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31 yiscreteNcoalescentNtreescNJournalrofrMathematicalrBiologyaN2021aNmhaNke 2 1

30 VbSplineoNvnNvdaptiveNSmoothingNSplineNforNTrajectoryNReconstructioncNSensorsaN2021aNgfaN 3.8 1

29 wayesianNInferenceNofNSpeciesNTreesNusingNyiffusionNModelscNSystematicrBiologyaN2021aNleaNfijbfkf 8.4 4

28 NegativebTypeNyiversitiesaNaNMultibdimensionalNvnalogueNofNNegativebTypeNMetricscNJournalrofr
GeometricrAnalysisaN2021aNhfaNflehbflge 0.9 0

27 vnNVOVnNlogNnWWNTimeNvlgorithmNforNxomputingNtheNPathbLengthNyistanceNwetweenNTreescN
AlgorithmicaaN2019aNmfaNhkngbhlek 0.9 1

26 ‘ailureNtoNRecoverNMajorNzventsNofN’eneN‘luxNinNRealNwiologicalNyataNyueNtoNMethodNMisapplicationcN
GenomerBiologyrandrEvolutionaN2018aNfeaNffnmbfgen 3.9 4

25 HowNdisturbanceNandNdispersalNinfluenceNintraspecificNstructurecNJournalrofrEcologyaN2018aNfekaNfgnmbfhek6 18

24 TheNdimensionalityNofNnicheNspaceNallowsNboundedNandNunboundedNprocessesNtoNjointlyNinfluenceN
diversificationcNNaturerCommunicationsaN2018aNnaNigjm 17.4 11

23 xanNWeNP‘uturebProofPNxonsensusNTreestcNSystematicrBiologyaN2017aNkkaNkffbkfn 8.4 24

22 zfficientNRecycledNvlgorithmsNforNQuantitativeNTraitNModelsNonNPhylogeniescNGenomerBiologyrandr
EvolutionaN2016aNmaNfhhmbje 3.9 7

21 xonstantNyistortionNzmbeddingsNofNSymmetricNyiversitiescNAnalysisrandrGeometryrinrMetricrSpacesaN
2016aNiaN 0.6 3

20 TheNprobabilityNofNmonophylyNofNaNsampleNofNgeneNlineagesNonNaNspeciesNtreecNProceedingsrofrther
NationalrAcademyrofrSciencesrofrtherUnitedrStatesrofrAmericaaN2016aNffhaNmeegbn 11.5 12

19 ‘lexibleNmethodsNforNestimatingNgeneticNdistancesNfromNsingleNnucleotideNpolymorphismscNMethodsr
inrEcologyrandrEvolutionaN2015aNkaNnhmbnim 7.7 26

18 MonteNxarloNStrategiesNforNSelectingNParameterNValuesNinNSimulationNzxperimentscNSystematicr
BiologyaN2015aNkiaNlifbjf 8.4 10

17 zndosymbioticNoriginNandNdifferentialNlossNofNeukaryoticNgenescNNatureaN2015aNjgiaNiglbhg 50.4 190

16 OriginsNofNmajorNarchaealNcladesNcorrespondNtoNgeneNacquisitionsNfromNbacteriacNNatureaN2015aNjflaNllbme50.4 169

15 popartoNfullbfeatureNsoftwareNforNhaplotypeNnetworkNconstructioncNMethodsrinrEcologyrandrEvolutionaN
2015aNkaNfffebfffk 7.7 2356
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14 StatisticalNflawsNundermineNprebxolumbianNchickenNdebatecNProceedingsrofrtherNationalrAcademyrofr
SciencesrofrtherUnitedrStatesrofrAmericaaN2014aNfffaNzhjmi 11.5 4

13 ‘ortyNYearsNofNModelbwasedNPhylogeographycNComputationalrBiologyaN2013aNflbgm 0.7

12 TheNlinkNbetweenNsegregationNandNphylogeneticNdiversitycNJournalrofrMathematicalrBiologyaN2012aN
kiaNfinbkg 2 2

11 InferringNspeciesNtreesNdirectlyNfromNbiallelicNgeneticNmarkersoNbypassingNgeneNtreesNinNaNfullN
coalescentNanalysiscNMolecularrBiologyrandrEvolutionaN2012aNgnaNfnflbhg 8.3 553

10 HyperconvexityNandNtightbspanNtheoryNforNdiversitiescNAdvancesrinrMathematicsaN2012aNghfaNhflgbhfnm 1.3 15

9 InvestigatingNtheNglobalNdispersalNofNchickensNinNprehistoryNusingNancientNmitochondrialNyNvN
signaturescNPLoSrONEaN2012aNlaNehnflf 3.7 84

8 â��wureaucraticâ��NsetNsystemsaNandNtheirNroleNinNphylogeneticscNAppliedrMathematicsrLettersaN2012aNgjaNffimbffjg3.5

7 SpeciesNdelimitationNandNphylogenyNofNaNNewNZealandNplantNspeciesNradiationcNBMCrEvolutionaryr
BiologyaN2009aNnaNfff 3 46

6 xontinuousNandNtractableNmodelsNforNtheNvariationNofNevolutionaryNratescNMathematicalrBiosciencesaN
2006aNfnnaNgfkbhh 3.9 30

5 vpplicationNofNphylogeneticNnetworksNinNevolutionaryNstudiescNMolecularrBiologyrandrEvolutionaN2006
aNghaNgjibkl 8.3 5807

4 NeighborbnetoNanNagglomerativeNmethodNforNtheNconstructionNofNphylogeneticNnetworkscNMolecularr
BiologyrandrEvolutionaN2004aNgfaNgjjbkj 8.3 1318

3 vNclassificationNofNconsensusNmethodsNforNphylogeneticscNDIMACSrSeriesrinrDiscreterMathematicsrandr
TheoreticalrComputerrScienceaN2003aNfkhbfmh 120

2 HuntingNforNtreesNinNbinaryNcharacterNsetsoNefficientNalgorithmsNforNextractionaNenumerationaNandN
optimizationcNJournalrofrComputationalrBiologyaN1996aNhaNgljbmm 1.7 12

1 ‘Rvˆ�SSˆ�NLIMITSN‘ORNRzLvTIONvLNMzTRIxNSTRUxTURzScNJournalrofrSymbolicrLogicafbgg 0.4 0
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