
Xiao-chen Bo

ListjofjPublicationsjbyjCitations

Source:jhttps://exaly.com/authorypdf/8096477/xiaoychenyboypublicationsybyycitations.pdf

Version:j2024y04y09j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

124
papers

2,825
citations

23
h-index

50
g-index

142
ext. papers

4,679
ext. citations

7.1
avg, IF

5.19
L-index



m Paper IF Citations

124 —OSemSimoLanLRLpackageLforLmeasuringLsemanticLsimilarityLamongL—OLtermsLandLgeneLproductscL
BioinformaticsaL2010aLgkaLnlkbm 7.2 595

123 yeepLσearningLandLItsLvpplicationsLinLwiomedicinecLGenomicsrdProteomicsdanddBioinformaticsaL2018aL
fkaLflbhg 6.5 239

122 clusterProfilerLiceoLvLuniversalLenrichmentLtoolLforLinterpretingLomicsLdatacLInnovationmChinanaL2021aL
gaLfeefif 17.8 238

121 —eneticLdiversityLandLevolutionaryLdynamicsLofLzbolaLvirusLinLSierraLσeonecLNatureaL2015aLjgiaLnhbk 50.4 121

120 xellularLmicroRNvLletblcLinhibitsLMfLproteinLexpressionLofLtheL fNfLinfluenzaLvLvirusLinLinfectedL
humanLlungLepithelialLcellscLJournaldofdCellulardanddMoleculardMedicineaL2012aLfkaLgjhnbik 5.6 90

119 xomprehensiveLidentificationLandLannotationLofLcellLtypebspecificLandLubiquitousLxTx–bbindingL
sitesLinLtheLhumanLgenomecLPLoSdONEaL2012aLlaLeifhli 3.7 89

118 ProtocatechuicLaldehydeLinhibitsLhepatitisLwLvirusLreplicationLbothLinLvitroLandLinLvivocLAntivirald
ResearchaL2007aLliaLjnbki 10.8 76

117 wiRenoLpredictingLenhancersLwithLaLdeepblearningbbasedLmodelLusingLtheLyNvLsequenceLalonecL
BioinformaticsaL2017aLhhaLfnhebfnhk 7.2 70

116 PzyσvoLpredictingLenhancersLwithLaLdeepLlearningbbasedLalgorithmicLframeworkcLScientificdReportsaL
2016aLkaLgmjfl 4.9 65

115 IntrabhostLdynamicsLofLzbolaLvirusLduringLgeficLNaturedMicrobiologyaL2016aLfaLfkfjf 26.6 54

114 Target–inderoLaLsoftwareLforLantisenseLoligonucleotideLtargetLsiteLselectionLbasedLonLMvSTLandL
secondaryLstructuresLofLtargetLmRNvcLBioinformaticsaL2005aLgfaLfiefbg 7.2 53

113 hySNPoLaLdatabaseLforLlinkingLhumanLnoncodingLSNPsLtoLtheirLthreebdimensionalLinteractingLgenescL
NucleicdAcidsdResearchaL2017aLijaLykihbykin 20.1 51

112 —enomebwideLanalysisLofLtheLrelationshipsLbetweenLyNaseIL SaLhistoneLmodificationsLandLgeneL
expressionLrevealsLdistinctLmodesLofLchromatinLdomainscLNucleicdAcidsdResearchaL2011aLhnaLligmbih 20.1 46

111 yeepLlearningbbasedLtranscriptomeLdataLclassificationLforLdrugbtargetLinteractionLpredictioncLBMCd
GenomicsaL2018aLfnaLkkl 4.5 44

110 MetagenomicLsequencingLofLbileLfromLgallstoneLpatientsLtoLidentifyLdifferentLmicrobialLcommunityL
patternsLandLnovelLbiliaryLbacteriacLScientificdReportsaL2015aLjaLflije 4.9 43

109 InfluenceLofLtheLwiliaryLSystemLonLwiliaryLwacteriaLRevealedLbyLwacterialLxommunitiesLofLtheL umanL
wiliaryLandLUpperLyigestiveLTractscLPLoSdONEaL2016aLffaLeefjejfn 3.7 38

108 xogenaaLaLnovelLtoolLforLcobexpressedLgenebsetLenrichmentLanalysisaLappliedLtoLdrugLrepositioningL
andLdrugLmodeLofLactionLdiscoverycLBMCdGenomicsaL2016aLflaLifi 4.5 36
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107 ye´ novoLidentificationLofLreplicationbtimingLdomainsLinLtheLhumanLgenomeLbyLdeepLlearningcL
BioinformaticsaL2016aLhgaLkifbn 7.2 35

106
NodesLandLbiologicalLprocessesLidentifiedLonLtheLbasisLofLnetworkLanalysisLinLtheLbrainLofLtheL
senescenceLacceleratedLmiceLasLanLvlzheimerSsLdiseaseLanimalLmodelcLFrontiersdindAgingd
NeuroscienceaL2013aLjaLkj

5.3 33

105 vnLintegrativeLanalysisLofLT–wSbclusteredLregionsLrevealsLnewLtranscriptionalLregulationLmodelsLonL
theLaccessibleLchromatinLlandscapecLScientificdReportsaL2015aLjaLmikj 4.9 27

104 RyMvSoLaLwebLserverLforLRNvLdeleteriousLmutationLanalysiscLBMCdBioinformaticsaL2006aLlaLiei 3.6 25

103 vLilgbSNPLpanelLforLpairwiseLkinshipLtestingLofLsecondbdegreeLrelativescLForensicdScienced
International:dGeneticsaL2018aLhiaLflmbfmj 4.3 23

102 vLsurveyLandLevaluationLofLWebbbasedLtoolsddatabasesLforLvariantLanalysisLofLTx—vLdatacLBriefingsd
indBioinformaticsaL2019aLgeaLfjgibfjif 13.4 23

101 σncgxatlasoLanLatlasLofLlongLnoncodingLRNvsLassociatedLwithLriskLofLcancerscLScientificdReportsaL2018
aLmaLfnen 4.9 22

100 –unctionalLannotationLofL OTLregionsLinLtheLhumanLgenomeoLimplicationsLforLhumanLdiseaseLandL
cancercLScientificdReportsaL2015aLjaLffkhh 4.9 20

99 NewLinsightsLonLhumanLessentialLgenesLbasedLonLintegratedLanalysisLandLtheLconstructionLofLtheL
 z—IvPLwebbbasedLplatformcLBriefingsdindBioinformaticsaL2020aLgfaLfhnlbfife 13.4 20

98 –unctionalLannotationLofLstructuralLncRNvsLwithinLenhancerLRNvsLinLtheLhumanLgenomeoL
implicationsLforLhumanLdiseasecLScientificdReportsaL2017aLlaLfjjfm 4.9 19

97 —utLmetagenomesLofLtypeLgLdiabeticLpatientsLhaveLcharacteristicLsinglebnucleotideLpolymorphismL
distributionLinLwacteroidesLcoprocolacLMicrobiomeaL2017aLjaLfj 16.6 18

96 vRQbfnlLenhancesLtheLantitumorLeffectLofLsorafenibLinLhepatocellularLcarcinomaLcellsLviaL
deceleratingLitsLintracellularLclearancecLOncoTargetsdanddTherapyaL2019aLfgaLfkgnbfkie 4.4 17

95 yeep ixoLvLgenerativeLadversarialLnetworkLforLenhancingL ibxLdataLresolutioncLPLoSdComputationald
BiologyaL2020aLfkaLefeelgml 5 17

94 —eneLRankingLofLRNvbSeqLyataLviaLyiscriminantLNonbNegativeLMatrixL–actorizationcLPLoSdONEaL
2015aLfeaLeefhllmg 3.7 17

93 PartnersLofLpatientsLwithLulcerativeLcolitisLexhibitLaLbiologicallyLrelevantLdysbiosisLinLfecalLmicrobialL
metacommunitiescLWorlddJournaldofdGastroenterologyaL2017aLghaLikgibikhf 5.6 16

92 RevzcoRoLanLRLpackageLforLtheLreverseLecologyLanalysisLofLmicrobiomescLBMCdBioinformaticsaL2016aL
flaLgni 3.6 16

91 —enezxpressionSignatureoLanLRLpackageLforLdiscoveringLfunctionalLconnectionsLusingLgeneL
expressionLsignaturescLOMICSdAdJournaldofdIntegrativedBiologyaL2013aLflaLffkbm 3.8 15

90 InLsilicoLgeneticLrobustnessLanalysisLofLmicroRNvLsecondaryLstructuresoLpotentialLevidenceLofL
congruentLevolutionLinLmicroRNvcLBMCdEvolutionarydBiologyaL2007aLlaLggh 3 15

(2007-2016)
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89
NeuroendocrineLimmunomodulationLnetworkLdysfunctionLinLSvMPmLmiceLandL
PrPbhv˛†PPswedPSf˛�znLmiceoLpotentialLmechanismLunderlyingLcognitiveLimpairmentcLOncotargetaL
2016aLlaLggnmmbheej

3.3 15

88 ggtreezxtraoLxompactLVisualizationLofLRichlyLvnnotatedLPhylogeneticLyatacLMoleculardBiologydandd
EvolutionaL2021aLhmaLiehnbieig 8.3 15

87 PerturbationvnalyzeroLaLtoolLforLinvestigatingLtheLeffectsLofLconcentrationLperturbationLonLproteinL
interactionLnetworkscLBioinformaticsaL2010aLgkaLgljbl 7.2 14

86 ScreeningLofLspecificLantigensLforLSvRSLclinicalLdiagnosisLusingLaLproteinLmicroarraycLAnalystrdTheaL
2005aLfheaLilibmg 5 14

85 z –PIoLaLdatabaseLandLanalysisLresourceLofLessentialLhostLfactorsLforLpathogenicLinfectioncLNucleicd
AcidsdResearchaL2015aLihaLynikbjj 20.1 13

84 xomputationalLPredictionLandLValidationLofLwv yfLasLaLNovelLMoleculeLforLUlcerativeLxolitiscL
ScientificdReportsaL2015aLjaLfgggl 4.9 13

83 IxMoLaLwebLserverLforLintegratedLclusteringLofLmultibdimensionalLbiomedicalLdatacLNucleicdAcidsd
ResearchaL2016aLiiaLWfjibn 20.1 13

82 vLnovelLrepresentationLofLRNvLsecondaryLstructureLbasedLonLelementbcontactLgraphscLBMCd
BioinformaticsaL2008aLnaLfmm 3.6 13

81 zxploringLtheLefficacyLofLpaternityLandLkinshipLtestingLbasedLonLsingleLnucleotideLpolymorphismscL
ForensicdSciencedInternational:dGeneticsaL2016aLggaLfkfbfkm 4.3 13

80 ProteomicLanalysisLatLtheLsubcellularLlevelLforLhostLtargetsLagainstLinfluenzaLvLvirusLT fNfUcL
AntiviraldResearchaL2013aLfeeaLklhbml 10.8 12

79 mmnetoLvnLRLPackageLforLMetagenomicsLSystemsLwiologyLvnalysiscLBioMeddResearchdInternationalaL
2015aLgefjaLfklgin 3 12

78 yiscoveryLofLnovelLtherapeuticLpropertiesLofLdrugsLfromLtranscriptionalLresponsesLbasedLonL
multiblabelLclassificationcLScientificdReportsaL2017aLlaLlfhk 4.9 11

77 vOwaseoLaLdatabaseLforLantisenseLoligonucleotidesLselectionLandLdesigncLNucleicdAcidsdResearchaL
2006aLhiaLykkibl 20.1 11

76 –ibronectinLisLessentialLforLhepatitisLwLvirusLpropagationLinLvitrooLmayLbeLaLpotentialLcellularLtargettcL
BiochemicaldanddBiophysicaldResearchdCommunicationsaL2006aLhiiaLljlbki 3.4 11

75
vLxobModuleLRegulatedLbyLTherapeuticLyrugsLinLaLMolecularLSubnetworkLofLvlzheimerSsLyiseaseL
IdentifiedLonLtheLwasisLofLTraditionalLxhineseLMedicineLandLSvMPmLMicecLCurrentdAlzheimerd
ResearchaL2015aLfgaLmlebmj

3 11

74 yirectLnextbgenerationLsequencingLofLvirusbhumanLmixedLsamplesLwithoutLpretreatmentLisL
favorableLtoLrecoverLvirusLgenomecLBiologydDirectaL2016aLffaLh 7.2 10

73 vnalysisLofLsynonymousLcodonLusageLbiasLinLen fNfcLVirologicadSinicaaL2010aLgjaLhgnbie 6.4 10

72 SelectionLofLantisenseLoligonucleotidesLbasedLonLmultipleLpredictedLtargetLmRNvLstructurescLBMCd
BioinformaticsaL2006aLlaLfgg 3.6 10
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71 —enomebwideLidentificationLandLcharacterisationLofL OTLregionsLinLtheLhumanLgenomecLBMCd
GenomicsaL2016aLflaLlhh 4.5 10

70 StableL hβimehLisLassociatedLwithLtranscriptionLinitiationLduringLearlyLembryoLdevelopmentcL
BioinformaticsaL2019aLhjaLhnhfbhnhk 7.2 9

69 vccurateLidentificationLofLRNvLeditingLsitesLfromLprimitiveLsequenceLwithLdeepLneuralLnetworkscL
ScientificdReportsaL2018aLmaLkeej 4.9 9

68 NetworkLfingerprintoLaLknowledgebbasedLcharacterizationLofLbiomedicalLnetworkscLScientificdReports
aL2015aLjaLfhgmk 4.9 9

67 xorrelationLbetweenLsequenceLconservationLandLstructuralLthermodynamicsLofLmicroRNvL
precursorsLfromLhumanaLmouseaLandLchickenLgenomescLBMCdEvolutionarydBiologyaL2010aLfeaLhgn 3 9

66 vRyesigneroLaLwebbbasedLsystemLforLallostericLRNvLdesigncLJournaldofdBiotechnologyaL2010aLfjeaLikkblh 3.7 9

65  umanLenterovirusLlfLproteinLinteractionLnetworkLpromptsLantiviralLdrugLrepositioningcLScientificd
ReportsaL2017aLlaLihfih 4.9 8

64 σIVzoLaLmanuallyLcuratedLencyclopediaLofLexperimentallyLvalidatedLinteractionsLofLlncRNvscL
Database:dthedJournaldofdBiologicaldDatabasesdanddCurationaL2019aLgefnaL 5 8

63 TheLlandscapeLofLtheLvbtobILRNvLeditomeLfromLikgLhumanLgenomescLScientificdReportsaL2018aLmaLfgekn 4.9 8

62 SystematicLIdentificationLandLvssessmentLofLTherapeuticLTargetsLforLwreastLxancerLwasedLonL
—enomebWideLRNvLInterferenceLTranscriptomescLGenesaL2017aLmaL 4.2 8

61 zxploringLtheLroleLofLhumanLmiRNvsLinLvirusbhostLinteractionsLusingLsystematicLoverlapLanalysiscL
BioinformaticsaL2013aLgnaLghljbn 7.2 8

60 InLsilicoLgeneticLrobustnessLanalysisLofLsecondaryLstructuralLelementsLinLtheLmiRNvLgenecLJournaldofd
MoleculardEvolutionaL2008aLklaLjkebn 3.1 8

59 RSRzoLRNvLstructuralLrobustnessLevaluatorcLNucleicdAcidsdResearchaL2007aLhjaLWhfibn 20.1 8

58 xMTxNoLaLwebLtoolLforLinvestigatingLcancerbspecificLmicroRNvLandLtranscriptionLfactorL
cobregulatoryLnetworkscLPeerJaL2018aLkaLejnjf 3.1 8

57  ighbresolutionLannotationLofLtheLmouseLpreimplantationLembryoLtranscriptomeLusingLlongbreadL
sequencingcLNaturedCommunicationsaL2020aLffaLgkjh 17.4 7

56 PredictingLdrugLsideLeffectsLbasedLonLlinkLpredictionLinLbipartiteLnetworkL2014aL 7

55 –orensicLnanoporeLsequencingLofLSTRsLandLSNPsLusingLVerogenSsL–orenSeqLyNvLSignatureLPrepLβitL
andLMinIONcLInternationaldJournaldofdLegaldMedicineaL2021aLfhjaLfkmjbfknh 3.1 7

54 —enomeLSequencingLandLxomparativeL—enomicsLvnalysisLRevealedLPathogenicLPotentialLinLasLaL
NovelL–ungalLPathogenLwelongingLtocLFrontiersdindMicrobiologyaL2016aLlaLfjif 5.7 7

(2016-2016)
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53 zffectsLofLjbhLmultimodalLstressLonLtheLmoleculesLandLpathwaysLinvolvedLinLdendriticLmorphologyL
andLcognitiveLfunctioncLNeurobiologydofdLearningdanddMemoryaL2015aLfghaLggjbhm 3.1 6

52 InhibitionLofL istoneLyeacetylationLbyLMSbgljLvlleviatesLxolitisLbyLvctivatingLtheLVitaminLyL
ReceptorcLJournaldofdCrohnlsdanddColitisaL2020aLfiaLffehbfffm 1.5 6

51 yrugâ��targetLinteractionLpredictionLwithLaLdeepblearningbbasedLmodelL2017aL 6

50 para—SzvoLaLscalableLapproachLforLlargebscaleLgeneLexpressionLprofilingcLNucleicdAcidsdResearchaL
2017aLijaLefjj 20.1 6

49 yTIbRxNNoLNewLzfficientL ybridLNeuralLNetworkLModelLtoLPredictLyrugâ��TargetLInteractionscL
LecturedNotesdindComputerdScienceaL2018aLfeibffi 0.9 6

48 zxploringLtheLassociationsLofLhostLgenesLforLviralLinfectionLrevealedLbyLgenomebwideLRNviLandL
virusbhostLproteinLinteractionscLMoleculardBioSystemsaL2015aLffaLgjffbn 5

47 xomprehensiveLanalysisLofLmiRNvbgeneLregulatoryLnetworkLwithLclinicalLsignificanceLinLhumanL
cancerscLSciencedChinadLifedSciencesaL2020aLkhaLfgefbfgfg 8.5 5

46 RadiationLprotectiveLeffectsLofLbaclofenLpredictedLbyLaLcomputationalLdrugLrepurposingLstrategycL
PharmacologicaldResearchaL2016aLffhaLiljbimh 10.2 5

45 zxpTreeywoLwebbbasedLqueryLandLvisualizationLofLmanuallyLannotatedLgeneLexpressionLprofilingL
experimentsLofLhumanLandLmouseLfromL—zOcLBioinformaticsaL2014aLheaLhhlnbmk 7.2 5

44 MachineLlearningLmethodsaLdatabasesLandLtoolsLforLdrugLcombinationLpredictioncLBriefingsdind
BioinformaticsaL2021aL 13.4 5

43 zxplorationLofLprognosisbrelatedLmicroRNvLandLtranscriptionLfactorLcobregulatoryLnetworksLacrossL
cancerLtypescLRNAdBiologyaL2019aLfkaLfefebfegf 4.8 4

42 σINxSLdatasetbbasedLrepositioningLofLrosiglitazoneLasLaLpotentialLantibhumanLadenovirusLdrugcL
AntiviraldResearchaL2020aLflnaLfeilmn 10.8 4

41 yomainbadversarialLmultibtaskLframeworkLforLnovelLtherapeuticLpropertyLpredictionLofLcompoundscL
BioinformaticsaL2020aLhkaLgmimbgmjj 7.2 4

40 NegStackingoLyrugbTargetLInteractionLPredictionLwasedLonLznsembleLσearningLandLσogisticL
RegressioncLIEEEuACMdTransactionsdondComputationaldBiologydanddBioinformaticsaL2021aLfmaLgkgibgkhi 3 4

39 —enomicsLandLxomparativeL—enomicLvnalysesLProvideLInsightLintoLtheLTaxonomyLandLPathogenicL
PotentialLofLNovelLPathogenscLFrontiersdindCellulardanddInfectiondMicrobiologyaL2017aLlaLfej 5.9 4

38 xharacterizationLtheLregulationLofLherpesvirusLmiRNvsLfromLtheLviewLofLhumanLproteinLinteractionL
networkcLBMCdSystemsdBiologyaL2011aLjaLnh 3.5 4

37 vssessmentLofLtwobpoolLmultiplexLlongbampliconLnanoporeLsequencingLofLSvRSbxoVbgcLJournaldofd
MedicaldVirologyaL2022aLniaLhglbhhi 19.7 4

36 vLnewLmethodLforLmeasuringLfunctionalLsimilarityLofLmicroRNvscLJournaldofdIntegrateddOMICSaL2011aL
faL 0.5 3
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35  wVPathywoLaLdatabaseLofL wVLinfectionbrelatedLmolecularLinteractionLnetworkcLWorlddJournaldofd
GastroenterologyaL2005aLffaLfknebg 5.6 3

34 PIMyoLvnLIntegrativeLvpproachLforLyrugLRepositioningLUsingLMultipleLxharacterizationL–usioncL
GenomicsrdProteomicsdanddBioinformaticsaL2020aLfmaLjkjbjmf 6.5 3

33 MultibdimensionalLdataLintegrationLalgorithmLbasedLonLrandomLwalkLwithLrestartcLBMCd
BioinformaticsaL2021aLggaLnl 3.6 3

32 InferringLInfectionLPatternsLwasedLonLaLxonnectivityLMapLofL ostLTranscriptionalLResponsescL
ScientificdReportsaL2015aLjaLfjmge 4.9 2

31 yTI—xxNoLPredictionLofLdrugbtargetLinteractionsLbasedLonL—xNLandLxNNL2020aL 2

30 zxploringLtheLclassificationLofLcancerLcellLlinesLfromLmultipleLomicLviewscLPeerJaL2020aLmaLeniie 3.1 2

29 PzyσvoLpredictingLenhancersLwithLaLdeepLlearningbbasedLalgorithmicLframework 2

28 i–ORMoLincorporatingL–indLOccurrenceLofLRegulatoryLMotifs 2

27 i–ORMoLIncorporatingL–indLOccurrenceLofLRegulatoryLMotifscLPLoSdONEaL2016aLffaLeefkmkel 3.7 2

26 xomputationalLmethodsLforLtheLpredictionLofLchromatinLinteractionLandLorganizationLusingL
sequenceLandLepigenomicLprofilescLBriefingsdindBioinformaticsaL2021aLggaL 13.4 2

25 yrugbTargetLInteractionLPredictionLwasedLonLvdversarialLwayesianLPersonalizedLRankingcLBioMedd
ResearchdInternationalaL2021aLgegfaLkknefji 3 2

24
TheLhierarchicalLfoldingLdynamicsLofLtopologicallyLassociatingLdomainsLareLcloselyLrelatedLtoL
transcriptionalLabnormalitiesLinLcancerscLComputationaldanddStructuraldBiotechnologydJournalaL2021aL
fnaLfkmibfknh

6.8 2

23 zxploringLspatiallyLadjacentLT–wSbclusteredLregionsLwithL ibxLdatacLBioinformaticsaL2017aLhhaLgkffbgkfi 7.2 1

22 PredictingLpotentialLgeneLontologyLfromLcellularLresponseLdataL2017aL 1

21 yiscoveringLvctiveLSubnetworkLinLProteinLInteractionLNetworkVcLProgressdindBiochemistrydandd
BiophysicsaL2010aLhlaLgembgfl 1

20 xomputationalLvpproachesLtoLvnalyzeLtheLStrategiesLofLyrugLRepositioningVcLProgressdind
BiochemistrydanddBiophysicsaL2012aLhnaLfegnbfehk 1

19 yeep ixoLvL—enerativeLvdversarialLNetworkLforLznhancingL ibxLyataLResolution 1

18 —enomebwideLidentificationLandLcharacterisationLofL OTLregionsLinLtheLhumanLgenome 1

(-2005)
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17 SyntheticLσethalLInteractionsLPredictionLwasedLonLMultipleLSimilarityLMeasuresL–usion 1

16 xOMSUxoLvLwebLserverLforLtheLidentificationLofLconsensusLmolecularLsubtypesLofLcancerLbasedLonL
multipleLmethodsLandLmultibomicsLdatacLPLoSdComputationaldBiologyaL2021aLflaLefeemlkn 5 1

15 SyntheticLσethalLInteractionsLPredictionLwasedLonLMultipleLSimilarityLMeasuresL–usioncLJournaldofd
ComputerdSciencedanddTechnologyaL2021aLhkaLgkfbglj 1.7 1

14 PredictionLofLyTIsLforLhighbdimensionalLandLclassbimbalancedLdataLbasedLonLx—vNL2018aL 1

13 —enomicLanalysesLrevealLevolutionaryLandLgeologicLcontextLforLtheLplateauLfunguscLChinesed
MedicineaL2020aLfjaLfel 4.7 0

12 yynamicLInterplayLbetweenLStructuralLVariationsLandLhyL—enomeLOrganizationLinLPancreaticL
xancerccLAdvanceddScienceaL2022aLeggeemfm 13.6 0

11 N–PoLvnLRLPackageLforLxharacterizingLandLxomparingLofLvnnotatedLwiologicalLNetworkscLBioMedd
ResearchdInternationalaL2017aLgeflaLlijlfhf 3

10 TheLrelationshipsLamongLhostLtranscriptionalLresponsesLrevealLdistinctLsignaturesLunderlyingLviralL
infectionbdiseaseLassociationscLMoleculardBioSystemsaL2016aLfgaLkjhbkj

9 N–PscanneroLaLwebtoolLforLknowledgebbasedLdecipheringLofLbiomedicalLnetworkscLBMCd
BioinformaticsaL2017aLfmaLgkg 3.6

8 zvoRSRoLanLintegratedLsystemLforLexploringLevolutionLofLRNvLstructuralLrobustnesscLBMCd
BioinformaticsaL2009aLfeaLgin 3.6

7
TopologyLawareLfunctionalLsimilarityLofLproteinLinteractionLnetworksLbasedLonLgeneLontologycL
AnnualdInternationaldConferencedofdthedIEEEdEngineeringdindMedicinedanddBiologydSocietydIEEEd
EngineeringdindMedicinedanddBiologydSocietydAnnualdInternationaldConferenceaL2011aLgeffaLkmjlbke

0.9

6 TargetingLbacterialLRNvLpolymeraseLˇ�leLforLdevelopmentLofLbroadbspectrumLantisenseL
antibacterialscLRecentdPatentsdondAntisinfectivedDrugdDiscoveryaL2012aLlaLgfhbgg 1.6

5
SelectionLandLtheirLantitumorLactivityLofLantisenseLoligonucleotidesLtargetingLmessengerLRNvLofL
vascularLendothelialLgrowthLfactorLreceptorLgcLChinesedJournaldofdCancerdResearch:dOfficialdJournald
ofdChinadAntisCancerdAssociationrdBeijingdInstitutedfordCancerdResearchaL2005aLflaLfkfbfle

3.8

4
RegulatoryLpatternsLanalysisLofLtranscriptionLfactorLbindingLsiteLclusteredLregionsLandL
identificationLofLkeyLgenesLinLendometrialLcancerccLComputationaldanddStructuraldBiotechnologyd
JournalaL2022aLgeaLmfgbmgh

6.8

3 paraSN–oLvnLParallelLvpproachLforLσargebScaleLSimilarityLNetworkL–usioncLCommunicationsdind
ComputerdanddInformationdScienceaL2018aLfjjbfkl 0.3

2 yesignLofLfkLSLrRNvbbasedLOligonucleotideLvrrayLUsingL—roupbspecificLNonbuniqueLProbesLinLσargeL
ScaleLwacteriaLyetectionVcLProgressdindBiochemistrydanddBiophysicsaL2009aLhkaLfegjbfehi

1 vLMetagraphbwasedLModelLforLPredictingLyrugbTargetLInteractionLonL eterogeneousLNetworkcL
LecturedNotesdindComputerdScienceaL2021aLikjbilk 0.9
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