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59 GenomeLxataLyxplorationLUsingLworrespondenceLunalysisbLBioinformaticskandkBiologykInsightsZL2016ZL
edZLimakf 5.3 9

58 InferringLOrthologsnLOpenLQuestionsLandLPerspectivesbLGenomicskInsightsZL2016ZLmZLekafl 0 33

57 InvestigationLofLsecretedLproteinLtranscriptsLasLearlyLbiomarkersLforLtypeLeLdiabetesLinLtheLmouseL
modelbLGeneZL2013ZLiefZLejeai 3.8 3
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yeastsLTSaccharomycotinaUbLGenomekBiologykandkEvolutionZL2013ZLiZLfifhagm 3.9 33

55 xetectionLandLcharacterizationLofLmegasatellitesLinLorthologousLandLnonorthologousLgenesLofLfeL
fungalLgenomesbLEukaryotickCellZL2013ZLefZLkmhaldg 7

54 SuperPartitionsnLdetectionLandLclassificationLofLorthologsbLGeneZL2012ZLhmfZLemmafee 3.8 8

53 UseLofLfineaneedleLaspirationLforLdiagnosisLofLMycobacteriumLulceransLinfectionbLJournalkofkClinicalk
MicrobiologyZL2010ZLhlZLffjgah 9.7 9

52 PromiscuousLxNuLinLtheLnuclearLgenomesLofLhemiascomycetousLyeastsbLFEMSkYeastkResearchZL2008ZL
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51 ProtectionLagainstLMycobacteriumLulceransLlesionLdevelopmentLbyLexposureLtoLaquaticLinsectL
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49 yvolutionLofLproteomesnLfundamentalLsignaturesLandLglobalLtrendsLinLaminoLacidLcompositionsbL
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48 uspergillusLfumigatusnLsaprophyteLorLpathogensbLCurrentkOpinionkinkMicrobiologyZL2005ZLlZLgliamf 7.9 276

47 GenomicLsequenceLofLtheLpathogenicLandLallergenicLfilamentousLfungusLuspergillusLfumigatusbL
NatureZL2005ZLhglZLeeieaj 50.4 1114

46 GenomeLtreesLfromLconservationLprofilesbLPLoSkComputationalkBiologyZL2005ZLeZLeki 5 21

45 uLhumanacuratedLannotationLofLtheLwandidaLalbicansLgenomebLPLoSkGeneticsZL2005ZLeZLgjaik 6 249
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44 wontinuedLcolonizationLofLtheLhumanLgenomeLbyLmitochondrialLxNubLPLoSkBiologyZL2004ZLfZLyfkg 9.7 151

43 GenomeLevolutionLinLyeastsbLNatureZL2004ZLhgdZLgiahh 50.4 1324

42 uLnovelLdesignLofLwholeagenomeLmicroarrayLprobesLforLSaccharomycesLcerevisiaeLwhichLminimizesL
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41 NovelLtransportersLfromLhemiascomyceteLyeastsbLJournalkofkMolecularkMicrobiologykandk
BiotechnologyZL2003ZLjZLemafl 0.9 3

40
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EukaryotickCellZL2003ZLfZLghahl
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OtoancorinZLanLinnerLearLproteinLrestrictedLtoLtheLinterfaceLbetweenLtheLapicalLsurfaceLofLsensoryL
epitheliaLandLtheirLoverlyingLacellularLgelsZLisLdefectiveLinLautosomalLrecessiveLdeafnessLxzNvffbL
ProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaZL2002ZLmmZLjfhdai
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38 uminoLacidLcompositionLofLgenomesZLlifestylesLofLorganismsZLandLevolutionaryLtrendsnLaLglobalL
pictureLwithLcorrespondenceLanalysisbLGeneZL2002ZLfmkZLieajd 3.8 147

37 TranscriptLprofilingLinLwandidaLalbicansLrevealsLnewLcellularLfunctionsLforLtheLtranscriptionalL
repressorsLwaTupeZLwaMigeLandLwaNrgebLMolecularkMicrobiologyZL2001ZLhfZLmleamg 4.1 186

36 TheLdecayingLgenomeLofMycobacteriumLlepraebLLeprosykReviewZL2001ZLkfZL 0.6 3

35 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLebLuLsetLofLyeastLspeciesLforLmolecularL
evolutionLstudiesbLFEBSkLettersZL2000ZLhlkZLgaef 3.8 162

34 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLgbLMethodsLandLstrategiesLusedLforL
sequenceLanalysisLandLannotationbLFEBSkLettersZL2000ZLhlkZLekagd 3.8 32

33 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLhbLTheLgenomeLofLSaccharomycesLcerevisiaeL
revisitedbLFEBSkLettersZL2000ZLhlkZLgeaj 3.8 64

32 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLlbLZygosaccharomycesLrouxiibLFEBSkLettersZL
2000ZLhlkZLifai 3.8 27

31 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLeibLPichiaLsorbitophilabLFEBSkLettersZL2000ZL
hlkZLlkamd 3.8 11

30 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLelbLwomparativeLanalysisLofLchromosomeL
mapsLandLsyntenyLwithLSaccharomycesLcerevisiaebLFEBSkLettersZL2000ZLhlkZLedeaef 3.8 67

29 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLembLuscomycetesaspecificLgenesbLFEBSk
LettersZL2000ZLhlkZLeegafe 3.8 40

28 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLfdbLyvolutionLofLgeneLredundancyLcomparedL
toLSaccharomycesLcerevisiaebLFEBSkLettersZL2000ZLhlkZLeffagg 3.8 42

27 GenomicLexplorationLofLtheLhemiascomycetousLyeastsnLfebLwomparativeLfunctionalLclassificationLofL
genesbLFEBSkLettersZL2000ZLhlkZLeghahm 3.8 21
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xetectionLandLgeneticLpolymorphismLofLhumanLherpesLvirusLtypeLlLinLendemicLorLepidemicLKaposiSsL
sarcomaLfromLWestLandLwentralLufricaZLandLSouthLumericabLInternationalkJournalkofkCancerZL2000ZL
liZLejjaekd

7.5 38

25 PervasivenessLofLgeneLconservationLandLpersistenceLofLduplicatesLinLcellularLgenomesbLJournalkofk
MolecularkEvolutionZL1999ZLhmZLimeajdd 3.1 31

24 unalysisLofLtheLproteomeLofLMycobacteriumLtuberculosisLinLsilicobLTuberclekandkLungkDiseaseZL1999ZL
kmZLgfmahf 239

23 untigenicLandLgeneticLrelationshipsLbetweenLyuropeanLveryLvirulentLinfectiousLbursalLdiseaseL
virusesLandLanLearlyLWestLufricanLisolatebLAviankPathologyZL1999ZLflZLgjahj 2.4 81

22
SeroepidemiologicalLandLmolecularLstudiesLofLhumanLTLcellLlymphotropicLvirusLtypeLIIZLsubtypeLbZLinL
isolatedLgroupsLofLMatacoLandLTobaLIndiansLofLnorthernLurgentinabLAIDSkResearchkandkHumank
RetrovirusesZL1999ZLeiZLhdkaek

1.6 34

21 TheLGenomicLTreeLasLRevealedLfromLWholeLProteomeLwomparisonsbLGenomekResearchZL1999ZLmZLiidaiik 9.7 149

20 MolecularLepidemiologyLofLéTLVaIILamongLUnitedLStatesLbloodLdonorsLandLintravenousLdrugLusersnL
anLageacohortLeffectLforLéTLVaIILRzLPLtypeLaObLVirologyZL1998ZLfhfZLhfiagh 3.6 32

19 xecipheringLtheLbiologyLofLMycobacteriumLtuberculosisLfromLtheLcompleteLgenomeLsequencebL
NatureZL1998ZLgmjZLemdaemd 50.4 70

18 RandomLexplorationLofLtheLKluyveromycesLlactisLgenomeLandLcomparisonLwithLthatLofL
SaccharomycesLcerevisiaebLNucleickAcidskResearchZL1998ZLfjZLiieeafh 20.1 43

17 wloningLandLcharacterisationLofLaLgeneLfromLPlasmodiumLvivaxLandLPbLknowlesinLhomologyLwithL
valineatRNuLsynthetasebLGeneZL1996ZLekgZLegkahi 3.8 2

16
yvidenceLinLGabonLforLanLintrafamilialLclusteringLwithLmotheratoachildLandLsexualLtransmissionLofLaL
newLmolecularLvariantLofLhumanLTalymphotropicLvirusLtypeaIILsubtypeLvbLJournalkofkMedicalkVirologyZL
1996ZLhlZLffagf

19.7 22

15 GagaspecificLcytotoxicLresponsesLtoLéIVLtypeLeLareLassociatedLwithLaLdecreasedLriskLofLprogressionL
toLuIxSarelatedLcomplexLorLuIxSbLAIDSkResearchkandkHumankRetrovirusesZL1995ZLeeZLmdgak 1.6 142

14 IsolationLfromLhumanLbrainLofLsixLpreviouslyLunreportedLcxNusLrelatedLtoLtheLreverseLtranscriptaseL
ofLhumanLendogenousLretrovirusesbLAIDSkResearchkandkHumankRetrovirusesZL1995ZLeeZLfgeak 1.6 20

13
IsolationLandLmolecularLcharacterizationLofLaLhumanLTacellLlymphotropicLvirusLtypeLIILTéTLVaIIUZL
subtypeLvZLfromLaLhealthyLPygmyLlivingLinLaLremoteLareaLofLwameroonnLanLancientLoriginLforLéTLVaIIL
inLufricabLProceedingskofkthekNationalkAcademykofkScienceskofkthekUnitedkStateskofkAmericaZL1995ZLmfZLhdheai

11.5 81

12 uLnewLéTLVLtypeLIILsubtypeLuLisolateLinLanLéIVLtypeLeainfectedLprostituteLfromLwameroonZLwentralL
ufricabLAIDSkResearchkandkHumankRetrovirusesZL1995ZLeeZLmlmamg 1.6 24

11 TempoLofLneurogenesisLandLsynaptogenesisLinLtheLprimateLcingulateLmesocortexnLcomparisonLwithL
theLneocortexbLJournalkofkComparativekNeurologyZL1995ZLgjdZLgjgakj 3.4 53

10
SeroepidemiologyZLviralLisolationZLandLmolecularLcharacterizationLofLhumanLTLcellL
leukemiaclymphomaLvirusLtypeLILfromLLaLRˆ'unionLIslandZLIndianLOceanbLAIDSkResearchkandkHumank
RetrovirusesZL1994ZLedZLkhiaif

1.6 24

9 MolecularLepidemiologyLofLéTLVLtypeLILinLJapannLevidenceLforLtwoLdistinctLancestralLlineagesLwithLaL
particularLgeographicalLdistributionbLAIDSkResearchkandkHumankRetrovirusesZL1994ZLedZLeiikajj 1.6 32
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8 MolecularLcharacterizationLofLtheLheatLshockLproteinLmdLgeneLofLtheLhumanLmalariaLparasiteL
PlasmodiumLfalciparumbLMolecularkandkBiochemicalkParasitologyZL1994ZLjkZLeikakd 1.9 60

7 InavitroLsusceptibilityLofLulcaligenesLfaecalisLcomparedLwithLthoseLofLotherLulcaligenesLsppbLtoL
antimicrobialLagentsLincludingLsevenLbetaalactamsbLJournalkofkAntimicrobialkChemotherapyZL1993ZLgfZLmdkaed5.1 20

6 ylectrophoreticLpatternsLofLesterasesLandLlactateaLandLmalateadehydrogenasesLfromulcaligenesL
speciesbLCurrentkMicrobiologyZL1993ZLfkZLkmalh 2.4

5 SeasonalLincreaseLofLspontaneousLhistamineLreleaseLinLwashedLleucocytesLfromLrhinitisLpatientsL
sensitiveLtoLgrassLpollenbLClinicalkandkExperimentalkImmunologyZL1990ZLkmZLgliame 6.2 7

4 GuanineLcontentLandLxermatophagoidesLpteronyssinusLallergensLinLhouseLdustLsamplesbLJournalkofk
AllergykandkClinicalkImmunologyZL1989ZLlgZLmfjagg 11.5 24

3
TaimmunogenicLpeptidesLareLconstitutedLofLrareLsequenceLpatternsbLUseLinLtheLidentificationLofLTL
epitopesLinLtheLhumanLimmunodeficiencyLvirusLgagLproteinbLEuropeankJournalkofkImmunologyZL1988ZL
elZLeihkaig

6.1 73

2 ObjectiveLcomparisonLofLexonLandLintronLsequencesLbyLmeansLofLfadimensionalLdataLanalysisL
methodsbLNucleickAcidskResearchZL1988ZLejZLekfmagl 20.1 13
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