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200 qssociationIofItietIandIqntimicrobialIResistanceIinIxealthyIUWSWIqdultsWWIMBioUI2022UIeYYaYabb 7.8 2

199 vucosylatedIhumanImilkIoligosaccharideIforagingIwithinItheIspeciesIisIdrivenIbyIglycosylIhydrolaseI
contentIandIspecificityWIAppliedeandeEnvironmentaleMicrobiologyUI2021UIquMYagYgba 4.8 2

198 catabolismIofIhumanImilkIoligosaccharidesIoverridesIendogenousIcompetitiveIexclusionIdrivingI
colonizationIandIprotectionWIGuteMicrobesUI2021UIacUIaihffff 8.8 3

197 TransientIuffectIofIynfantIvormulaISupplementationIonItheIyntestinalIMicrobiotaWINutrientsUI2021UI
acUI 6.7 2

196 SourcesIandIqssemblyIofIMicrobialIsommunitiesIinIVineyardsIasIaIvunctionalIsomponentIofI
WinegrowingWIFrontierseineMicrobiologyUI2021UIabUIfgchaY 5.7 13

195 upitranscriptomicIprofileIofIβactobacillusIagilisIandIitsIadaptationItoIgrowthIonIinulinWIBMCe
ResearcheNotesUI2021UIadUIaed 2.3 1

194 uffectIofImilkIreplacerIallowanceIonIcalfIfaecalIbacterialIcommunityIprofilesIandIfermentationWI
AnimaleMicrobiomeUI2021UIcUIbg 4.1 1

193 OnVfarmIsoilIresistomeIisImodifiedIafterItreatingIdairyIcalvesIwithItheIantibioticIflorfenicolWISciencee
ofetheeTotaleEnvironmentUI2021UIgeYUIadafid 10.2 7

192
MatrixIuffectsIonItheIteliveryIufficacyIofIrifidobacteriumIanimalisIsubspWIrrVabIonIvecalI
MicrobiotaUIwutITransitITimeUIandIShortVshainIvattyIqcidsIinIxealthyIYoungIqdultsWIMSphereUI2021UI
fUIeYYYhdba

5 2

191
TransformationIofIβactiplantibacillusIplantarumIandIqpilactobacillusIkunkeeiIisIinfluencedIbyI
recipientIcellIgrowthItemperatureUIvectorIrepliconUIandItNqImethylationWIJournaleofeMicrobiologicale
MethodsUI2020UIageUIaYeifg

2.8 1

190 ReservoirsIofIantimicrobialIresistanceIgenesIinIretailIrawImilkWIMicrobiomeUI2020UIhUIii 16.6 19

189 PreVIandIpostVsequencingIrecommendationsIforIfunctionalIannotationIofIhumanIfecalI
metagenomesWIBMCeBioinformaticsUI2020UIbaUIgd 3.6 8

188 vecalImetatranscriptomicsIandIglycomicsIsuggestIthatIbovineImilkIoligosaccharidesIareIfullyI
utilizedIbyIhealthyIadultsWIJournaleofeNutritionaleBiochemistryUI2020UIgiUIaYhcdY 6.3 5

187 uffectsIofIMilkISecretoryIymmunoglobulinIqIonItheIsommensalIMicrobiotaWINestleeNutritione
InstituteeWorkshopeSeriesUI2020UIidUIaehVafh 1.9 5

186 TheIantimicrobialIactivityIofIbovineImilkIxanthineIoxidaseWIInternationaleDairyeJournalUI2020UIaYbUIaYdehaVaYdeha3.5 8

185 ProductionIofIfunctionalImimicsIofIhumanImilkIoligosaccharidesIbyIenzymaticIglycosylationIofI
bovineImilkIoligosaccharidesWIInternationaleDairyeJournalUI2020UIaYbUIaYdehcVaYdehc 3.5 5

184 ynulinIvermentationIbyIβactobacilliIandIrifidobacteriaIfromItairyIsalvesWIAppliedeandeEnvironmentale
MicrobiologyUI2020UIhgUI 4.8 6
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183 yndoleVcVlacticIacidIassociatedIwithIrifidobacteriumVdominatedImicrobiotaIsignificantlyIdecreasesI
inflammationIinIintestinalIepithelialIcellsWIBMCeMicrobiologyUI2020UIbYUIceg 4.5 34

182 qInonenzymaticImethodIforIcleavingIpolysaccharidesItoIyieldIoligosaccharidesIforIstructuralI
analysisWINatureeCommunicationsUI2020UIaaUIcifc 17.4 12

181 MaturationIofItheIgutImicrobiomeIduringItheIfirstIyearIofIlifeIcontributesItoItheIprotectiveIfarmI
effectIonIchildhoodIasthmaWINatureeMedicineUI2020UIbfUIagffVagge 50.5 62

180 servicovaginalIMicrobiomeIsompositionIysIqssociatedIwithIMetabolicIProfilesIinIxealthyI
PregnancyWIMBioUI2020UIaaUI 7.8 12

179 βongVtermIeffectsIofIwesternIdietIconsumptionIinImaleIandIfemaleImiceWIScientificeReportsUI2020UI
aYUIadfhf 4.9 5

178 TheIdevelopingIgutVlungIaxisjIpostnatalIgrowthIrestrictionUIintestinalIdysbiosisUIandIpulmonaryI
hypertensionIinIaIrodentImodelWIPediatriceResearchUI2020UIhgUIdgbVdgi 3.2 13

177 TheIfecalIresistomeIofIdairyIcattleIisIassociatedIwithIdietIduringInursingWINatureeCommunicationsUI
2019UIaYUIddYf 17.4 39

176 qbundanceIinIuarlyIynfancyIandIVaccineIResponseIatIbIYearsIofIqgeWIPediatricsUI2019UIadcUI 7.4 53

175
MechanismsIbyIwhichIsialylatedImilkIoligosaccharidesIimpactIboneIbiologyIinIaIgnotobioticImouseI
modelIofIinfantIundernutritionWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaUI2019UIaafUIaaihhVaaiif

11.5 39

174
NeonatalIVitaminIqISupplementationIandIVitaminIqIStatusIqreIqssociatedIwithIwutIMicrobiomeI
sompositionIinIrangladeshiIynfantsIinIuarlyIynfancyIandIatIbIYearsIofIqgeWIJournaleofeNutritionUI2019
UIadiUIaYgeVaYhh

4.1 24

173 racterialIcolonizationIandIantimicrobialIresistanceIgenesIinIneonatalIenteralIfeedingItubesWIFEMSe
MicrobiologyeEcologyUI2019UIieUI 4.3 3

172 qnthocyaninsIprotectItheIgastrointestinalItractIfromIhighIfatIdietVinducedIalterationsIinIredoxI
signalingUIbarrierIintegrityIandIdysbiosisWIRedoxeBiologyUI2019UIbfUIaYabfi 11.3 54

171 vetalIexposureItoImaternalIinflammationIinterruptsImurineIintestinalIdevelopmentIandIincreasesI
susceptibilityItoIneonatalIintestinalIinjuryWIDMMeDiseaseeModelseandeMechanismsUI2019UIabUI 4.1 13

170 PilotIstudyIofIprobioticXcolostrumIsupplementationIonIgutIfunctionIinIchildrenIwithIautismIandI
gastrointestinalIsymptomsWIPLoSeONEUI2019UIadUIeYbaYYfd 3.7 67

169 uffectsIofItriclosanIinIbreastImilkIonItheIinfantIfecalImicrobiomeWIChemosphereUI2018UIbYcUIdfgVdgc 8.4 45

168
βipopolysaccharideVinducedImaternalIinflammationIinducesIdirectIplacentalIinjuryIwithoutI
alterationIinIplacentalIbloodIflowIandIinducesIaIsecondaryIfetalIintestinalIinjuryIthatIpersistsIintoI
adulthoodWIAmericaneJournaleofeReproductiveeImmunologyUI2018UIgiUIeabhaf

3.8 34

167 ynteractionsIretweenIrifidobacteriaUIMilkIOligosaccharidesUIandINeonateIxostsI2018UIafeVage 1

166 vlavonoidsIandItheIgastrointestinalItractjIβocalIandIsystemicIeffectsWIMoleculareAspectseofeMedicineUI
2018UIfaUIdaVdi 16.7 119
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165 MilkIwlycansIandITheirIynteractionIwithItheIynfantVwutIMicrobiotaWIAnnualeRevieweofeFoodeSciencee
andeTechnologyUI2018UIiUIdbiVdeY 14.7 64

164 uffectIofIbarleyIsupplementationIonItheIfecalImicrobiotaUIcaecalIbiochemistryUIandIkeyIbiomarkersI
ofIobesityIandIinflammationIinIobeseIdbXdbImiceWIEuropeaneJournaleofeNutritionUI2018UIegUIbeacVbebh 5.2 18

163 SqMSqbjIaIstandaloneImetatranscriptomeIanalysisIpipelineWIBMCeBioinformaticsUI2018UIaiUIage 3.6 56

162 QVRVupicatechinIprotectsItheIintestinalIbarrierIfromIhighIfatIdietVinducedIpermeabilizationjI
ymplicationsIforIsteatosisIandIinsulinIresistanceWIRedoxeBiologyUI2018UIadUIehhVeii 11.3 77

161 βossIofImurineIPanethIcellIfunctionIaltersItheIimmatureIintestinalImicrobiomeIandImimicsIchangesI
seenIinIneonatalInecrotizingIenterocolitisWIPLoSeONEUI2018UIacUIeYbYdifg 3.7 25

160 rifidobacterialItominanceIofItheIwutIinIuarlyIβifeIandIqcquisitionIofIqntimicrobialIResistanceWI
MSphereUI2018UIcUI 5 42

159
SynbioticsIrifidobacteriumIinfantisIandImilkIoligosaccharidesIareIeffectiveIinIreversingI
cancerVproneInonalcoholicIsteatohepatitisIusingIwesternIdietVfedIvXRIknockoutImouseImodelsWI
JournaleofeNutritionaleBiochemistryUI2018UIegUIbdfVbed

6.3 32

158 TheIeffectIofIsynbioticsIandImilkIoligosaccharidesIonIshapingIgutImicrobiotaIcommunityIstructureI
andINqSxItreatmentWIDataeineBriefUI2018UIaiUIaYbeVaYbi 1.2 7

157 rovineImilkIoligosaccharidesIdecreaseIgutIpermeabilityIandIimproveIinflammationIandImicrobialI
dysbiosisIinIdietVinducedIobeseImiceWIJournaleofeDairyeScienceUI2017UIaYYUIbdgaVbdha 4 50

156 wrowthIandIMorbidityIofIwambianIynfantsIareIynfluencedIbyIMaternalIMilkIOligosaccharidesIandI
ynfantIwutIMicrobiotaWIScientificeReportsUI2017UIgUIdYdff 4.9 94

155
PrebioticImilkIoligosaccharidesIpreventIdevelopmentIofIobeseIphenotypeUIimpairmentIofIgutI
permeabilityUIandImicrobialIdysbiosisIinIhighIfatVfedImiceWIAmericaneJournaleofePhysiologyeteRenale
PhysiologyUI2017UIcabUIwdgdVwdhg

5.1 49

154 TheIvecalIMicrobialIsommunityIofIrreastVfedIynfantsIfromIqrmeniaIandIweorgiaWIScientificeReportsUI
2017UIgUIdYicb 4.9 16

153 unterocyteIglycosylationIisIresponsiveItoIchangesIinIextracellularIconditionsjIimplicationsIforI
membraneIfunctionsWIGlycobiologyUI2017UIbgUIhdgVhfY 5.8 27

152 TolerabilityIandIsafetyIofItheIintakeIofIbovineImilkIoligosaccharidesIextractedIfromIcheeseIwheyIinI
healthyIhumanIadultsWIJournaleofeNutritionaleScienceUI2017UIfUIef 2.7 14

151 wenderItifferencesIinIrileIqcidsIandIMicrobiotaIinIRelationshipIwithIwenderItissimilarityIinI
SteatosisIynducedIbyItietIandIvXRIynactivationWIScientificeReportsUI2017UIgUIagdh 4.9 73

150 tigestionIofIxumanIMilkIOligosaccharidesIbyIrifidobacteriumIbreveIinItheIPrematureIynfantWI
JournaleofePediatriceGastroenterologyeandeNutritionUI2017UIfeUIddiVdee 2.8 35

149 tifferentialIustablishmentIofIrifidobacteriaIinItheIrreastfedIynfantIwutWINestleeNutritioneInstitutee
WorkshopeSeriesUI2017UIhhUIadiVaei 1.9 31

148 qIcommunalIcatalogueIrevealsIuarthPsImultiscaleImicrobialIdiversityWINatureUI2017UIeeaUIdegVdfc 50.4 1076
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147 xepaticIinflammationIcausedIbyIdysregulatedIbileIacidIsynthesisIisIreversibleIbyIbutyrateI
supplementationWIJournaleofePathologyUI2017UIbdcUIdcaVdda 9.4 69

146 ProbioticInomenclatureImattersIreduxjIconfusionIonIrifidobacteriumIlongumIsubspWIinfantisI
taxonomyIpersistsWICurrenteMedicaleResearcheandeOpinionUI2017UIccUIbYig 2.5 2

145 PersistenceIofISupplementedIsubspWIuVsYYaIinIrreastfedIynfantsWIMSphereUI2017UIbUI 5 98

144 WesternItietVynducedItysbiosisIinIvarnesoidIXIReceptorIαnockoutIMiceIsausesIPersistentIxepaticI
ynflammationIafterIqntibioticITreatmentWIAmericaneJournaleofePathologyUI2017UIahgUIahYYVahac 5.8 59

143 ydentificationIofIOligosaccharidesIinIvecesIofIrreastVfedIynfantsIandITheirIsorrelationIwithItheIwutI
MicrobialIsommunityWIMoleculareandeCellulareProteomicsUI2016UIaeUIbihgVcYYb 7.6 55

142 sharacterizationIofIporcineImilkIoligosaccharidesIduringIearlyIlactationIandItheirIrelationItoItheI
fecalImicrobiomeWIJournaleofeDairyeScienceUI2016UIiiUIggccVggdc 4 37

141 qInovelIgeneIclusterIallowsIpreferentialIutilizationIofIfucosylatedImilkIoligosaccharidesIinI
rifidobacteriumIlongumIsubspWIlongumISseifWIScientificeReportsUI2016UIfUIceYde 4.9 93

140 qssociationsIamongIWineIwrapeIMicrobiomeUIMetabolomeUIandIvermentationIrehaviorISuggestI
MicrobialIsontributionItoIRegionalIWineIsharacteristicsWIMBioUI2016UIgUI 7.8 205

139 qInewIperspectiveIonImicrobialIlandscapesIwithinIfoodIproductionWICurrenteOpinioneine
BiotechnologyUI2016UIcgUIahbVahi 11.4 73

138 ruccalIadministrationIofIhumanIcolostrumjIimpactIonItheIoralImicrobiotaIofIprematureIinfantsWI
JournaleofePerinatologyUI2016UIcfUIaYfVaa 3.1 44

137 SialylatedIMilkIOligosaccharidesIPromoteIMicrobiotaVtependentIwrowthIinIModelsIofIynfantI
UndernutritionWICellUI2016UIafdUIheiVga 56.2 370

136
TheIoneVpotImultienzymeIQOPMuRIsynthesisIofIhumanIbloodIgroupIxIantigensIandIaIhumanImilkI
oligosaccharideIQxMOSRIwithIhighlyIactiveIThermosynechococcusIelongatesI
˛–aVbVfucosyltransferaseWIChemicaleCommunicationsUI2016UIebUIchiiViYb

5.8 44

135 PeptidomicIanalysisIrevealsIproteolyticIactivityIofIkefirImicroorganismsIonIbovineImilkIproteinsWI
FoodeChemistryUI2016UIaigUIbgcVhd 8.5 72

134 ValidatingIbifidobacterialIspeciesIandIsubspeciesIidentityIinIcommercialIprobioticIproductsWI
PediatriceResearchUI2016UIgiUIddeVeb 3.2 89

133 yntestinalIMicrobiotaIinIrreastVvedIynfantsI2016UIeiVgc

132 PrebioticsjIwhyIdefinitionsImatterWICurrenteOpinioneineBiotechnologyUI2016UIcgUIaVg 11.4 245

131
ympactIofIβacticIqcidIandIxydrogenIyonIonItheISimultaneousIvermentationIofIwlucoseIandIXyloseI
byItheIsarbonIsataboliteIterepressedIβactobacillusIbrevisIqTssIadhfiWIJournaleofeMicrobiologyeande
BiotechnologyUI2016UIbfUIaahbVi

3.3 4

130 TheIimpactIofIfreezeVdryingIinfantIfecalIsamplesIonImeasuresIofItheirIbacterialIcommunityIprofilesI
andImilkVderivedIoligosaccharideIcontentWIPeerJUI2016UIdUIeafab 3.1 12
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129 ynfluenceIofIwholeVwheatIconsumptionIonIfecalImicrobialIcommunityIstructureIofIobeseIdiabeticI
miceWIPeerJUI2016UIdUIeagYb 3.1 30

128 qImicrobialIperspectiveIofIhumanIdevelopmentalIbiologyWINatureUI2016UIeceUIdhVee 50.4 172

127 ProbioticIqdministrationIinIynfantsIWithIwastroschisisjIqIPilotIRandomizedIPlaceboVsontrolledITrialWI
JournaleofePediatriceGastroenterologyeandeNutritionUI2016UIfbUIhebVheg 2.8 9

126 OligosaccharidesIReleasedIfromIMilkIwlycoproteinsIqreISelectiveIwrowthISubstratesIforI
ynfantVqssociatedIrifidobacteriaWIAppliedeandeEnvironmentaleMicrobiologyUI2016UIhbUIcfbbVcfcY 4.8 95

125 SqMSqjIaIcomprehensiveImetatranscriptomeIanalysisIpipelineWIBMCeBioinformaticsUI2016UIagUIcii 3.6 39

124 tietaryIsupplementationIwithIrifidobacteriumIlongumIsubspWIinfantisIQrWIinfantisRIinIhealthyI
breastfedIinfantsjIstudyIprotocolIforIaIrandomisedIcontrolledItrialWITrialsUI2016UIagUIcdY 2.8 7

123 αineticIcharacterizationIofIaInovelIendoV˛†VNVacetylglucosaminidaseIonIconcentratedIbovineI
colostrumIwheyItoIreleaseIbioactiveIglycansWIEnzymeeandeMicrobialeTechnologyUI2015UIggUIdfVec 3.8 15

122 rirthIofItheIinfantIgutImicrobiomejImomsIdeliverItwiceJWICelleHosteandeMicrobeUI2015UIagUIedcVd 23.4 12

121 sultivatingIhealthyIgrowthIandInutritionIthroughItheIgutImicrobiotaWICellUI2015UIafaUIcfVdh 56.2 104

120 TheIsoilImicrobiomeIinfluencesIgrapevineVassociatedImicrobiotaWIMBioUI2015UIfUI 7.8 465

119 rifidobacteriaIgrownIonIhumanImilkIoligosaccharidesIdownregulateItheIexpressionIofI
inflammationVrelatedIgenesIinIsacoVbIcellsWIBMCeMicrobiologyUI2015UIaeUIagb 4.5 52

118 tietIshapesItheIgutImicrobiomeIofIpigsIduringInursingIandIweaningWIMicrobiomeUI2015UIcUIbh 16.6 255

117 xumanImilkIoligosaccharidesIinIprematureIinfantsjIabsorptionUIexcretionUIandIinfluenceIonItheI
intestinalImicrobiotaWIPediatriceResearchUI2015UIghUIfgYVg 3.2 115

116 SymbioticIxumanIwutIracteriaIwithIVariableIMetabolicIPrioritiesIforIxostIMucosalIwlycansWIMBioUI
2015UIfUIeYabhbVae 7.8 103

115 SulfurItioxideITreatmentIqltersIWineIMicrobialItiversityIandIvermentationIProgressionIinIaI
toseVtependentIvashionWIAmericaneJournaleofeEnologyeandeViticultureUI2015UIffUIgcVgi 2.2 38

114 rifidobacteriumIlongumIsubspeciesIinfantisjIchampionIcolonizerIofItheIinfantIgutWIPediatrice
ResearchUI2015UIggUIbbiVce 3.2 230

113 qnalysisIofIrawIgoatImilkImicrobiotajIimpactIofIstageIofIlactationIandIlysozymeIonImicrobialI
diversityWIFoodeMicrobiologyUI2015UIdfUIabaVaca 6 48

112
xumanImilkIglycomicsIandIgutImicrobialIgenomicsIinIinfantIfecesIshowIaIcorrelationIbetweenI
humanImilkIoligosaccharidesIandIgutImicrobiotajIaIproofVofVconceptIstudyWIJournaleofeProteomee
ResearchUI2015UIadUIdiaVeYb

5.6 130
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111 somparativeItranscriptomicsIrevealsIkeyIdifferencesIinItheIresponseItoImilkIoligosaccharidesIofI
infantIgutVassociatedIbifidobacteriaWIScientificeReportsUI2015UIeUIaceag 4.9 99

110 MaternalIfucosyltransferaseIbIstatusIaffectsItheIgutIbifidobacterialIcommunitiesIofIbreastfedI
infantsWIMicrobiomeUI2015UIcUIac 16.6 244

109 sharacterizingItheIreleaseIofIbioactiveINVglycansIfromIdairyIproductsIbyIaInovelI
endoV˛†VNVacetylglucosaminidaseWIBiotechnologyeProgressUI2015UIcaUIaccaVi 2.8 19

108 ShouldIinfantsIcryIoverIspilledImilkoIvecalIglycomicsIasIanIindicatorIofIaIhealthyIinfantIgutI
microbiomeWIJournaleofePediatriceGastroenterologyeandeNutritionUI2015UIfYUIfie 2.8 4

107 qInovelIendoV˛†VNVacetylglucosaminidaseIreleasesIspecificINVglycansIdependingIonIdifferentI
reactionIconditionsWIBiotechnologyeProgressUI2015UIcaUIacbcVaccY 2.8 15

106 MappingImicrobialIecosystemsIandIspoilageVgeneIflowIinIbreweriesIhighlightsIpatternsIofI
contaminationIandIresistanceWIELifeUI2015UIdUI 8.9 47

105 MicrobialIbiogeographyIofItheItransnationalIfermentedImilkImatsoniWIFoodeMicrobiologyUI2015UIeYUIabVi 6 35

104 MetabolomicsIandIMilkjITheItevelopmentIofItheIMicrobiotaIinIrreastfedIynfantsWIMoleculareande
IntegrativeeToxicologyUI2015UIadgVafg 0.5 3

103 somparativeIproteomicsjIassessmentIofIbiologicalIvariabilityIandIdatasetIcomparabilityWIBMCe
BioinformaticsUI2015UIafUIaba 3.6 2

102 TheIimpactIofItheImilkIglycobiomeIonItheIneonateIgutImicrobiotaWIAnnualeRevieweofeAnimale
BiosciencesUI2015UIcUIdaiVde 13.7 121

101 xydrolysisIofImilkIgangliosidesIbyIinfantVgutIassociatedIbifidobacteriaIdeterminedIbyImicrofluidicI
chipsIandIhighVresolutionImassIspectrometryWIElectrophoresisUI2014UIceUIagdbVeY 3.6 26

100 TheImarriageIofInutrigenomicsIwithItheImicrobiomejItheIcaseIofIinfantVassociatedIbifidobacteriaI
andImilkWIAmericaneJournaleofeClinicaleNutritionUI2014UIiiUIfigSVgYcS 7 33

99 rreastImilkIoligosaccharidesjIstructureVfunctionIrelationshipsIinItheIneonateWIAnnualeRevieweofe
NutritionUI2014UIcdUIadcVfi 9.9 264

98 PhenolicImetabolitesIandIsubstantialImicrobiomeIchangesIinIpigIfecesIbyIingestingIgrapeIseedI
proanthocyanidinsWIFoodeandeFunctionUI2014UIeUIbbihVcYh 6.1 84

97 MicrobialIbiogeographyIofIwineIgrapesIisIconditionedIbyIcultivarUIvintageUIandIclimateWIProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaUI2014UIaaaUIuaciVdh 11.5 557

96 rileIacidIdysregulationUIgutIdysbiosisUIandIgastrointestinalIcancerWIExperimentaleBiologyeande
MedicineUI2014UIbciUIadhiVeYd 3.7 59

95 xumanImicrobiomeIsciencejIvisionIforItheIfutureUIrethesdaUIMtUIzulyIbdItoIbfUIbYacWIMicrobiomeUI
2014UIbUI 16.6 18

94 yndigenousIbacteriaIandIfungiIdriveItraditionalIkimotoIsakeIfermentationsWIAppliedeande
EnvironmentaleMicrobiologyUI2014UIhYUIeebbVi 4.8 59

(2014-2015)
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93 rifidobacteriumIlongumIsubspWIinfantisIinIexperimentalInecrotizingIenterocolitisjIalterationsIinI
inflammationUIinnateIimmuneIresponseUIandItheImicrobiotaWIPediatriceResearchUI2014UIgfUIcbfVcc 3.2 69

92 StoolImicrobiotaIandIvaccineIresponsesIofIinfantsWIPediatricsUI2014UIacdUIecfbVgb 7.4 239

91 wlycosylatedIproteinsIpreservedIoverImillenniajINVglycanIanalysisIofITyroleanIycemanUIScythianI
PrincessIandIWarriorWIScientificeReportsUI2014UIdUIdifc 4.9 4

90 PrebioticIoligosaccharidesIinIprematureIinfantsWIJournaleofePediatriceGastroenterologyeandeNutritionUI
2014UIehUIcebVfY 2.8 27

89 qIcomparisonIofItwoIprobioticIstrainsIofIbifidobacteriaIinIprematureIinfantsWIJournaleofePediatricsUI
2013UIafcUIaeheVaeiaWei 3.6 84

88 VariationIinIconsumptionIofIhumanImilkIoligosaccharidesIbyIinfantIgutVassociatedIstrainsIofI
rifidobacteriumIbreveWIAppliedeandeEnvironmentaleMicrobiologyUI2013UIgiUIfYdYVi 4.8 161

87 UseIofIbifidobacterialIspecificIterminalIrestrictionIfragmentIlengthIpolymorphismsItoIcomplementI
nextIgenerationIsequenceIprofilingIofIinfantIgutIcommunitiesWIAnaerobeUI2013UIaiUIfbVi 2.8 18

86
ymprovedIselectionIofIinternalItranscribedIspacerVspecificIprimersIenablesIquantitativeUI
ultraVhighVthroughputIprofilingIofIfungalIcommunitiesWIAppliedeandeEnvironmentaleMicrobiologyUI
2013UIgiUIbeaiVbf

4.8 292

85 UtilizationIofIgalactooligosaccharidesIbyIrifidobacteriumIlongumIsubspWIinfantisIisolatesWIFoode
MicrobiologyUI2013UIccUIbfbVgY 6 76

84 QualityVfilteringIvastlyIimprovesIdiversityIestimatesIfromIylluminaIampliconIsequencingWINaturee
MethodsUI2013UIaYUIegVi 21.6 2167

83 ysomerVspecificIconsumptionIofIgalactooligosaccharidesIbyIbifidobacterialIspeciesWIJournaleofe
AgriculturaleandeFoodeChemistryUI2013UIfaUIabfabVabfai 5.7 21

82 qIquantitativeIandIcomprehensiveImethodItoIanalyzeIhumanImilkIoligosaccharideIstructuresIinItheI
urineIandIfecesIofIinfantsWIAnalyticaleandeBioanalyticaleChemistryUI2013UIdYeUIdYhiVaYe 4.4 77

81 sonsumptionIofIhumanImilkIglycoconjugatesIbyIinfantVassociatedIbifidobacteriajImechanismsIandI
implicationsWIMicrobiologyenUnitedeKingdomoUI2013UIaeiUIfdiVffd 2.9 147

80 ProteomicIanalysisIofIrifidobacteriumIlongumIsubspWIinfantisIrevealsItheImetabolicIinsightIonI
consumptionIofIprebioticsIandIhostIglycansWIPLoSeONEUI2013UIhUIeegece 3.7 60

79 SurfaceImicrobesIinItheIneonatalIintensiveIcareIunitjIchangesIwithIroutineIcleaningIandIoverItimeWI
JournaleofeClinicaleMicrobiologyUI2013UIeaUIbfagVbd 9.7 55

78 vacilityVspecificIKhouseKImicrobiomeIdrivesImicrobialIlandscapesIofIartisanIcheesemakingIplantsWI
AppliedeandeEnvironmentaleMicrobiologyUI2013UIgiUIebadVbc 4.8 170

77 MonitoringISeasonalIshangesIinIWineryVResidentIMicrobiotaWIPLoSeONEUI2013UIhUIeffdcg 3.7 131

76 qImolecularIbasisIforIbifidobacterialIenrichmentIinItheIinfantIgastrointestinalItractWIAdvanceseine
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