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Incidence of BRAF oncogene mutation and clinical relevance for primary cutaneous melanomas.

286 Clinical Cancer Research, 2004, 10, 1753-7

12.9 188

The prognostic value of circulating tumor cells in patients with melanoma: a systematic review and
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Anti-tyrosinase-related protein-2 immune response in vitiligo patients and melanoma patients
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Liquid biopsy utility for the surveillance of cutaneous malignant melanoma patients. Molecular
Oncology, 2016, 10, 450-63

Assessment of prognostic circulating tumor cells in a phase lll trial of adjuvant immunotherapy

226 after complete resection of stage IV melanoma. Annals of Surgery, 2012, 255, 357-62 78 70

Association between circulating tumor cells and prognosis in patients with stage Il melanoma with
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Cancer, 2011, 129, 2543-52

Circulating nucleic acids and proteomics of plasma/serum: clinical utility. Annals of the New York

188 Academy of Sciences, 2004, 1022, 1-8 65 51

Protein tyrosine phosphatase UBASH3B is overexpressed in triple-negative breast cancer and
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Peptide nucleic acid clamp PCR: a novel K-ras mutation detection assay for colorectal cancer
micrometastases in lymph nodes. International Journal of Cancer, 2004, 111, 409-14
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