovelPrhabdovirusesPinPthePbloodPofPhealthyPindividualsPfromPWestPvfricacPPLoSn
NeglectednTropicalnDiseasesaP2015aPnaPeeeehkhf 4.8 36

38 ModelingPmalariaPgenomicsPrevealsPtransmissionPdeclinePandPreboundPinPSenegalcPProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaaP2015aPffgaPleklblg 11.5 114

37 yevelopmentPofPaPsinglePnucleotidePpolymorphismPbarcodePtoPgenotypePPlasmodiumPvivaxP
infectionscPPLoSnNeglectednTropicalnDiseasesaP2015aPnaPeeeehjhn 4.8 62

36 vPglobalPreferencePforPhumanPgeneticPvariationcPNatureaP2015aPjgkaPkmbli 50.4 8599

35 xlinicalPSequencingPUncoversPOriginsPandPzvolutionPofPLassaPViruscPCellaP2015aPfkgaPlhmbje 56.2 176

34 yataPsharingoPMakePoutbreakPresearchPopenPaccesscPNatureaP2015aPjfmaPillbn 50.4 96

33 xlinicalPillnessPandPoutcomesPinPpatientsPwithPzbolaPinPSierraPLeonecPNewnEnglandnJournalnofn
MedicineaP2014aPhlfaPgengbfee 59.2 392

32 xosigoPanPefficientPsimulatorPofPexactPandPapproximatePcoalescentPwithPselectioncPBioinformaticsaP
2014aPheaPhiglbn 7.2 22

31 èenomicPsurveillancePelucidatesPzbolaPvirusPoriginPandPtransmissionPduringPthePgefiPoutbreakcP
ScienceaP2014aPhijaPfhknblg 33.3 847

30 SearchingPforPmissingPheritabilityoPdesigningPrarePvariantPassociationPstudiescPProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaaP2014aPfffaPzijjbki 11.5 437

29 IdentifyingPrecentPadaptationsPinPlargebscalePgenomicPdatacPCellaP2013aPfjgaPlehbfh 56.2 259
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28 NaturalPselectionPinPaPbangladeshiPpopulationPfromPthePcholerabendemicPgangesPriverPdeltacPSciencen
TranslationalnMedicineaP2013aPjaPfngramk 17.5 57

27 èeneticPsurveillancePdetectsPbothPclonalPandPepidemicPtransmissionPofPmalariaPfollowingPenhancedP
interventionPinPSenegalcPPLoSnONEaP2013aPmaPekelme 3.7 71

26 zpidemiologycPzmergingPdiseasePorPdiagnosistcPScienceaP2012aPhhmaPljebg 33.3 23

25 HarnessingPgenomicsPandPgenomePbiologyPtoPunderstandPmalariaPbiologycPNaturenReviewsnGeneticsaP
2012aPfhaPhfjbgm 30.1 70

24 SNPPgenotypingPidentifiesPnewPsignaturesPofPselectionPinPaPdeepPsamplePofPWestPvfricanP
PlasmodiumPfalciparumPmalariaPparasitescPMolecularnBiologynandnEvolutionaP2012aPgnaPhginbjh 8.3 27

23
SequencebbasedPassociationPandPselectionPscansPidentifyPdrugPresistancePlociPinPthePPlasmodiumP
falciparumPmalariaPparasitecPProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaaP2012aPfenaPfhejgbl

11.5 85

22 èenomicPsequencingPofPPlasmodiumPfalciparumPmalariaPparasitesPfromPSenegalPrevealsPtheP
demographicPhistoryPofPthePpopulationcPMolecularnBiologynandnEvolutionaP2012aPgnaPhiglbhn 8.3 46

21 IdentificationPandPfunctionalPvalidationPofPthePnovelPantimalarialPresistancePlocusPP fe_ehjjPinP
PlasmodiumPfalciparumcPPLoSnGeneticsaP2011aPlaPefeefhmh 6 71

20 IntegratingPcommonPandPrarePgeneticPvariationPinPdiversePhumanPpopulationscPNatureaP2010aPiklaPjgbm 50.4 2135

19 vPcompositePofPmultiplePsignalsPdistinguishesPcausalPvariantsPinPregionsPofPpositivePselectioncP
ScienceaP2010aPhglaPmmhbk 33.3 365

18 vPgenomebwidePmapPofPdiversityPinPPlasmodiumPfalciparumcPNaturenGeneticsaP2007aPhnaPffhbn 36.3 265

17 èenomebwidePdetectionPandPcharacterizationPofPpositivePselectionPinPhumanPpopulationscPNatureaP
2007aPiinaPnfhbm 50.4 1367

16 vPsecondPgenerationPhumanPhaplotypePmapPofPoverPhcfPmillionPSNPscPNatureaP2007aPiinaPmjfbkf 50.4 3647

15 xommentPonPROngoingPadaptivePevolutionPofPvSPMaPaPbrainPsizePdeterminantPinPHomoPsapiensRcP
ScienceaP2007aPhfkaPhle 33.3 19

14 SearchingPforPsignalsPofPevolutionaryPselectionPinPfkmPgenesPrelatedPtoPimmunePfunctioncPHumann
GeneticsaP2006aPffnaPngbfeg 6.3 62

13 xalibratingPaPcoalescentPsimulationPofPhumanPgenomePsequencePvariationcPGenomenResearchaP2005aP
fjaPfjlkbmh 9.7 493

12 ThePXPchromosomePinPpopulationPgeneticscPNaturenReviewsnGeneticsaP2004aPjaPihbjf 30.1 175

11 vnPintegratedPhaplotypePmapPofPthePhumanPmajorPhistocompatibilityPcomplexcPAmericannJournalnofn
HumannGeneticsaP2003aPlhaPjmebne 11 138

(2003-2013)
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10 yetectingPrecentPpositivePselectionPinPthePhumanPgenomePfromPhaplotypePstructurecPNatureaP2002aP
ifnaPmhgbl 50.4 1451

9 HumanPgenomePsequencePvariationPandPthePinfluencePofPgenePhistoryaPmutationPandPrecombinationcP
NaturenGeneticsaP2002aPhgaPfhjbig 36.3 236

8 ThePstructurePofPhaplotypePblocksPinPthePhumanPgenomecPScienceaP2002aPgnkaPgggjbn 33.3 4660

7 vssociationPanalysisPofPNOTxHiPlociPinPschizophreniaPusingPfamilyPandPpopulationbbasedPcontrolscP
NaturenGeneticsaP2001aPgmaPfgkbm 36.3 57

6 HighbresolutionPhaplotypePstructurePinPthePhumanPgenomecPNaturenGeneticsaP2001aPgnaPggnbhg 36.3 1398

5 èenomewidePlinkagePanalysisPofPstaturePinPmultiplePpopulationsPrevealsPseveralPregionsPwithP
evidencePofPlinkagePtoPadultPheightcPAmericannJournalnofnHumannGeneticsaP2001aPknaPfekbfk 11 153

4 ThePcommonPPPvRgammaPProfgvlaPpolymorphismPisPassociatedPwithPdecreasedPriskPofPtypePgP
diabetescPNaturenGeneticsaP2000aPgkaPlkbme 36.3 1486

3 hmmIwyoPsoftwarePtoPinferPpairwisePidentityPbyPdescentPbetweenPhaploidPgenotypes 5

2 xobcirculatingPmumpsPlineagesPatPmultiplePgeographicPscales 3

1 èenomePsequencingPrevealsPZikaPvirusPdiversityPandPspreadPinPthePvmericas 1
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