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PediatriceGastroenterologyeandeNutritionUI2009UIdhUIbafVbe

2.8 118

151 xumanImilkIoligosaccharidesIinIprematureIinfantsjIabsorptionUIexcretionUIandIinfluenceIonItheI
intestinalImicrobiotaWIPediatriceResearchUI2015UIghUIfgYVg 3.2 115

150 βactoVNVtetraoseUIfucosylationUIandIsecretorIstatusIareIhighlyIvariableIinIhumanImilkI
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147 SymbioticIxumanIwutIracteriaIwithIVariableIMetabolicIPrioritiesIforIxostIMucosalIwlycansWIMBioUI
2015UIfUIeYabhbVae 7.8 103
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139 qInovelIgeneIclusterIallowsIpreferentialIutilizationIofIfucosylatedImilkIoligosaccharidesIinI
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138 NextVgenerationIapproachesItoItheImicrobialIecologyIofIfoodIfermentationsWIBMBeReportsUI2012UI
deUIcggVhi 5.5 93

137 ValidatingIbifidobacterialIspeciesIandIsubspeciesIidentityIinIcommercialIprobioticIproductsWI
PediatriceResearchUI2016UIgiUIddeVeb 3.2 89
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135 PhenolicImetabolitesIandIsubstantialImicrobiomeIchangesIinIpigIfecesIbyIingestingIgrapeIseedI
proanthocyanidinsWIFoodeandeFunctionUI2014UIeUIbbihVcYh 6.1 84

134 qIcomparisonIofItwoIprobioticIstrainsIofIbifidobacteriaIinIprematureIinfantsWIJournaleofePediatricsUI
2013UIafcUIaeheVaeiaWei 3.6 84
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enterococciUIandIstreptococciWIAppliedeandeEnvironmentaleMicrobiologyUI2009UIgeUIaYhYVg 4.8 83

132 RelaxedIcontrolIofIsugarIutilizationIinIβactobacillusIbrevisWIMicrobiologyenUnitedeKingdomoUI2009UI
aeeUIaceaVacei 2.9 82

131 qIquantitativeIandIcomprehensiveImethodItoIanalyzeIhumanImilkIoligosaccharideIstructuresIinItheI
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129 UtilizationIofIgalactooligosaccharidesIbyIrifidobacteriumIlongumIsubspWIinfantisIisolatesWIFoode
MicrobiologyUI2013UIccUIbfbVgY 6 76

128 xomingIofIaIgroupIyyIintronIfromIβactococcusIlactisIsubspWIlactisIMβcWIJournaleofeBacteriologyUI1997UI
agiUIfaYgVaa 3.5 75
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BiotechnologyUI2016UIcgUIahbVahi 11.4 73
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FoodeChemistryUI2016UIaigUIbgcVhd 8.5 72
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123 rifidobacteriumIlongumIsubspWIinfantisIinIexperimentalInecrotizingIenterocolitisjIalterationsIinI
inflammationUIinnateIimmuneIresponseUIandItheImicrobiotaWIPediatriceResearchUI2014UIgfUIcbfVcc 3.2 69

122 xepaticIinflammationIcausedIbyIdysregulatedIbileIacidIsynthesisIisIreversibleIbyIbutyrateI
supplementationWIJournaleofePathologyUI2017UIbdcUIdcaVdda 9.4 69

121 ReleaseIandIutilizationIofINVacetylVtVglucosamineIfromIhumanImilkIoligosaccharidesIbyI
rifidobacteriumIlongumIsubspWIinfantisWIAnaerobeUI2012UIahUIdcYVe 2.8 68
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wlycoprofilingIbifidobacterialIconsumptionIofIgalactoVoligosaccharidesIbyImassIspectrometryI
revealsIstrainVspecificUIpreferentialIconsumptionIofIglycansWIAppliedeandeEnvironmentaleMicrobiology
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4.8 68

119 PilotIstudyIofIprobioticXcolostrumIsupplementationIonIgutIfunctionIinIchildrenIwithIautismIandI
gastrointestinalIsymptomsWIPLoSeONEUI2019UIadUIeYbaYYfd 3.7 67

118 MilkIwlycansIandITheirIynteractionIwithItheIynfantVwutIMicrobiotaWIAnnualeRevieweofeFoodeSciencee
andeTechnologyUI2018UIiUIdbiVdeY 14.7 64

117 MethodsIforItheIquantitationIofIhumanImilkIoligosaccharidesIinIbacterialIfermentationIbyImassI
spectrometryWIAnalyticaleBiochemistryUI2007UIcfaUIaeVbc 3.1 63

116 RoleIofIhypermutabilityIinItheIevolutionIofItheIgenusIOenococcusWIJournaleofeBacteriologyUI2008UI
aiYUIefdVgY 3.5 62

115 MaturationIofItheIgutImicrobiomeIduringItheIfirstIyearIofIlifeIcontributesItoItheIprotectiveIfarmI
effectIonIchildhoodIasthmaWINatureeMedicineUI2020UIbfUIagffVagge 50.5 62

114 ProteomicIanalysisIofIrifidobacteriumIlongumIsubspWIinfantisIrevealsItheImetabolicIinsightIonI
consumptionIofIprebioticsIandIhostIglycansWIPLoSeONEUI2013UIhUIeegece 3.7 60

113 rileIacidIdysregulationUIgutIdysbiosisUIandIgastrointestinalIcancerWIExperimentaleBiologyeande
MedicineUI2014UIbciUIadhiVeYd 3.7 59
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111 WesternItietVynducedItysbiosisIinIvarnesoidIXIReceptorIαnockoutIMiceIsausesIPersistentIxepaticI
ynflammationIafterIqntibioticITreatmentWIAmericaneJournaleofePathologyUI2017UIahgUIahYYVahac 5.8 59

110 SqMSqbjIaIstandaloneImetatranscriptomeIanalysisIpipelineWIBMCeBioinformaticsUI2018UIaiUIage 3.6 56

109 TransposonImutagenesisIofIXylellaIfastidiosaIbyIelectroporationIofITneIsynapticIcomplexesWI
MolecularePlanttMicrobeeInteractionsUI2001UIadUIgYaVf 3.6 56

108 ydentificationIofIOligosaccharidesIinIvecesIofIrreastVfedIynfantsIandITheirIsorrelationIwithItheIwutI
MicrobialIsommunityWIMoleculareandeCellulareProteomicsUI2016UIaeUIbihgVcYYb 7.6 55
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JournaleofeClinicaleMicrobiologyUI2013UIeaUIbfagVbd 9.7 55
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105 qbundanceIinIuarlyIynfancyIandIVaccineIResponseIatIbIYearsIofIqgeWIPediatricsUI2019UIadcUI 7.4 53

104 rifidobacteriaIgrownIonIhumanImilkIoligosaccharidesIdownregulateItheIexpressionIofI
inflammationVrelatedIgenesIinIsacoVbIcellsWIBMCeMicrobiologyUI2015UIaeUIagb 4.5 52

103 rovineImilkIoligosaccharidesIdecreaseIgutIpermeabilityIandIimproveIinflammationIandImicrobialI
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PrebioticImilkIoligosaccharidesIpreventIdevelopmentIofIobeseIphenotypeUIimpairmentIofIgutI
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5.1 49
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100 tifferentialIrealVtimeIPsRIassayIforIenumerationIofIlacticIacidIbacteriaIinIwineWIAppliedeande
EnvironmentaleMicrobiologyUI2005UIgaUIhiedVg 4.8 48

99 MappingImicrobialIecosystemsIandIspoilageVgeneIflowIinIbreweriesIhighlightsIpatternsIofI
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98
RapidIdeterminationIofItheIbacterialIcompositionIofIcommercialIprobioticIproductsIbyIterminalI
restrictionIfragmentIlengthIpolymorphismIanalysisWIJournaleofePediatriceGastroenterologyeande
NutritionUI2008UIdfUIfYhVaa

2.8 46
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96 ruccalIadministrationIofIhumanIcolostrumjIimpactIonItheIoralImicrobiotaIofIprematureIinfantsWI
JournaleofePerinatologyUI2016UIcfUIaYfVaa 3.1 44

95
TheIoneVpotImultienzymeIQOPMuRIsynthesisIofIhumanIbloodIgroupIxIantigensIandIaIhumanImilkI
oligosaccharideIQxMOSRIwithIhighlyIactiveIThermosynechococcusIelongatesI
˛–aVbVfucosyltransferaseWIChemicaleCommunicationsUI2016UIebUIchiiViYb

5.8 44

94 qIdynamicUIgenomeVscaleIfluxImodelIofIβactococcusIlactisItoIincreaseIspecificIrecombinantIproteinI
expressionWIMetaboliceEngineeringUI2009UIaaUIcfgVha 9.7 43
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93 RoutineIhabitatIchangejIaIsourceIofIunrecognizedItransientIalterationIofIintestinalImicrobiotaIinI
laboratoryImiceWIPLoSeONEUI2012UIgUIedgdaf 3.7 42

92 rifidobacterialItominanceIofItheIwutIinIuarlyIβifeIandIqcquisitionIofIqntimicrobialIResistanceWI
MSphereUI2018UIcUI 5 42

91 NMRIassignmentsIofItheIfourIhistidinesIofIstaphylococcalInucleaseIinInativeIandIdenaturedIstatesWI
BiochemistryUI1988UIbgUIbaehVfe 3.2 41

90 somparativeIanalysesIofIprophageVlikeIelementsIpresentIinIbifidobacterialIgenomesWIAppliedeande
EnvironmentaleMicrobiologyUI2009UIgeUIfibiVcf 4.8 40

89 TheIfecalIresistomeIofIdairyIcattleIisIassociatedIwithIdietIduringInursingWINatureeCommunicationsUI
2019UIaYUIddYf 17.4 39

88
MechanismsIbyIwhichIsialylatedImilkIoligosaccharidesIimpactIboneIbiologyIinIaIgnotobioticImouseI
modelIofIinfantIundernutritionWIProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStatese
ofeAmericaUI2019UIaafUIaaihhVaaiif

11.5 39

87 uvaluationIofIPsRIprimersIforIdenaturingIgradientIgelIelectrophoresisIanalysisIofIfungalI
communitiesIinIcompostWIJournaleofeAppliedeMicrobiologyUI2003UIieUIicdVdh 4.7 39

86 SqMSqjIaIcomprehensiveImetatranscriptomeIanalysisIpipelineWIBMCeBioinformaticsUI2016UIagUIcii 3.6 39

85 SulfurItioxideITreatmentIqltersIWineIMicrobialItiversityIandIvermentationIProgressionIinIaI
toseVtependentIvashionWIAmericaneJournaleofeEnologyeandeViticultureUI2015UIffUIgcVgi 2.2 38

84 sharacterizationIofIporcineImilkIoligosaccharidesIduringIearlyIlactationIandItheirIrelationItoItheI
fecalImicrobiomeWIJournaleofeDairyeScienceUI2016UIiiUIggccVggdc 4 37

83 tifferentiationIofImixedIlacticIacidIbacteriaIcommunitiesIinIbeverageIfermentationsIusingItargetedI
terminalIrestrictionIfragmentIlengthIpolymorphismWIFoodeMicrobiologyUI2012UIcaUIabfVcb 6 37

82 tigestionIofIxumanIMilkIOligosaccharidesIbyIrifidobacteriumIbreveIinItheIPrematureIynfantWI
JournaleofePediatriceGastroenterologyeandeNutritionUI2017UIfeUIddiVdee 2.8 35

81 MicrobialIbiogeographyIofItheItransnationalIfermentedImilkImatsoniWIFoodeMicrobiologyUI2015UIeYUIabVi 6 35

80
βipopolysaccharideVinducedImaternalIinflammationIinducesIdirectIplacentalIinjuryIwithoutI
alterationIinIplacentalIbloodIflowIandIinducesIaIsecondaryIfetalIintestinalIinjuryIthatIpersistsIintoI
adulthoodWIAmericaneJournaleofeReproductiveeImmunologyUI2018UIgiUIeabhaf

3.8 34

79 yndoleVcVlacticIacidIassociatedIwithIrifidobacteriumVdominatedImicrobiotaIsignificantlyIdecreasesI
inflammationIinIintestinalIepithelialIcellsWIBMCeMicrobiologyUI2020UIbYUIceg 4.5 34

78 TheImarriageIofInutrigenomicsIwithItheImicrobiomejItheIcaseIofIinfantVassociatedIbifidobacteriaI
andImilkWIAmericaneJournaleofeClinicaleNutritionUI2014UIiiUIfigSVgYcS 7 33
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