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Ischemic-Trained Monocytes Improve Arteriogenesis in a Mouse Model of Hindlimb Ischemia.

Arteriosclerosis, Thrombosis, and Vascular Biology, 2022, 42, 175-188. 11 5

Genetic architecture of RNA editing regulation in Alzheimera€™s disease across diverse ancestral
populations. Human Molecular Genetics, 2022, 31, 2876-2886.

Whole-genome sequencing reveals complex genomic features underlying anti-CD19 CAR T-cell

treatment failures in lymphoma. Blood, 2022, 140, 491-503. 0.6 32

Alocus at 19q13.31 significantly reduces the ApoE 1u4 risk for Alzheimera€™s Disease in African Ancestry.
PLoS Genetics, 2022, 18, e1009977.

Activity of the growth hormonea€releasing hormone antagonist MIA602 and its underlying mechanisms

of action in sarcoidosisa€like granuloma. Clinical and Translational Immunology, 2021, 10, e1310. 17 8

Increased <i>APOE</[i> fu4 expression is associated with the difference in Alzheimer's disease risk from
diverse ancestral backgrounds. Alzheimer's and Dementia, 2021, 17, 1179-1188.

Obesity-Dependent Adipokine Chemerin Suppresses Fatty Acid Oxidation to Confer Ferroptosis 77 43
Resistance. Cancer Discovery, 2021, 11, 2072-2093. :

Extended survival versus accelerated rejection of nonhuman primate islet allografts: Effect of
mesenchymal stem cell source and timing. American Journal of Transplantation, 2021, 21, 3524-3537.

Identification of a genetic variant underlying familial cases of recurrent benign paroxysmal

positional vertigo. PLoS ONE, 2021, 16, e€0251386. 11 2

Establishment and Characterization of a Novel Human Ocular Adnexal Sebaceous Carcinoma Cell Line.
Translational Vision Science and Technology, 2021, 10, 34.

Linkage of Alzheimer disease families with Puerto Rican ancestry identifies a chromosome 9 locus.

Neurobiology of Aging, 2021, 104, 115.e1-115.e7. 15 4

Single-Cell RNA-Sequencing Identifies Infrapatellar Fat Pad Macrophage Polarization in Acute
Synovitis/Fat Pad Fibrosis and Cell Therapy. Bioengineering, 2021, 8, 166.

Using Genomic Techniques in Sports and Exercise Science: Current Status and Future Opportunities. 0.5 9
Current Sports Medicine Reports, 2021, 20, 617-623. :

Genomic Drivers of Large B-Cell Lymphoma Resistance to CD19 CAR-T Therapy. Blood, 2021, 138, 42-42.

675&€...Genomic drivers of large B-cell ymphoma resistance to CD19 CAR-T therapy. , 2021, 9, A703-A703. 0

Assessment of ADa€related plasma biomarkers in diverse ancestral populations. Alzheimer's and

Dementia, 2021, 17, .

Ancestrya€specific intronic variants on the <i>APOE</i> E>4 haplotype influence enhancer activity and

interaction with <i>APOE</i> promoter. Alzheimer's and Dementia, 2021, 17, e055266. 04 o
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ATAC-seq on iPSC derived astrocytes to assess chromatin accessibility differences between African

and European local ancestry.. Alzheimer's and Dementia, 2021, 17 Suppl 3, e056086.

Expression quantitative trait loci (eQTL) analysis in a diverse Alzheimer disease cohort reveals

ancestry-specific regulatory architectures.. Alzheimer's and Dementia, 2021, 17 Suppl 3, e056211. 04 0

Infrapatellar Fat Pad/Synovium Complex in Early-Stage Knee Osteoarthritis: Potential New Target and
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A multiancestry analysis of Alzheimerd€™s disease coexpressed gene networks identifies a common
immune signaling pathway regulated by granulocytea€eolony stimulating factor (G&€CSF). Alzheimer's and 0.4 0
Dementia, 2020, 16, e045361.

Increased <i>APOE&€e4<[i> expression is associated with reactive Al astrocytes and may confer the
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African and European local ancestry surrounding Apolipoprotein E has a differential biological
effect upon acute amyloid beta exposure in iPSCa€differentiated astrocytes. Alzheimer's and Dementia, 0.4 0
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Transcriptomic characterization of a Puerto Rican Alzheimer disease cohort implicates convergent
immunea€related pathways. Alzheimer's and Dementia, 2020, 16, e045890.

Development of a massively parallel reporter assay to identify functional regulatory variants in the

PICALM Alzheimer disease associated locus. Alzheimer's and Dementia, 2020, 16, e045908. 04 0

Identification of differential regulatlon of European versus African local ancestry haplotypes
surrounding ApoEiu4. Alzheimer's and Dementia, 2020, 16, e046016.

Structural characterization of rare missense variants within known neurodegenerative disease 0.4 o
proteins. Alzheimer's and Dementia, 2020, 16, e046405. :

Single-cell resolution analysis of the human pancreatic ductal progenitor cell niche. Proceedings of
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Use of local genetic ancestry to assess <i>TOMM40<[i> -5233€2 and risk for Alzheimer disease. Neurology:
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Immune and Inflammatory Pathways Implicated by Whole Blood Transcriptomic Analysis in a Diverse
Ancestry Alzheimera€™s Disease Cohort. Journal of Alzheimer's Disease, 2020, 76, 1047-1060.

Three Brothers With Autism Carry a Stopd€Gain Mutation in the HPAG€Axis Gene <i>NR3C2</i>. Autism
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Growth Hormone-Releasing Hormone Receptor Antagonist Modulates Lung Inflammation and Fibrosis
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coMethDMR: accurate identification of co-methylated and differentially methylated regions in
epigenome-wide association studies with continuous phenotypes. Nucleic Acids Research, 2019, 47, 6.5 28
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RNA editing alterations in a multi-ethnic Alzheimer disease cohort converge on immune and endocytic

molecular pathways. Human Molecular Genetics, 2019, 28, 3053-3061. L4 19
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Transcriptomics of Human Arteriovenous Fistula Failure: Genes Associated With Nonmaturation.

American Journal of Kidney Diseases, 2019, 74, 73-81.

Whole-Exome Sequencing Identifies Novel Heterozygous Mutation in RAF1 in Family With Neonatal 0.5
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Whole Exome Sequencing Identifies a Rare Nonsense Mutation in FAM47C as a Possible Cause of Severe
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subunit in autism spectrum disorder. Neurogenetics, 2018, 19, 17-26.
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Global Gene Expression Change Induced by Major Thoracoabdominal Surgery. Annals of Surgery, 2017,
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Targeted massively parallel sequencing of autism spectrum disorder-associated genes in a case
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Two knockdown models of the autism genes SYNGAP1 and SHANK3 in zebrafish produce similar
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Global Gene Expression Change Induced by Major Thoracoabdominal Surgery. Journal of the American

College of Surgeons, 2015, 221, S70. 0.2 0
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A de novo 1.58€%0Mb microdeletion on chromosome 14q23.24€23.3 in a patient with autism and spherocytosis.
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