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28 ExtensiveTidentificationTofTgenesTinvolvedTinTcongenitalTandTstructuralTheartTdisordersTandT
cardiomyopathyT2022iToiTosukouq 2

27 TheTEurOPDXTDataTPortalxTanTopenTplatformTforTpatientkderivedTcancerTxenograftTdataTsharingTandT
visualizationllTBMCuGenomicsiT2022iTpqiTost 4.5 1

26 ATresourceTofTtargetedTmutantTmouseTlinesTforTsintoTgeneslTNatureuGeneticsiT2021iTsqiTrotkrow 36.3 22

25 MouseTmutantTphenotypingTatTscaleTrevealsTnovelTgenesTcontrollingTboneTmineralTdensitylTPLoSu
GeneticsiT2020iTotiTeonnwown 6 8

24 OpenStatsxTATrobustTandTscalableTsoftwareTpackageTforTreproducibleTanalysisTofThighkthroughputT
phenotypicTdatalTPLoSuONEiT2020iTosiTenprpwqq 3.7 5

23 HumanTandTmouseTessentialityTscreensTasTaTresourceTforTdiseaseTgeneTdiscoverylTNatureu
CommunicationsiT2020iTooiTtss 17.4 25

22 HighkthroughputTphenotypingTrevealsTexpansiveTgeneticTandTstructuralTunderpinningsTofTimmuneT
variationlTNatureuImmunologyiT2020iTpoiTvtkonn 19.1 15

21 SoftTwindowingTapplicationTtoTimproveTanalysisTofThighkthroughputTphenotypingTdatalT
BioinformaticsiT2020iTqtiTorwpkosnn 7.2 5

20 KnowTThyTPDXTModellTCanceruResearchiT2019iTuwiTrqprkrqps 10.1

19 PDXTFinderxTATportalTforTpatientkderivedTtumorTxenograftTmodelTdiscoverylTNucleicuAcidsuResearchiT
2019iTruiTDonuqkDonuw 20.1 42

18 UnexploredTtherapeuticTopportunitiesTinTtheThumanTgenomelTNatureuReviewsuDruguDiscoveryiT2018iT
ouiTqoukqqp 64.1 156

17 HighkthroughputTmouseTphenomicsTforTcharacterizingTmammalianTgeneTfunctionlTNatureuReviewsu
GeneticsiT2018iTowiTqsukqun 30.1 48

16 IdentificationTofTgeneticTelementsTinTmetabolismTbyThighkthroughputTmouseTphenotypinglTNatureu
CommunicationsiT2018iTwiTpvv 17.4 48

15 IdentificationTofTgenesTrequiredTforTeyeTdevelopmentTbyThighkthroughputTscreeningTofTmouseT
knockoutslTCommunicationsuBiologyiT2018iToiTpqt 6.7 20

14 TheTInternationalTMouseTPhenotypingTConsortiumTeIMPCfxTaTfunctionalTcatalogueTofTtheTmammalianT
genomeTthatTinformsTconservationlTConservationuGeneticsiT2018iTowiTwwskonns 2.6 44

13 PDXkMIxTMinimalTInformationTforTPatientkDerivedTTumorTXenograftTModelslTCanceruResearchiT2017iT
uuiTetpkett 10.1 65

12 ATlargeTscaleThearingTlossTscreenTrevealsTanTextensiveTunexploredTgeneticTlandscapeTforTauditoryT
dysfunctionlTNatureuCommunicationsiT2017iTviTvvt 17.4 81
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11 PrevalenceTofTsexualTdimorphismTinTmammalianTphenotypicTtraitslTNatureuCommunicationsiT2017iTviTosrus17.4 130

10 DiseaseTmodelTdiscoveryTfromTqiqpvTgeneTknockoutsTbyTTheTInternationalTMouseTPhenotypingT
ConsortiumlTNatureuGeneticsiT2017iTrwiTopqokopqv 36.3 145

9 HighkthroughputTdiscoveryTofTnovelTdevelopmentalTphenotypeslTNatureiT2016iTsquiTsnvksor 50.4 608

8 TheTCellTOntologyTpnotxTenhancedTcontentiTmodularizationiTandTontologyTinteroperabilitylTJournalu
ofuBiomedicaluSemanticsiT2016iTuiTrr 2.2 111

7 ATmouseTinformaticsTplatformTforTphenotypicTandTtranslationalTdiscoverylTMammalianuGenomeiT
2015iTptiTroqkpo 3.2 20

6 PhenStatxTATToolTKitTforTStandardizedTAnalysisTofTHighTThroughputTPhenotypicTDatalTPLoSuONEiT
2015iToniTenoqopur 3.7 40

5 CLOxTTheTcellTlineTontologylTJournaluofuBiomedicaluSemanticsiT2014iTsiTqu 2.2 70

4 TheTInternationalTMouseTPhenotypingTConsortiumTWebTPortaliTaTunifiedTpointTofTaccessTforT
knockoutTmiceTandTrelatedTphenotypingTdatalTNucleicuAcidsuResearchiT2014iTrpiTDvnpkw 20.1 189

3 PDXTFinderxTATPortalTforTPatientkDerivedTtumorTXenograftTModelTDiscovery 2

2 OpenStatsxTATRobustTandTScalableTSoftwareTPackageTforTReproducibleTAnalysisTofTHighkThroughputT
PhenotypicTData 1

1 ATresourceTofTtargetedTmutantTmouseTlinesTforTsintoTgenes 3
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