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k Paper IF Citations

324 veneticIdeterminantsIofItelomereIlengthIfromIZYhUZaaIancestrallyIdiverseIwholeVgenomeI
sequencesIinIT×β’edWWICelleGenomicsUI2022UIaUIZYYYgcVZYYYgc 1

323 βolygenicIpredictionIofIeducationalIattainmentIwithinIandIbetweenIfamiliesIfromIgenomeVwideI
associationIanalysesIinIbImillionIindividualsWWINatureeGeneticsUI2022UI 36.3 7

322 ’endelianIrandomizationIsupportsIbidirectionalIcausalityIbetweenItelomereIlengthIandIclonalI
hematopoiesisIofIindeterminateIpotentialWWIScienceeAdvancesUI2022UIgUIeabledfh 14.3 3

321 pccountingIforIpopulationIstructureIinIgeneticIstudiesIofIcysticIfibrosisWIHumaneGeneticseande
GenomicseAdvancesUI2022UIZYYZZf 0.8

320 sifferentialIandIsharedIgeneticIeffectsIonIkidneyIfunctionIbetweenIdiabeticIandInonVdiabeticI
individualsWICommunicationseBiologyUI2022UIdUI 6.7 1

319 veneVeducationalIattainmentIinteractionsIinIaImultiVancestryIgenomeVwideImetaVanalysisIidentifyI
novelIbloodIpressureIlociWIMolecularePsychiatryUI2021UIaeUIaZZZVaZad 15.1 3

318 pssociationIofIlowVfrequencyIandIrareIcodingIvariantsIwithIinformationIprocessingIspeedWI
TranslationalePsychiatryUI2021UIZZUIeZb 8.6 0

317 vpcvwiIxnternationalIpoliciesIandIstandardsIforIdataIsharingIacrossIgenomicIresearchIandI
healthcareWWICelleGenomicsUI2021UIZUIZYYYahVZYYYah 20

316 pIhighVresolutionIw~pIreferenceIpanelIcapturingIglobalIpopulationIdiversityIenablesImultiVancestryI
fineVmappingIinIwxVIhostIresponseWINatureeGeneticsUI2021UIdbUIZdYcVZdZe 36.3 7

315 rhromosomeIXqabIisIassociatedIwithIlowerIatherogenicIlipidIconcentrationsIandIfavorableI
cardiometabolicIindicesWINatureeCommunicationsUI2021UIZaUIaZga 17.4 5

314
plleleVspecificIvariationIatIpβ×tIincreasesInonalcoholicIfattyIliverIdiseaseIandIobesityIbutI
decreasesIriskIofIplzheimerPsIdiseaseIandImyocardialIinfarctionWIHumaneMoleculareGeneticsUI2021UI
bYUIZccbVZcde

5.6 5

313 WholeVgenomeIsequencingIassociationIanalysisIofIquantitativeIredIbloodIcellIphenotypesiITheI
 w~qxIT×β’edIprogramWIAmericaneJournaleofeHumaneGeneticsUI2021UIZYgUIgfcVghb 11 5

312 TheItransVancestralIgenomicIarchitectureIofIglycemicItraitsWINatureeGeneticsUI2021UIdbUIgcYVgeY 36.3 44

311 veneISetItnrichmentIpnalsyesIxdentiifyIβathwaysIxnvolvedIinIveneticIRiskIforIsiabeticIRetinopathyWI
AmericaneJournaleofeOphthalmologyUI2021UIabbUIZZZVZab 4.9 3

310 pI oncodingIVariantI earIβββZRbqIβromotesI~iverIvlycogenIStorageIandI’etSUIbutIβrotectsI
pgainstI’yocardialIxnfarctionWIJournaleofeClinicaleEndocrinologyeandeMetabolismUI2021UIZYeUIbfaVbgf 5.6 3

309 rsecZfbgrmTInearI’q×pTfIisIassociatedIwithIliverIfatUIp~TIandIfibrosisIinI pu~siIpImetaVanalysisWI
JournaleofeHepatologyUI2021UIfcUIaYVbY 13.4 24

308 SexVdimorphicIgeneticIeffectsIandInovelIlociIforIfastingIglucoseIandIinsulinIvariabilityWINaturee
CommunicationsUI2021UIZaUIac 17.4 30
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307 SequencingIofIdbUgbZIdiverseIgenomesIfromItheI w~qxIT×β’edIβrogramWINatureUI2021UIdhYUIahYVahh 50.4 268

306
xdentificationIofInovelIandIrareIvariantsIassociatedIwithIhandgripIstrengthIusingIwholeIgenomeI
sequenceIdataIfromItheI w~qxITransV×micsIinIβrecisionI’edicineIQT×β’edRIβrogramWIPLoSeONEUI
2021UIZeUIeYadbeZZ

3.7 1

305 ’ultiethnicIvenomeVWideIpssociationIStudyIofISubclinicalIptherosclerosisIinIxndividualsIWithITypeI
aIsiabetesWICirculationeGenomiceandePrecisioneMedicineUI2021UIZcUIeYYbadg 5.2 0

304 veneticIinsightsIintoIbiologicalImechanismsIgoverningIhumanIovarianIageingWINatureUI2021UIdheUIbhbVbhf50.4 28

303 RareIandIlowVfrequencyIexonicIvariantsIandIgeneVbyVsmokingIinteractionsIinIpulmonaryIfunctionWI
ScientificeReportsUI2021UIZZUIZhbed 4.9 0

302 rerebralIsmallIvesselIdiseaseIgenomicsIandIitsIimplicationsIacrossItheIlifespanWINaturee
CommunicationsUI2020UIZZUIeagd 17.4 22

301 SmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseWIPLoSeONEUI2020UIZdUIeYabYgZd3.7 4

300 ’ultiVancestryIvWpSIofItheIelectrocardiographicIβRIintervalIidentifiesIaYaIlociIunderlyingIcardiacI
conductionWINatureeCommunicationsUI2020UIZZUIadca 17.4 16

299 rommonIveneticIVariationIxndicatesISeparateIrausesIforIβeriventricularIandIseepIWhiteI’atterI
wyperintensitiesWIStrokeUI2020UIdZUIaZZZVaZaZ 6.7 23

298
veneticIlociIassociatedIwithIprevalentIandIincidentImyocardialIinfarctionIandIcoronaryIheartI
diseaseIinItheIrohortsIforIweartIandIpgingIResearchIinIvenomicItpidemiologyIQrwpRvtRI
ronsortiumWIPLoSeONEUI2020UIZdUIeYabYYbd

3.7 4

297 venomeVwideImetaVanalysisIofIvariantVbyVdiureticIinteractionsIasImodulatorsIofIlipidItraitsIinI
personsIofIturopeanIandIpfricanIancestryWIPharmacogenomicseJournalUI2020UIaYUIcgaVchb 3.5 1

296 xnheritedIcausesIofIclonalIhaematopoiesisIinIhfUehZIwholeIgenomesWINatureUI2020UIdgeUIfebVfeg 50.4 127

295 siscoveryIofIrareIvariantsIassociatedIwithIbloodIpressureIregulationIthroughImetaVanalysisIofIZWbI
millionIindividualsWINatureeGeneticsUI2020UIdaUIZbZcVZbba 36.3 26

294 pssociationIofIcommonIgeneticIvariantsIwithIbrainImicrobleedsiIpIgenomeVwideIassociationIstudyWI
NeurologyUI2020UIhdUIebbbZVebbcb 6.5 10

293 ~ossVofVfunctionIgenomicIvariantsIhighlightIpotentialItherapeuticItargetsIforIcardiovascularI
diseaseWINatureeCommunicationsUI2020UIZZUIecZf 17.4 17

292 SmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

291 SmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

290 SmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

(2020-2021)
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289 SmokingVbyVgenotypeIinteractionIinItypeIaIdiabetesIriskIandIfastingIglucoseI2020UIZdUIeYabYgZd

288 venomeVwideIassociationImetaVanalysesIandIfineVmappingIelucidateIpathwaysIinfluencingI
albuminuriaWINatureeCommunicationsUI2019UIZYUIcZbY 17.4 43

287 TargetIgenesUIvariantsUItissuesIandItranscriptionalIpathwaysIinfluencingIhumanIserumIurateIlevelsWI
NatureeGeneticsUI2019UIdZUIZcdhVZcfc 36.3 122

286
venomeVWideIpssociationIStudyIofIppparentITreatmentVResistantIwypertensionIinItheIrwpRvtI
ronsortiumiITheIrwpRvtIβharmacogeneticsIWorkingIvroupWIAmericaneJournaleofeHypertensionUI
2019UIbaUIZZceVZZdb

2.3 2

285 venomeVwideIassociationImetaVanalysisIofIbYUYYYIsamplesIidentifiesIsevenInovelIlociIforI
quantitativeItrvItraitsWIEuropeaneJournaleofeHumaneGeneticsUI2019UIafUIhdaVhea 5.3 18

284 ’ultiancestryIvenomeVWideIpssociationIStudyIofI~ipidI~evelsIxncorporatingIveneVplcoholI
xnteractionsWIAmericaneJournaleofeEpidemiologyUI2019UIZggUIZYbbVZYdc 3.8 39

283 pssessmentIofItheIRelationshipIqetweenIveneticIseterminantsIofIThyroidIuunctionIandIptrialI
uibrillationiIpI’endelianIRandomizationIStudyWIJAMAeCardiologyUI2019UIcUIZccVZda 16.2 36

282 ’ultiVancestryIstudyIofIbloodIlipidIlevelsIidentifiesIfourIlociIinteractingIwithIphysicalIactivityWI
NatureeCommunicationsUI2019UIZYUIbfe 17.4 41

281 pIcatalogIofIgeneticIlociIassociatedIwithIkidneyIfunctionIfromIanalysesIofIaImillionIindividualsWI
NatureeGeneticsUI2019UIdZUIhdfVhfa 36.3 217

280 qiomarkersIofIsietaryI×megaVeIuattyIpcidsIandIxncidentIrardiovascularIsiseaseIandI’ortalityWI
CirculationUI2019UIZbhUIacaaVacbe 16.7 118

279 pImultiVancestryIgenomeVwideIstudyIincorporatingIgeneVsmokingIinteractionsIidentifiesImultipleI
newIlociIforIpulseIpressureIandImeanIarterialIpressureWIHumaneMoleculareGeneticsUI2019UIagUIaeZdVaebb 5.6 14

278 ’ultiVancestryIgenomeVwideIgeneVsmokingIinteractionIstudyIofIbgfUafaIindividualsIidentifiesInewI
lociIassociatedIwithIserumIlipidsWINatureeGeneticsUI2019UIdZUIebeVecg 36.3 59

277 venomeVwideImetaVanalysisIofIS βVbyhVprtxXpRqIandIS βVbyVthiazideIdiureticIandIeffectIonI
serumIpotassiumIinIcohortsIofIturopeanIandIpfricanIancestryWIPharmacogenomicseJournalUI2019UIZhUIhfVZYg3.5 3

276 pIgenomeVwideIassociationIstudyIidentifiesIgeneticIlociIassociatedIwithIspecificIlobarIbrainI
volumesWICommunicationseBiologyUI2019UIaUIagd 6.7 14

275 pImetaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesImultipleIlongevityIgenesWINaturee
CommunicationsUI2019UIZYUIbeeh 17.4 102

274 xnsulinIResistanceItxacerbatesIveneticIβredispositionItoI onalcoholicIuattyI~iverIsiseaseIinI
xndividualsIWithoutIsiabetesWIHepatologyeCommunicationsUI2019UIbUIghcVhYf 6 21

273 sisentanglingItheIgeneticsIofIleanImassWIAmericaneJournaleofeClinicaleNutritionUI2019UIZYhUIafeVagf 7 24

272 pssociationsIofIautozygosityIwithIaIbroadIrangeIofIhumanIphenotypesWINatureeCommunicationsUI
2019UIZYUIchdf 17.4 40
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271 wsprhIisIimplicatedIinIatheroscleroticIaorticIcalcificationIandIaffectsIvascularIsmoothImuscleIcellI
phenotypeWINatureeGeneticsUI2019UIdZUIZdgYVZdgf 36.3 45

270 veneticImetaVanalysisIofIdiagnosedIplzheimerPsIdiseaseIidentifiesInewIriskIlociIandIimplicatesIp˛†UI
tauUIimmunityIandIlipidIprocessingWINatureeGeneticsUI2019UIdZUIcZcVcbY 36.3 917

269 veneticIarchitectureIofIsubcorticalIbrainIstructuresIinIbgUgdZIindividualsWINatureeGeneticsUI2019UIdZUIZeacVZebe36.3 81

268 veneticIoverlapIbetweenIvascularIpathologiesIandIplzheimerPsIdementiaIandIpotentialIcausalI
mechanismsWIAlzheimerlseandeDementiaUI2019UIZdUIedVfd 1.2 24

267 ×megaVbIuattyIpcidsIandIvenomeVWideIxnteractionIpnalysesIRevealIsββZYVβulmonaryIuunctionI
pssociationWIAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineUI2019UIZhhUIebZVeca 10.2 5

266 venomeVWideIpssociationITransethnicI’etaVpnalysesIxdentifiesI ovelIpssociationsIRegulatingI
roagulationIuactorIVxxxIandIvonIWillebrandIuactorIβlasmaI~evelsWICirculationUI2019UIZbhUIeaYVebd 16.7 51

265 tffectIofIveneticallyI~owIadVwydroxyvitaminIsIonI’ortalityIRiskiI’endelianIRandomizationI
pnalysisIinIbI~argeIturopeanIrohortsWINutrientsUI2019UIZZUI 6.7 20

264 pssociationIofItheIβwprTRZXts ZIveneticI~ocusIWithISpontaneousIroronaryIprteryIsissectionWI
JournaleofetheeAmericaneCollegeeofeCardiologyUI2019UIfbUIdgVee 15.1 86

263 veneticIandIlifestyleIriskIfactorsIforI’RxVdefinedIbrainIinfarctsIinIaIpopulationVbasedIsettingWI
NeurologyUI2019UI 6.5 17

262 ’ultiethnicIvenomeVWideIpssociationIStudyIofIsiabeticIRetinopathyIUsingI~iabilityIThresholdI
’odelingIofIsurationIofIsiabetesIandIvlycemicIrontrolWIDiabetesUI2019UIegUIccZVcde 0.9 31

261 RefiningItheIaccuracyIofIvalidatedItargetIidentificationIthroughIcodingIvariantIfineVmappingIinItypeI
aIdiabetesWINatureeGeneticsUI2018UIdYUIddhVdfZ 36.3 221

260 pI~argeVScaleI’ultiVancestryIvenomeVwideIStudyIpccountingIforISmokingIqehaviorIxdentifiesI
’ultipleISignificantI~ociIforIqloodIβressureWIAmericaneJournaleofeHumaneGeneticsUI2018UIZYaUIbfdVcYY 11 59

259 ~argeVscaleIpharmacogenomicIstudyIofIsulfonylureasIandItheIQTUIyTIandIQRSIintervalsiIrwpRvtI
βharmacogenomicsIWorkingIvroupWIPharmacogenomicseJournalUI2018UIZgUIZafVZbd 3.5 9

258 weritabilityIandIgenomeVwideIassociationsIstudiesIofIcerebralIbloodIflowIinItheIgeneralIpopulationWI
JournaleofeCerebraleBloodeFloweandeMetabolismUI2018UIbgUIZdhgVZeYg 7.3 8

257
βharmacogenomicsIstudyIofIthiazideIdiureticsIandIQTIintervalIinImultiVethnicIpopulationsiItheI
cohortsIforIheartIandIagingIresearchIinIgenomicIepidemiologyWIPharmacogenomicseJournalUI2018UI
ZgUIaZdVaae

3.5 2

256 βRIintervalIgenomeVwideIassociationImetaVanalysisIidentifiesIdYIlociIassociatedIwithIatrialIandI
atrioventricularIelectricalIactivityWINatureeCommunicationsUI2018UIhUIahYc 17.4 39

255 txomeIrhipIpnalysisIxdentifiesI~owVurequencyIandIRareIVariantsIinI’Rβ~bgIforIWhiteI’atterI
wyperintensitiesIonIqrainI’agneticIResonanceIxmagingWIStrokeUI2018UIchUIZgZaVZgZh 6.7 10

254 txomeVchipImetaVanalysisIidentifiesInovelIlociIassociatedIwithIcardiacIconductionUIincludingI
psp’TSeWIGenomeeBiologyUI2018UIZhUIgf 18.3 25

(2018-2019)
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253 ReversalIofIpgingVxnducedIxncreasesIinIporticIStiffnessIbyITargetingIrytoskeletalIβroteinVβroteinI
xnterfacesWIJournaleofetheeAmericaneHearteAssociationUI2018UIfUI 6 14

252 ’ultiethnicImetaVanalysisIidentifiesIancestryVspecificIandIcrossVancestryIlociIforIpulmonaryI
functionWINatureeCommunicationsUI2018UIhUIahfe 17.4 45

251 ’ultiVethnicIgenomeVwideIassociationIstudyIforIatrialIfibrillationWINatureeGeneticsUI2018UIdYUIZaadVZabb 36.3 277

250  ovelIgeneticIassociationsIforIbloodIpressureIidentifiedIviaIgeneValcoholIinteractionIinIupItoIdfYzI
individualsIacrossImultipleIancestriesWIPLoSeONEUI2018UIZbUIeYZhgZee 3.7 31

249 ’etaVanalysisIofIexomeIarrayIdataIidentifiesIsixInovelIgeneticIlociIforIlungIfunctionWIWellcomeeOpene
ResearchUI2018UIbUIc 4.8 16

248 βroteinValteringIvariantsIassociatedIwithIbodyImassIindexIimplicateIpathwaysIthatIcontrolIenergyI
intakeIandIexpenditureIinIobesityWINatureeGeneticsUI2018UIdYUIaeVcZ 36.3 186

247 vWpSIandIcolocalizationIanalysesIimplicateIcarotidIintimaVmediaIthicknessIandIcarotidIplaqueIlociI
inIcardiovascularIoutcomesWINatureeCommunicationsUI2018UIhUIdZcZ 17.4 64

246 venomeVwideIassociationIstudyIofIabUdYYIindividualsIidentifiesIfIlociIassociatedIwithIbrainI
ventricularIvolumeWINatureeCommunicationsUI2018UIhUIbhcd 17.4 16

245 txomerhipVWideIpnalysisIofIhdIeaeIxndividualsIxdentifiesIZYI ovelI~ociIpssociatedIWithIQTIandIyTI
xntervalsWICirculationeGenomiceandePrecisioneMedicineUI2018UIZZUIeYYZfdg 5.2 14

244
venomeIpnalysesIofImaYYUYYYIxndividualsIxdentifyIdgI~ociIforIrhronicIxnflammationIandIwighlightI
βathwaysIthatI~inkIxnflammationIandIromplexIsisordersWIAmericaneJournaleofeHumaneGeneticsUI
2018UIZYbUIehZVfYe

11 151

243 veneticIanalysisIofIoverIZImillionIpeopleIidentifiesIdbdInewIlociIassociatedIwithIbloodIpressureI
traitsWINatureeGeneticsUI2018UIdYUIZcZaVZcad 36.3 386

242
’etaVanalysisIacrossIrohortsIforIweartIandIpgingIResearchIinIvenomicItpidemiologyIQrwpRvtRI
consortiumIprovidesIevidenceIforIanIassociationIofIserumIvitaminIsIwithIpulmonaryIfunctionWI
BritisheJournaleofeNutritionUI2018UIZaYUIZZdhVZZfY

3.6 7

241 rommonIandIRareIrodingIveneticIVariationIUnderlyingItheItlectrocardiographicIβRIxntervalWI
CirculationeGenomiceandePrecisioneMedicineUI2018UIZZUIeYYaYbf 5.2 11

240 StudyIofIbYYUcgeIindividualsIidentifiesIZcgIindependentIgeneticIlociIinfluencingIgeneralIcognitiveI
functionWINatureeCommunicationsUI2018UIhUIaYhg 17.4 254

239 tvidenceIforIlargeVscaleIgeneVbyVsmokingIinteractionIeffectsIonIpulmonaryIfunctionWIInternationale
JournaleofeEpidemiologyUI2017UIceUIghcVhYc 7.8 25

238  ovelIgeneticIlociIassociatedIwithIhippocampalIvolumeWINatureeCommunicationsUI2017UIgUIZbeac 17.4 173

237 RareIandIlowVfrequencyIcodingIvariantsIalterIhumanIadultIheightWINatureUI2017UIdcaUIZgeVZhY 50.4 412

236
pIgenomeVwideIinteractionIanalysisIofItricyclicXtetracyclicIantidepressantsIandIRRIandIQTIintervalsiI
aIpharmacogenomicsIstudyIfromItheIrohortsIforIweartIandIpgingIResearchIinIvenomicI
tpidemiologyIQrwpRvtRIconsortiumWIJournaleofeMedicaleGeneticsUI2017UIdcUIbZbVbab

5.8 5
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235 siscoveryIofInovelIheartIrateVassociatedIlociIusingItheItxomeIrhipWIHumaneMoleculareGeneticsUI2017
UIaeUIabceVabeb 5.6 17

234 venomicIanalysesIidentifyIhundredsIofIvariantsIassociatedIwithIageIatImenarcheIandIsupportIaIroleI
forIpubertyItimingIinIcancerIriskWINatureeGeneticsUI2017UIchUIgbcVgcZ 36.3 257

233 ~argeVscaleIanalysesIofIcommonIandIrareIvariantsIidentifyIZaInewIlociIassociatedIwithIatrialI
fibrillationWINatureeGeneticsUI2017UIchUIhceVhda 36.3 176

232 ~ossIofIrardioprotectiveItffectsIatItheI~ocusIasIaIResultIofIveneVSmokingIxnteractionsWICirculationUI
2017UIZbdUIabbeVabdb 16.7 36

231 venomeVwideImetaVanalysisIofIacZUadgIadultsIaccountingIforIsmokingIbehaviourIidentifiesInovelI
lociIforIobesityItraitsWINatureeCommunicationsUI2017UIgUIZchff 17.4 105

230 ZYYYIvenomesVbasedImetaVanalysisIidentifiesIZYInovelIlociIforIkidneyIfunctionWIScientificeReportsUI
2017UIfUIcdYcY 4.9 70

229 ’ultiethnicIgenomeVwideImetaVanalysisIofIectopicIfatIdepotsIidentifiesIlociIassociatedIwithI
adipocyteIdevelopmentIandIdifferentiationWINatureeGeneticsUI2017UIchUIZadVZbY 36.3 80

228 pIcommonIhaplotypeIlowersIβUWZIexpressionIinImyeloidIcellsIandIdelaysIonsetIofIplzheimerPsI
diseaseWINatureeNeuroscienceUI2017UIaYUIZYdaVZYeZ 25.5 228

227 rausalItffectIofIβlasminogenIpctivatorIxnhibitorITypeIZIonIroronaryIweartIsiseaseWIJournaleofethee
AmericaneHearteAssociationUI2017UIeUI 6 65

226 pssociationIofITriglycerideVRelatedIveneticIVariantsIWithI’itral´ pnnular´ ralcificationWIJournaleofe
theeAmericaneCollegeeofeCardiologyUI2017UIehUIahcZVahcg 15.1 16

225 andI~ociIxdentifiedIthroughI~argeVScaleItxomeIrhipIpnalysisIRegulateIzidneyIsevelopmentIandI
uunctionWIJournaleofetheeAmericaneSocietyeofeNephrology:eJASNUI2017UIagUIhgZVhhc 12.7 30

224 venomeVwideITransVethnicI’etaVanalysisIxdentifiesISevenIveneticI~ociIxnfluencingItrythrocyteI
TraitsIandIaIRoleIforIRqβ’SIinItrythropoiesisWIAmericaneJournaleofeHumaneGeneticsUI2017UIZYYUIdZVeb 11 30

223 veneticI×besityIandItheIRiskIofIptrialIuibrillationiIrausalItstimatesIfromI’endelianIRandomizationWI
CirculationUI2017UIZbdUIfcZVfdc 16.7 62

222 txomeVwideIassociationIstudyIofIplasmaIlipidsIinImbYYUYYYIindividualsWINatureeGeneticsUI2017UIchUIZfdgVZfee36.3 310

221
×megaVeIfattyIacidIbiomarkersIandIincidentItypeIaIdiabetesiIpooledIanalysisIofIindividualVlevelI
dataIforIbhIfcYIadultsIfromIaYIprospectiveIcohortIstudiesWILanceteDiabeteseandeEndocrinologyrtheUI
2017UIdUIhedVhfc

18.1 150

220 veneticallyIseterminedIβlasmaI~ipidI~evelsIandIRiskIofIsiabeticIRetinopathyiIpI’endelianI
RandomizationIStudyWIDiabetesUI2017UIeeUIbZbYVbZcZ 0.9 13

219  ewIqloodIβressureVpssociatedI~ociIxdentifiedIinI’etaVpnalysesIofIcfdIYYYIxndividualsWICirculation:e
CardiovasculareGeneticsUI2017UIZYUI 33

218 veneticIxnteractionsIwithIpgeUISexUIqodyI’assIxndexUIandIwypertensionIinIRelationItoIptrialI
uibrillationiITheIpuvenIronsortiumWIScientificeReportsUI2017UIfUIZZbYb 4.9 14

(2017-2017)
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217  ovelIqloodIβressureI~ocusIandIveneIsiscoveryIUsingIvenomeVWideIpssociationIStudyIandI
txpressionIsataISetsIuromIqloodIandItheIzidneyWIHypertensionUI2017UI 8.5 85

216 RareIcodingIvariantsIinIβ~rvaUIpqxbUIandITRt’aIimplicateImicroglialVmediatedIinnateIimmunityIinI
plzheimerPsIdiseaseWINatureeGeneticsUI2017UIchUIZbfbVZbgc 36.3 508

215 veneticIimprovementIofIruntimeIandIitsIfitnessIlandscapeIinIaIbioinformaticsIapplicationI2017UI 9

214 ~argeImetaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIfiveIlociIforIleanIbodyImassWI
NatureeCommunicationsUI2017UIgUIgY 17.4 88

213
~ossVofVuunctionIVariantsUI~owVsensityI~ipoproteinIrholesterolUIandIRiskIofIroronaryIweartI
siseaseIandIStrokeiIsataIuromIhIStudiesIofIqlacksIandIWhitesWICirculation:eCardiovasculareGeneticsUI
2017UIZYUIeYYZeba

39

212 ~argeVscaleIgenomeVwideIanalysisIidentifiesIgeneticIvariantsIassociatedIwithIcardiacIstructureIandI
functionWIJournaleofeClinicaleInvestigationUI2017UIZafUIZfhgVZgZa 15.9 68

211 venomeVwideIphysicalIactivityIinteractionsIinIadiposityIVIpImetaVanalysisIofIaYYUcdaIadultsWIPLoSe
GeneticsUI2017UIZbUIeZYYedag 6 103

210 TheIcomplexIgeneticsIofIgaitIspeediIgenomeVwideImetaVanalysisIapproachWIAgingUI2017UIhUIaYhVace 5.6 16

209 vWpSIforIexecutiveIfunctionIandIprocessingIspeedIsuggestsIinvolvementIofItheIrps’aIgeneWI
MolecularePsychiatryUI2016UIaZUIZghVZhf 15.1 85

208 pInovelIplzheimerIdiseaseIlocusIlocatedInearItheIgeneIencodingItauIproteinWIMolecularePsychiatryUI
2016UIaZUIZYgVZf 15.1 175

207
z~qIisIassociatedIwithIalcoholIdrinkingUIandIitsIgeneIproductI˛†VzlothoIisInecessaryIforIuvuaZI
regulationIofIalcoholIpreferenceWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitede
StateseofeAmericaUI2016UIZZbUIZcbfaVZcbff

11.5 150

206 ’ultiethnicItxomeVWideIpssociationIStudyIofISubclinicalIptherosclerosisWICirculation:e
CardiovasculareGeneticsUI2016UIhUIdZZVdaY 34

205 daIveneticI~ociIxnfluencingI’yocardial´ ’assWIJournaleofetheeAmericaneCollegeeofeCardiologyUI2016UI
egUIZcbdVZccg 15.1 76

204 ’etaVanalysisIidentifiesIcommonIandIrareIvariantsIinfluencingIbloodIpressureIandIoverlappingIwithI
metabolicItraitIlociWINatureeGeneticsUI2016UIcgUIZZeaVfY 36.3 152

203 TheIgeneticsIofIbloodIpressureIregulationIandIitsItargetIorgansIfromIassociationIstudiesIinIbcaUcZdI
individualsWINatureeGeneticsUI2016UIcgUIZZfZVZZgc 36.3 251

202 veneVgeneIxnteractionIpnalysesIforIptrialIuibrillationWIScientificeReportsUI2016UIeUIbdbfZ 4.9 11

201 veneticIvariantsIlinkedItoIeducationIpredictIlongevityWIProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaUI2016UIZZbUIZbbeeVZbbfZ 11.5 90

200 βlateletVRelatedIVariantsIxdentifiedIbyItxomechipI’etaVanalysisIinIZdfUahbIxndividualsWIAmericane
JournaleofeHumaneGeneticsUI2016UIhhUIcYVdd 11 61
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199 ~argeVScaleItxomeVwideIpssociationIpnalysisIxdentifiesI~ociIforIWhiteIqloodIrellITraitsIandI
βleiotropyIwithIxmmuneV’ediatedIsiseasesWIAmericaneJournaleofeHumaneGeneticsUI2016UIhhUIaaVbh 11 42

198 venomeVwideIpssociationIStudiesIxdentifyIveneticI~ociIpssociatedIWithIplbuminuriaIinIsiabetesWI
DiabetesUI2016UIedUIgYbVZf 0.9 96

197 veneticIassociationsIatIdbIlociIhighlightIcellItypesIandIbiologicalIpathwaysIrelevantIforIkidneyI
functionWINatureeCommunicationsUI2016UIfUIZYYab 17.4 295

196  ovelIveneticI~ociIpssociatedIWithIRetinalI’icrovascularIsiameterWICirculation:eCardiovasculare
GeneticsUI2016UIhUIcdVdc 18

195 SixI ovelI~ociIpssociatedIwithIrirculatingIVtvuI~evelsIxdentifiedIbyIaI’etaVanalysisIofI
venomeVWideIpssociationIStudiesWIPLoSeGeneticsUI2016UIZaUIeZYYdgfc 6 43

194 RareIuunctionalIVariantIinIT’asbIisIpssociatedIwithI~ateV×nsetIplzheimerPsIsiseaseWIPLoSeGeneticsUI
2016UIZaUIeZYYebaf 6 38

193 venomeVWideIpssociationIStudyIforIxncidentI’yocardialIxnfarctionIandIroronaryIweartIsiseaseIinI
βrospectiveIrohortIStudiesiITheIrwpRvtIronsortiumWIPLoSeONEUI2016UIZZUIeYZcchhf 3.7 53

192 pssociationIofI~ipidVRelatedIveneticIVariantsIwithItheIxncidenceIofIptrialIuibrillationiITheIpuvenI
ronsortiumWIPLoSeONEUI2016UIZZUIeYZdZhba 3.7 12

191
pnItmpiricalIromparisonIofIyointIandIStratifiedIurameworksIforIStudyingIvIˆ�ItIxnteractionsiI
SystolicIqloodIβressureIandISmokingIinItheIrwpRvtIveneV~ifestyleIxnteractionsIWorkingIvroupWI
GeneticeEpidemiologyUI2016UIcYUIcYcVZd

2.6 15

190 vVSTRpTtvYiI×ptimalISelectionIofIxndividualsIforISequencingIinIveneticIpssociationIStudiesWI
GeneticeEpidemiologyUI2016UIcYUIcceVeY 2.6 2

189 txomeIvenotypingIxdentifiesIβleiotropicIVariantsIpssociatedIwithIRedIqloodIrellITraitsWIAmericane
JournaleofeHumaneGeneticsUI2016UIhhUIgVaZ 11 47

188 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIofIws~IcholesterolIresponseItoIstatinsWIJournale
ofeMedicaleGeneticsUI2016UIdbUIgbdVgcd 5.8 28

187 ’etaVanalysisIofIchIdchIindividualsIimputedIwithItheIZYYYIvenomesIβrojectIrevealsIanIexonicI
damagingIvariantIinIp vβT~cIdeterminingIfastingITvIlevelsWIJournaleofeMedicaleGeneticsUI2016UIdbUIccZVh5.8 27

186 xdentificationIofIadditionalIriskIlociIforIstrokeIandIsmallIvesselIdiseaseiIaImetaVanalysisIofI
genomeVwideIassociationIstudiesWILanceteNeurologyreTheUI2016UIZdUIehdVfYf 24.1 100

185 veneticIvariantsIassociatedIwithIsubjectiveIwellVbeingUIdepressiveIsymptomsUIandIneuroticismI
identifiedIthroughIgenomeVwideIanalysesWINatureeGeneticsUI2016UIcgUIeacVbb 36.3 602

184 venomeVwideIassociationIstudyIidentifiesIfcIlociIassociatedIwithIeducationalIattainmentWINatureUI
2016UIdbbUIdbhVca 50.4 850

183  ovelIgeneticIlociIunderlyingIhumanIintracranialIvolumeIidentifiedIthroughIgenomeVwideI
associationWINatureeNeuroscienceUI2016UIZhUIZdehVZdga 25.5 147

182 vWpSIanalysisIofIhandgripIandIlowerIbodyIstrengthIinIolderIadultsIinItheIrwpRvtIconsortiumWI
AgingeCellUI2016UIZdUIfhaVgYY 9.9 33

(2016-2016)
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181
 ovelIveneticIVariantsIpssociatedIWithIxncreasedIVertebralIVolumetricIq’sUIReducedIVertebralI
uractureIRiskUIandIxncreasedItxpressionIofIS~rZpbIandItβwqaWIJournaleofeBoneeandeMinerale
ResearchUI2016UIbZUIaYgdVaYhf

6.3 33

180 SharedIgeneticIcontributionItoIxschaemicIStrokeIandIplzheimerPsIsiseaseWIAnnalseofeNeurologyUI
2016UIfhUIfbhVfcf 9.4 42

179 pssociationIofIplzheimerPsIdiseaseIvWpSIlociIwithI’RxImarkersIofIbrainIagingWINeurobiologyeofe
AgingUI2015UIbeUIZfedWefVZfedWeZe 5.6 63

178 veneticIcontributionsItoIvariationIinIgeneralIcognitiveIfunctioniIaImetaVanalysisIofIgenomeVwideI
associationIstudiesIinItheIrwpRvtIconsortiumIQ ldbhchRWIMolecularePsychiatryUI2015UIaYUIZgbVha 15.1 250

177 rircadianIclockIgenesIandIriskIofIfatalIprostateIcancerWICancereCauseseandeControlUI2015UIaeUIadVbb 2.8 26

176 sirectionalIdominanceIonIstatureIandIcognitionIin´ diverseIhumanIpopulationsWINatureUI2015UIdabUIcdhVcea50.4 119

175 xsItheIadiposityVassociatedIuT×IgeneIvariantIrelatedItoIallVcauseImortalityIindependentIofI
adipositynI’etaVanalysisIofIdataIfromIZehUddZIraucasianIadultsWIObesityeReviewsUI2015UIZeUIbafVbcY 10.6 7

174 ’ultiethnicIgenomeVwideIassociationIstudyIofIcerebralIwhiteImatterIhyperintensitiesIonI’RxWI
Circulation:eCardiovasculareGeneticsUI2015UIgUIbhgVcYh 119

173 vWpSIofIlongevityIinIrwpRvtIconsortiumIconfirmsIpβ×tIandIu×X×bIcandidacyWIJournalseofe
GerontologyeseSerieseAeBiologicaleScienceseandeMedicaleSciencesUI2015UIfYUIZZYVg 6.4 188

172 rardiometabolicIeffectsIofIgeneticIupregulationIofItheIinterleukinIZIreceptorIantagonistiIaI
’endelianIrandomisationIanalysisWILanceteDiabeteseandeEndocrinologyrtheUI2015UIbUIacbVdb 18.1 81

171 β~sbIvariantsIinIpopulationIstudiesWINatureUI2015UIdaYUItaVb 50.4 47

170 ’olecularImechanismsIunderlyingIvariationsIinIlungIfunctioniIaIsystemsIgeneticsIanalysisWILancete
RespiratoryeMedicinertheUI2015UIbUIfgaVhd 35.1 52

169 ~argeVscaleIgenomicIanalysesIlinkIreproductiveIagingItoIhypothalamicIsignalingUIbreastIcancerI
susceptibilityIandIqRrpZVmediatedIs pIrepairWINatureeGeneticsUI2015UIcfUIZahcVZbYb 36.3 226

168 xntegrativeIpathwayIgenomicsIofIlungIfunctionIandIairflowIobstructionWIHumaneMoleculareGeneticsUI
2015UIacUIegbeVcg 5.6 20

167 WhiteI’atterI~esionIβrogressioniIvenomeVWideISearchIforIveneticIxnfluencesWIStrokeUI2015UIceUIbYcgVdf6.7 18

166 WholeVgenomeIsequencingIidentifiesIt ZIasIaIdeterminantIofIboneIdensityIandIfractureWINatureUI
2015UIdaeUIZZaVf 50.4 308

165 pIcomprehensiveIZUYYYIvenomesVbasedIgenomeVwideIassociationImetaVanalysisIofIcoronaryIarteryI
diseaseWINatureeGeneticsUI2015UIcfUIZZaZVZZbY 36.3 1290

164 ronvergentIgeneticIandIexpressionIdataIimplicateIimmunityIinIplzheimerPsIdiseaseWIAlzheimerlseande
DementiaUI2015UIZZUIedgVfZ 1.2 146
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163 venomeVwideIassociationIstudyIofIkidneyIfunctionIdeclineIinIindividualsIofIturopeanIdescentWI
KidneyeInternationalUI2015UIgfUIZYZfVah 9.9 83

162  ovelIlociIassociatedIwithIusualIsleepIdurationiItheIrwpRvtIronsortiumIvenomeVWideIpssociationI
StudyWIMolecularePsychiatryUI2015UIaYUIZabaVh 15.1 76

161 venomeVwideIstudiesIofIverbalIdeclarativeImemoryIinInondementedIolderIpeopleiItheIrohortsIforI
weartIandIpgingIResearchIinIvenomicItpidemiologyIconsortiumWIBiologicalePsychiatryUI2015UIffUIfchVeb 7.9 48

160 uineImappingItheIregionIrevealsIaIcommonIintronicIinsertionIassociatedItoIws~VrWINpjeAgingeande
MechanismseofeDiseaseUI2015UIZUIZdYZZ 5.5 5

159 ~argeVScaleIvenomicIpnalysesI~inkIReproductiveIpgingItoIwypothalamicISignalingUIqreastIrancerI
SusceptibilityUIandIqRrpZV’ediatedIs pIRepairWIObstetricaleandeGynecologicaleSurveyUI2015UIfYUIfdgVfea2.4

158 TheIxnfluenceIofIpgeIandISexIonIveneticIpssociationsIwithIpdultIqodyISizeIandIShapeiIpI
~argeVScaleIvenomeVWideIxnteractionIStudyWIPLoSeGeneticsUI2015UIZZUIeZYYdbfg 6 220

157 srugVveneIxnteractionsIofIpntihypertensiveI’edicationsIandIRiskIofIxncidentIrardiovascularI
siseaseiIpIβharmacogenomicsIStudyIfromItheIrwpRvtIronsortiumWIPLoSeONEUI2015UIZYUIeYZcYche 3.7 12

156 TheIassociationIbetweenIlowerIeducationalIattainmentIandIdepressionIowingItoIsharedIgeneticI
effectsnIResultsIinI~adUYYYIsubjectsWIMolecularePsychiatryUI2015UIaYUIfbdVcb 15.1 39

155  ewIgeneticIlociIlinkIadiposeIandIinsulinIbiologyItoIbodyIfatIdistributionWINatureUI2015UIdZgUIZgfVZhe 50.4 920

154 veneticIstudiesIofIbodyImassIindexIyieldInewIinsightsIforIobesityIbiologyWINatureUI2015UIdZgUIZhfVaYe 50.4 2687

153 ~owVfrequencyIandIrareIexomeIchipIvariantsIassociateIwithIfastingIglucoseIandItypeIaIdiabetesI
susceptibilityWINatureeCommunicationsUI2015UIeUIdghf 17.4 147

152 ’odulationIofIgeneticIassociationsIwithIserumIurateIlevelsIbyIbodyVmassVindexIinIhumansWIPLoSe
ONEUI2015UIZYUIeYZZhfda 3.7 31

151  ovelIgeneticImarkersIassociateIwithIatrialIfibrillationIriskIinIturopeansIandIyapaneseWIJournaleofe
theeAmericaneCollegeeofeCardiologyUI2014UIebUIZaYYVZaZY 15.1 102

150 pssociationIofIlowVfrequencyIandIrareIcodingVsequenceIvariantsIwithIbloodIlipidsIandIcoronaryI
heartIdiseaseIinIdeUYYYIwhitesIandIblacksWIAmericaneJournaleofeHumaneGeneticsUI2014UIhcUIaabVba 11 233

149 WholeVexomeIsequencingIidentifiesIrareIandIlowVfrequencyIcodingIvariantsIassociatedIwithI~s~I
cholesterolWIAmericaneJournaleofeHumaneGeneticsUI2014UIhcUIabbVcd 11 170

148 venomeVwideIassociationIanalysisIidentifiesIsixInewIlociIassociatedIwithIforcedIvitalIcapacityWI
NatureeGeneticsUI2014UIceUIeehVff 36.3 104

147 veneVageIinteractionsIinIbloodIpressureIregulationiIaIlargeVscaleIinvestigationIwithItheIrwpRvtUI
vlobalIqβgenUIandIxrqβIronsortiaWIAmericaneJournaleofeHumaneGeneticsUI2014UIhdUIacVbg 11 80

146 tffectsIofIlongVtermIaveragingIofIquantitativeIbloodIpressureItraitsIonItheIdetectionIofIgeneticI
associationsWIAmericaneJournaleofeHumaneGeneticsUI2014UIhdUIchVed 11 52

(2014-2015)
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145 βarentVofVoriginVspecificIallelicIassociationsIamongIZYeIgenomicIlociIforIageIatImenarcheWINatureUI
2014UIdZcUIhaVhf 50.4 401

144 sefiningItheIroleIofIcommonIvariationIinItheIgenomicIandIbiologicalIarchitectureIofIadultIhumanI
heightWINatureeGeneticsUI2014UIceUIZZfbVge 36.3 1339

143 QualityIcontrolIandIconductIofIgenomeVwideIassociationImetaVanalysesWINatureeProtocolsUI2014UIhUIZZhaVaZa18.8 278

142 veneticIassociationIstudyIofIQTIintervalIhighlightsIroleIforIcalciumIsignalingIpathwaysIinI
myocardialIrepolarizationWINatureeGeneticsUI2014UIceUIgaeVbe 36.3 199

141 TransVethnicImetaVanalysisIofIwhiteIbloodIcellIphenotypesWIHumaneMoleculareGeneticsUI2014UIabUIehccVeY5.6 45

140 srugVgeneIinteractionsIandItheIsearchIforImissingIheritabilityiIaIcrossVsectionalIpharmacogenomicsI
studyIofItheIQTIintervalWIPharmacogenomicseJournalUI2014UIZcUIeVZb 3.5 20

139 ~argeVscaleIgenomeVwideIassociationIstudiesIandImetaVanalysesIofIlongitudinalIchangeIinIadultI
lungIfunctionWIPLoSeONEUI2014UIhUIeZYYffe 3.7 42

138 βharmacogeneticImetaVanalysisIofIgenomeVwideIassociationIstudiesIofI~s~IcholesterolIresponseItoI
statinsWINatureeCommunicationsUI2014UIdUIdYeg 17.4 160

137  ovelIapproachIidentifiesIS βsIinIS~rapZYIandIzr zhIwithIevidenceIforIparentVofVoriginIeffectIonI
bodyImassIindexWIPLoSeGeneticsUI2014UIZYUIeZYYcdYg 6 45

136 veneticIdeterminantsIofIheelIboneIpropertiesiIgenomeVwideIassociationImetaVanalysisIandI
replicationIinItheIvtu×SXvt ×’×SIconsortiumWIHumaneMoleculareGeneticsUI2014UIabUIbYdcVeg 5.6 78

135 veneticIdiversityIisIaIpredictorIofImortalityIinIhumansWIBMCeGeneticsUI2014UIZdUIZdh 2.6 6

134 pssociationIofIlowVdensityIlipoproteinIcholesterolVrelatedIgeneticIvariantsIwithIaorticIvalveIcalciumI
andIincidentIaorticIstenosisWIJAMAeseJournaleofetheeAmericaneMedicaleAssociationUI2014UIbZaUIZfecVfZ 27.4 134

133 veneVwideIanalysisIdetectsItwoInewIsusceptibilityIgenesIforIplzheimerPsIdiseaseWIPLoSeONEUI2014UI
hUIehceeZ 3.7 90

132 TheIchallengesIofIgenomeVwideIinteractionIstudiesiIlessonsItoIlearnIfromItheIanalysisIofIws~IbloodI
levelsWIPLoSeONEUI2014UIhUIeZYhahY 3.7 12

131 ’etaVanalysisIofIfcUYceIindividualsIidentifiesIZZInewIsusceptibilityIlociIforIplzheimerPsIdiseaseWI
NatureeGeneticsUI2013UIcdUIZcdaVg 36.3 2714

130 venomeVwideIassociationIanalysesIidentifyIZgInewIlociIassociatedIwithIserumIurateIconcentrationsWI
NatureeGeneticsUI2013UIcdUIZcdVdc 36.3 505

129 rommonIvariantsIinI’endelianIkidneyIdiseaseIgenesIandItheirIassociationIwithIrenalIfunctionWI
JournaleofetheeAmericaneSocietyeofeNephrology:eJASNUI2013UIacUIaZYdVZf 12.7 27

128 pssociationIofIheatIshockIproteinsIwithIallVcauseImortalityWIAgeUI2013UIbdUIZbefVfe 4
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127 waplotypeIanalysisIofItheIfolateVrelatedIgenesI’TwuRUI’TRRUIandI’TRIandImigraineIwithIauraWI
CephalalgiaUI2013UIbbUIcehVga 6.1 7

126 venomeVwideImetaVanalysisIidentifiesIZZInewIlociIforIanthropometricItraitsIandIprovidesIinsightsI
intoIgeneticIarchitectureWINatureeGeneticsUI2013UIcdUIdYZVZa 36.3 437

125 pIgenomeVwideIassociationIstudyIofIdepressiveIsymptomsWIBiologicalePsychiatryUI2013UIfbUIeefVfg 7.9 135

124 xdentificationIofIheartIrateVassociatedIlociIandItheirIeffectsIonIcardiacIconductionIandIrhythmI
disordersWINatureeGeneticsUI2013UIcdUIeaZVbZ 36.3 219

123 veneticIassociationsIwithIvalvularIcalcificationIandIaorticIstenosisWINeweEnglandeJournaleofeMedicine
UI2013UIbegUIdYbVZa 59.2 556

122 vWpSIofIZaeUddhIindividualsIidentifiesIgeneticIvariantsIassociatedIwithIeducationalIattainmentWI
ScienceUI2013UIbcYUIZcefVfZ 33.3 563

121 ~ackIofIassociationIbetweenItheI’TwuRIreffTIvariantIandImigraineIwithIauraIinIanIolderI
populationiIcouldIselectiveIsurvivalIplayIaIrolenWICephalalgiaUI2013UIbbUIbYgVZd 6.1 12

120 rharacterizationIofIturopeanIancestryInonalcoholicIfattyIliverIdiseaseVassociatedIvariantsIinI
individualsIofIpfricanIandIwispanicIdescentWIHepatologyUI2013UIdgUIheeVfd 11.2 91

119 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIidentifiesIsixInewI~ociIforIserumIcalciumI
concentrationsWIPLoSeGeneticsUI2013UIhUIeZYYbfhe 6 100

118 SexVstratifiedIgenomeVwideIassociationIstudiesIincludingIafYUYYYIindividualsIshowIsexualI
dimorphismIinIgeneticIlociIforIanthropometricItraitsWIPLoSeGeneticsUI2013UIhUIeZYYbdYY 6 277

117 veneticIvariationIassociatedIwithIcirculatingImonocyteIcountIinItheIe’tRvtI etworkWIHumane
MoleculareGeneticsUI2013UIaaUIaZZhVaf 5.6 46

116 pIgenomeVwideIassociationIstudyIofIearlyImenopauseIandItheIcombinedIimpactIofIidentifiedI
variantsWIHumaneMoleculareGeneticsUI2013UIaaUIZcedVfa 5.6 82

115 venomeVwideIassociationIstudyImetaVanalysisIofIchronicIwidespreadIpainiIevidenceIforI
involvementIofItheIdpZdWaIregionWIAnnalseofetheeRheumaticeDiseasesUI2013UIfaUIcafVbe 2.4 96

114 pssociationIofIadiposityIgeneticIvariantsIwithImenarcheItimingIinIhaUZYdIwomenIofIturopeanI
descentWIAmericaneJournaleofeEpidemiologyUI2013UIZfgUIcdZVeY 3.8 48

113 xnsightsIintoItheIgeneticIarchitectureIofIearlyIstageIageVrelatedImacularIdegenerationiIaI
genomeVwideIassociationIstudyImetaVanalysisWIPLoSeONEUI2013UIgUIedbgbY 3.7 79

112 ropyInumberIvariationsIinIalternativeIsplicingIgeneInetworksIimpactIlifespanWIPLoSeONEUI2013UIgUIedbgce3.7 12

111 venomeVwideIassociationIstudyIofIretinopathyIinIindividualsIwithoutIdiabetesWIPLoSeONEUI2013UIgUIedcaba3.7 11

110 TheImolecularIgeneticIarchitectureIofIselfVemploymentWIPLoSeONEUI2013UIgUIeeYdca 3.7 28

(2013-2013)
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109 veneticIlociIforIretinalIarteriolarImicrocirculationWIPLoSeONEUI2013UIgUIeedgYc 3.7 19

108 preIrVreactiveIproteinIassociatedIgeneticIvariantsIassociatedIwithIserumIlevelsIandIretinalImarkersI
ofImicrovascularIpathologyIinIpsianIpopulationsIfromISingaporenWIPLoSeONEUI2013UIgUIeefedY 3.7 18

107 qestIpracticesIandIjointIcallingIofItheIwumantxomeIqeadrhipiItheIrwpRvtIronsortiumWIPLoSeONEUI
2013UIgUIeegYhd 3.7 203

106 ~argeIscaleIinternationalIreplicationIandImetaVanalysisIstudyIconfirmsIassociationIofItheIZdqZcI
locusIwithImyopiaWITheIrRtp’IconsortiumWIHumaneGeneticsUI2012UIZbZUIZcefVgY 6.3 57

105 veneticIanalysisiImovingIbetweenIlinkageIandIassociationWIColdeSpringeHarboreProtocolsUI2012UIaYZaUIZfcVga1.2 5

104 venomeVwideImetaVanalysisIidentifiesIdeIboneImineralIdensityIlociIandIrevealsIZcIlociIassociatedI
withIriskIofIfractureWINatureeGeneticsUI2012UIccUIchZVdYZ 36.3 866

103 xdentificationIofIcommonIvariantsIassociatedIwithIhumanIhippocampalIandIintracranialIvolumesWI
NatureeGeneticsUI2012UIccUIddaVeZ 36.3 498

102 venomeVwideImetaVanalysisIofIcommonIvariantIdifferencesIbetweenImenIandIwomenWIHumane
MoleculareGeneticsUI2012UIaZUIcgYdVZd 5.6 24

101 sistributionIofIaImarkerIofIgermlineImethylationIdiffersIbetweenImajorIfamiliesIofI
transposonVderivedIrepeatsIinItheIhumanIgenomeWIGeneUI2012UIchaUIZYcVh 3.8 4

100 TheIdistributionIofIaIgermlineImethylationImarkerIsuggestsIaIregionalImechanismIofI~x tVZI
silencingIbyItheIpiR pVβxWxIsystemWIBMCeGeneticsUI2012UIZbUIbZ 2.6 14

99 uT×IgenotypeIisIassociatedIwithIphenotypicIvariabilityIofIbodyImassIindexWINatureUI2012UIchYUIaefVfa 50.4 304

98 ’etaVanalysesIidentifyIZbIlociIassociatedIwithIageIatImenopauseIandIhighlightIs pIrepairIandI
immuneIpathwaysWINatureeGeneticsUI2012UIccUIaeYVg 36.3 243

97 siscoveryIandIfineImappingIofIserumIproteinIlociIthroughItransethnicImetaVanalysisWIAmericane
JournaleofeHumaneGeneticsUI2012UIhZUIfccVdb 11 58

96 TheIβromisesIandIβitfallsIofIvenoeconomicsSWIAnnualeRevieweofeEconomicsUI2012UIcUIeafVeea 5 130

95 ’etaVanalysisIidentifiesIsixInewIsusceptibilityIlociIforIatrialIfibrillationWINatureeGeneticsUI2012UIccUIefYVd 36.3 429

94 weterogeneityIinIwhiteIbloodIcellsIhasIpotentialItoIconfoundIs pImethylationImeasurementsWI
PLoSeONEUI2012UIfUIecefYd 3.7 156

93 pIgenomeVwideIapproachIaccountingIforIbodyImassIindexIidentifiesIgeneticIvariantsIinfluencingI
fastingIglycemicItraitsIandIinsulinIresistanceWINatureeGeneticsUI2012UIccUIedhVeh 36.3 615

92 venomeVwideIprofilingIofIbloodIpressureIinIadultsIandIchildrenWIHypertensionUI2012UIdhUIacZVf 8.5 28
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91 venomeVwideIassociationIforIabdominalIsubcutaneousIandIvisceralIadiposeIrevealsIaInovelIlocusI
forIvisceralIfatIinIwomenWIPLoSeGeneticsUI2012UIgUIeZYYaehd 6 199

90 venomeVwideIassociationIandIfunctionalIfollowVupIrevealsInewIlociIforIkidneyIfunctionWIPLoSe
GeneticsUI2012UIgUIeZYYadgc 6 143

89 venomeVwideIjointImetaVanalysisIofIS βIandIS βVbyVsmokingIinteractionIidentifiesInovelIlociIforI
pulmonaryIfunctionWIPLoSeGeneticsUI2012UIgUIeZYYbYhg 6 108

88 xntegrationIofIgenomeVwideIassociationIstudiesIwithIbiologicalIknowledgeIidentifiesIsixInovelI
genesIrelatedItoIkidneyIfunctionWIHumaneMoleculareGeneticsUI2012UIaZUIdbahVcb 5.6 54

87 venomeVwideIassociationIstudiesIidentifyIrwR pdXbIandIwTRcIinItheIdevelopmentIofIairflowI
obstructionWIAmericaneJournaleofeRespiratoryeandeCriticaleCareeMedicineUI2012UIZgeUIeaaVba 10.2 131

86 ~argeVscaleIassociationIanalysesIidentifyInewIlociIinfluencingIglycemicItraitsIandIprovideIinsightI
intoItheIunderlyingIbiologicalIpathwaysWINatureeGeneticsUI2012UIccUIhhZVZYYd 36.3 621

85 rommonIvariantsIatIeqaaIandIZfqaZIareIassociatedIwithIintracranialIvolumeWINatureeGeneticsUI2012
UIccUIdbhVcc 36.3 104

84 rommonIvariantsIatIZaqZcIandIZaqacIareIassociatedIwithIhippocampalIvolumeWINatureeGeneticsUI
2012UIccUIdcdVdZ 36.3 175

83 rommonIvariantsIatIZaqZdIandIZaqacIareIassociatedIwithIinfantIheadIcircumferenceWINaturee
GeneticsUI2012UIccUIdbaVdbg 36.3 94

82
rommonIgeneticIvariationIinItheIbPVqr~ZZqIgeneIdesertIisIassociatedIwithIcarotidVfemoralIpulseI
waveIvelocityIandIexcessIcardiovascularIdiseaseIriskiItheIportavenIronsortiumWICirculation:e
CardiovasculareGeneticsUI2012UIdUIgZVhY

76

81 veneticIvariationInearIxRSZIassociatesIwithIreducedIadiposityIandIanIimpairedImetabolicIprofileWI
NatureeGeneticsUI2011UIcbUIfdbVeY 36.3 237

80 veneticIvariantsIinInovelIpathwaysIinfluenceIbloodIpressureIandIcardiovascularIdiseaseIriskWINature
UI2011UIcfgUIZYbVh 50.4 1564

79 pIgenomeVwideIassociationIstudyIofIagingWINeurobiologyeofeAgingUI2011UIbaUIaZYhWeZdVag 5.6 110

78 venomeVwideIassociationIanalysisIidentifiesIvariantsIassociatedIwithInonalcoholicIfattyIliverI
diseaseIthatIhaveIdistinctIeffectsIonImetabolicItraitsWIPLoSeGeneticsUI2011UIfUIeZYYZbac 6 629

77 ~argeVscaleIassociationIanalysisIidentifiesIZbInewIsusceptibilityIlociIforIcoronaryIarteryIdiseaseWI
NatureeGeneticsUI2011UIcbUIbbbVg 36.3 1394

76 venomicIinflationIfactorsIunderIpolygenicIinheritanceWIEuropeaneJournaleofeHumaneGeneticsUI2011UI
ZhUIgYfVZa 5.3 335

75 ’etaVanalysisIofIgenomeVwideIassociationIforImigraineIinIsixIpopulationVbasedIturopeanIcohortsWI
EuropeaneJournaleofeHumaneGeneticsUI2011UIZhUIhYZVf 5.3 70

74 venomeVwideIassociationIstudyIforIcoronaryIarteryIcalcificationIwithIfollowVupIinImyocardialI
infarctionWICirculationUI2011UIZacUIagddVec 16.7 213

(2011-2012)
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73 pIgenomeVwideIassociationIstudyIidentifiesI~xβpIasIaIsusceptibilityIgeneIforIcoronaryIarteryI
diseaseWICirculation:eCardiovasculareGeneticsUI2011UIcUIcYbVZa 98

72 venomeVwideIassociationIstudiesIofIcerebralIwhiteImatterIlesionIburdeniItheIrwpRvtIconsortiumWI
AnnalseofeNeurologyUI2011UIehUIhagVbh 9.4 146

71 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIinImgYIYYYIsubjectsIidentifiesImultipleIlociIforI
rVreactiveIproteinIlevelsWICirculationUI2011UIZabUIfbZVg 16.7 395

70 rUq IisIaIgeneIlocusIforIalbuminuriaWIJournaleofetheeAmericaneSocietyeofeNephrology:eJASNUI2011UIaaUIdddVfY12.7 170

69 randidateIgeneIassociationIstudyIforIdiabeticIretinopathyIinIpersonsIwithItypeIaIdiabetesiItheI
randidateIgeneIpssociationIResourceIQrpReRI2011UIdaUIfdhbVeYa 73

68 pssociationIofIgeneticIvariationIwithIsystolicIandIdiastolicIbloodIpressureIamongIpfricanI
pmericansiItheIrandidateIveneIpssociationIResourceIstudyWIHumaneMoleculareGeneticsUI2011UIaYUIaafbVgc5.6 146

67 venomeVwideIassociationIstudyIidentifiesIsixInewIlociIinfluencingIpulseIpressureIandImeanIarterialI
pressureWINatureeGeneticsUI2011UIcbUIZYYdVZZ 36.3 338

66 ’etaVanalysisIofIgenomeVwideIassociationIstudiesIfromItheIrwpRvtIconsortiumIidentifiesIcommonI
variantsIassociatedIwithIcarotidIintimaImediaIthicknessIandIplaqueWINatureeGeneticsUI2011UIcbUIhcYVf 36.3 168

65 venomeVwideIassociationIandIlargeVscaleIfollowIupIidentifiesIZeInewIlociIinfluencingIlungIfunctionWI
NatureeGeneticsUI2011UIcbUIZYgaVhY 36.3 313

64 ’ultipleIlociIareIassociatedIwithIwhiteIbloodIcellIphenotypesWIPLoSeGeneticsUI2011UIfUIeZYYaZZb 6 92

63 xdentificationIofInineInovelIlociIassociatedIwithIwhiteIbloodIcellIsubtypesIinIaIyapaneseIpopulationWI
PLoSeGeneticsUI2011UIfUIeZYYaYef 6 61

62 qiologicalUIclinicalIandIpopulationIrelevanceIofIhdIlociIforIbloodIlipidsWINatureUI2010UIceeUIfYfVZb 50.4 2742

61 wundredsIofIvariantsIclusteredIinIgenomicIlociIandIbiologicalIpathwaysIaffectIhumanIheightWI
NatureUI2010UIcefUIgbaVg 50.4 1514

60 venomeVwideIassociationIstudyIofIβRIintervalWINatureeGeneticsUI2010UIcaUIZdbVh 36.3 340

59 rommonIvariantsIinIzr  bIareIassociatedIwithIloneIatrialIfibrillationWINatureeGeneticsUI2010UIcaUIacYVc 36.3 362

58  ewIlociIassociatedIwithIkidneyIfunctionIandIchronicIkidneyIdiseaseWINatureeGeneticsUI2010UIcaUIbfeVgc 36.3 599

57 ’etaVanalysisIidentifiesIZbInewIlociIassociatedIwithIwaistVhipIratioIandIrevealsIsexualIdimorphismI
inItheIgeneticIbasisIofIfatIdistributionWINatureeGeneticsUI2010UIcaUIhchVeY 36.3 724

56 pssociationIanalysesIofIachUfheIindividualsIrevealIZgInewIlociIassociatedIwithIbodyImassIindexWI
NatureeGeneticsUI2010UIcaUIhbfVcg 36.3 2267
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55 ThirtyInewIlociIforIageIatImenarcheIidentifiedIbyIaImetaVanalysisIofIgenomeVwideIassociationI
studiesWINatureeGeneticsUI2010UIcaUIZYffVgd 36.3 372

54 rommonIvariantsIinIaaIlociIareIassociatedIwithIQRSIdurationIandIcardiacIventricularIconductionWI
NatureeGeneticsUI2010UIcaUIZYegVfe 36.3 249

53 venomeVwideIanalysisIofIgeneticIlociIassociatedIwithIplzheimerIdiseaseWIJAMAeseJournaleofethee
AmericaneMedicaleAssociationUI2010UIbYbUIZgbaVcY 27.4 888

52 rommonIvariantsIinItheIcalciumVsensingIreceptorIgeneIareIassociatedIwithItotalIserumIcalciumI
levelsWIHumaneMoleculareGeneticsUI2010UIZhUIcaheVbYb 5.6 77

51 xnteractionsIofIdietaryIwholeVgrainIintakeIwithIfastingIglucoseVIandIinsulinVrelatedIgeneticIlociIinI
individualsIofIturopeanIdescentiIaImetaVanalysisIofIZcIcohortIstudiesWIDiabeteseCareUI2010UIbbUIaegcVhZ 14.6 112

50 venomeVwideIassociationIstudiesIofIserumImagnesiumUIpotassiumUIandIsodiumIconcentrationsI
identifyIsixI~ociIinfluencingIserumImagnesiumIlevelsWIPLoSeGeneticsUI2010UIeUIeZYYZYcd 6 144

49 uourInovelI~ociIQZhqZbUIeqacUIZaqacUIandIdqZcRIinfluenceItheImicrocirculationIinIvivoWIPLoSeGenetics
UI2010UIeUIeZYYZZgc 6 111

48 ’ultipleIgeneticIlociIinfluenceIserumIurateIlevelsIandItheirIrelationshipIwithIgoutIandI
cardiovascularIdiseaseIriskIfactorsWICirculation:eCardiovasculareGeneticsUI2010UIbUIdabVbY 243

47
pImetaVanalysisIofIfourIgenomeVwideIassociationIstudiesIofIsurvivalItoIageIhYIyearsIorIolderiItheI
rohortsIforIweartIandIpgingIResearchIinIvenomicItpidemiologyIronsortiumWIJournalseofe
GerontologyeseSerieseAeBiologicaleScienceseandeMedicaleSciencesUI2010UIedUIcfgVgf

6.4 107

46 venomeVwideIassociationIanalysisIidentifiesImultipleIlociIrelatedItoIrestingIheartIrateWIHumane
MoleculareGeneticsUI2010UIZhUIbggdVhc 5.6 106

45 venomeVwideIassociationIstudiesIofI’RxVdefinedIbrainIinfarctsiImetaVanalysisIfromItheIrwpRvtI
ronsortiumWIStrokeUI2010UIcZUIaZYVf 6.7 74

44 wap’apImethylationVassociatedIS βsUImarkersIofIgermlineIs pImethylationUIpositivelyIcorrelateI
withIregionalIlevelsIofIhumanImeioticIrecombinationWIGenomeeResearchUI2009UIZhUIdgZVh 9.7 51

43  RX bIisIaInovelIlocusIforIwaistIcircumferenceiIaIgenomeVwideIassociationIstudyIfromItheIrwpRvtI
ronsortiumWIPLoSeGeneticsUI2009UIdUIeZYYYdbh 6 203

42 venomeVwideIassociationImetaVanalysisIforItotalIserumIbilirubinIlevelsWIHumaneMoleculareGeneticsUI
2009UIZgUIafYYVZY 5.6 177

41 TheIphenotypeIandIgenotypeIexperimentIobjectImodelIQβavtV×’RiIaIrobustIdataIstructureIforI
informationIrelatedItoIs pIvariationWIHumaneMutationUI2009UIbYUIhegVff 4.7 17

40 TheIinteractionIofIadiposityIwithItheIrRβIgeneIaffectsIrRβIlevelsiIageUIgeneXenvironmentI
susceptibiltyVReykjavikIstudyWIInternationaleJournaleofeObesityUI2009UIbbUIaefVfa 5.5 26

39 ’ultipleIlociIassociatedIwithIindicesIofIrenalIfunctionIandIchronicIkidneyIdiseaseWINatureeGeneticsUI
2009UIcZUIfZaVf 36.3 469

38 venomeVwideIassociationIstudyIofIbloodIpressureIandIhypertensionWINatureeGeneticsUI2009UIcZUIeffVgf 36.3 1065

(2009-2010)
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37 ’etaVanalysisIofIgenomeVwideIassociationIdataIidentifiesItwoIlociIinfluencingIageIatImenarcheWI
NatureeGeneticsUI2009UIcZUIecgVdY 36.3 223

36 VariantsIinIZuwXbIareIassociatedIwithIatrialIfibrillationIinIindividualsIofIturopeanIancestryWINaturee
GeneticsUI2009UIcZUIgfhVgZ 36.3 307

35 ’ultipleIlociIinfluenceIerythrocyteIphenotypesIinItheIrwpRvtIronsortiumWINatureeGeneticsUI2009UI
cZUIZZhZVg 36.3 285

34 ’anipulatingIwap’apIsataIUsingIwaploViewWIColdeSpringeHarboreProtocolsUI2008UIaYYgUIpdbWprotdYad 1.2 10

33 RetrievingIwap’apIsataIviaIqulkIsownloadWIColdeSpringeHarboreProtocolsUI2008UIaYYgUIpdbWprotdYaf 1.2 4

32 veneratingIwap’apIsataITextIReportsIUsingItheIvenomeIqrowserWIColdeSpringeHarboreProtocolsUI
2008UIaYYgUIpdbWprotdYac 1.2 4

31 RetrievingIwap’apIsataIUsingIwap’artWIColdeSpringeHarboreProtocolsUI2008UIaYYgUIpdbWprotdYae 1.2 8

30 qrowsingIwap’apIsataIUsingItheIvenomeIqrowserWIColdeSpringeHarboreProtocolsUI2008UIaYYgUIpdbWprotdYab1.2 7

29 venomeVwideIdetectionIandIcharacterizationIofIpositiveIselectionIinIhumanIpopulationsWINatureUI
2007UIcchUIhZbVg 50.4 1367

28 pIsecondIgenerationIhumanIhaplotypeImapIofIoverIbWZImillionIS βsWINatureUI2007UIcchUIgdZVeZ 50.4 3647

27
xsolationIandIcharacterizationIofIaIthermostableIR pIligaseIZIfromIaIThermusIscotoductusI
bacteriophageITSaZaeIwithIgoodIsingleVstrandedIs pIligationIpropertiesWINucleiceAcidseResearchUI
2005UIbbUIZbdVca

20.1 59

26 SequenceIfeaturesIinIregionsIofIweakIandIstrongIlinkageIdisequilibriumWIGenomeeResearchUI2005UI
ZdUIZdZhVbc 9.7 71

25 pIhaplotypeImapIofItheIhumanIgenomeWINatureUI2005UIcbfUIZahhVbaY 50.4 4818

24 rharacterizationIofIaIdPVpolynucleotideIkinaseXbPVphosphataseIfromIbacteriophageIR’bfgWIJournale
ofeBiologicaleChemistryUI2005UIagYUIdZggVhc 5.4 24

23 TheIxnternationalIwap’apIβrojectIWebIsiteWIGenomeeResearchUI2005UIZdUIZdhaVb 9.7 450

22 siscoveryIandIcharacterizationIofIaIthermostableIbacteriophageIR pIligaseIhomologousItoITcIR pI
ligaseIZWINucleiceAcidseResearchUI2003UIbZUIfacfVdc 20.1 31

21 pInovelI’p~sxVT×uIbasedImethodologyIforIgenotypingIsingleInucleotideIpolymorphismsWINucleice
AcidseResearchUI2003UIbZUIeZdd 20.1 18

20 pssessingIpopulationIdifferentiationIandIisolationIfromIsingleVnucleotideIpolymorphismIdataWI
JournaleofetheeRoyaleStatisticaleSocietyeSerieseB:eStatisticaleMethodologyUI2002UIecUIehdVfZd 3.9 165
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19 rloningIandIcharacterizationIofItheIzluyveromycesIlactisIhomologsIofItheISaccharomycesI
cerevisiaeIRtsZIandIw×βZIgenesWIChromosomaUI2000UIZYhUIdYVeZ 2.8 14

18 qypassIofIaImeioticIcheckpointIbyIoverproductionIofImeioticIchromosomalIproteinsWIMoleculareande
CellulareBiologyUI2000UIaYUIcgbgVcg 4.8 28

17 TheIyeastIRedZIproteinIlocalizesItoItheIcoresIofImeioticIchromosomesWIJournaleofeCelleBiologyUI1997
UIZbeUIhdfVef 7.3 266

16 pInovelIcyclinIgeneIfromIsrosophilaIcomplementsIr~ IfunctionIinIyeastWIGeneseandeDevelopmentUI
1991UIdUIaZeeVfd 12.6 48

15 ’etaVanalysisIofIexomeIarrayIdataIidentifiesIsixInovelIgeneticIlociIforIlungIfunctionWIWellcomeeOpene
ResearchUbUIc 4.8 6

14 ’etaVanalysisIofIexomeIarrayIdataIidentifiesIsixInovelIgeneticIlociIforIlungIfunctionWIWellcomeeOpene
ResearchUbUIc 4.8 1

13 TheITransVpncestralIvenomicIprchitectureIofIvlycaemicITraits 1

12 siscoveringIpatternsIofIpleiotropyIinIgenomeVwideIassociationIstudies 1

11  ovelIbloodIpressureIlocusIandIgeneIdiscoveryIusingIvWpSIandIexpressionIdatasetsIfromIbloodI
andItheIkidney 1

10 RefiningItheIaccuracyIofIvalidatedItargetIidentificationIthroughIcodingIvariantIfineVmappingIinItypeI
aIdiabetes 4

9 veneticIprchitectureIofISubcorticalIqrainIStructuresIinI×verIcYUYYYIxndividualsIWorldwide 5

8  inetyVnineIindependentIgeneticIlociIinfluencingIgeneralIcognitiveIfunctionIincludeIgenesI
associatedIwithIbrainIhealthIandIstructureIQ IlIagYUbeYR 6

7 veneticIanalysisIofIoverIoneImillionIpeopleIidentifiesIdbdInovelIlociIforIbloodIpressure 4

6 WholeIgenomeIsequencingIassociationIanalysisIofIquantitativeIredIbloodIcellIphenotypesiItheI
 w~qxIT×β’edIprogram 1

5 SequencingIofIdbUgbZIdiverseIgenomesIfromItheI w~qxIT×β’edIβrogram 68

4 TissueVSpecificIplterationIofI’etabolicIβathwaysIxnfluencesIvlycemicIRegulation 4

3 venomicIanalysesIforIageIatImenarcheIidentifyIbghIindependentIsignalsIandIindicateI
q’xVindependentIeffectsIofIpubertyItimingIonIcancerIsusceptibility 1

2 pIcommonIhaplotypeIlowersIβUWZIexpressionIinImyeloidIcellsIandIdelaysIonsetIofIplzheimerâ��sIdisease 2

(-2000)
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1 WholeIgenomeIsequencingIidentifiesIcommonIandIrareIstructuralIvariantsIcontributingItoI
hematologicItraitsIinItheI w~qxIT×β’edIprogram 1
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