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n Paper IF Citations

73 wMbroadlyMflavivirusMcrossbneutralizingMmonoclonalMantibodyMthatMrecognizesMaMnovelMepitopeMwithinM
theMfusionMloopMofMEMproteincMPLoSiONEaM2011aMlaMefleko 3.7 115

72
RationalMdesignMofMthermostableMvaccinesMbyMengineeredMpeptidebinducedMvirusM
selfbbiomineralizationMunderMphysiologicalMconditionscMProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericaaM2013aMffeaMmlfobgi

11.5 107

71 wMpotentMbroadbspectrumMprotectiveMhumanMmonoclonalMantibodyMcrosslinkingMtwoMhaemagglutininM
monomersMofMinfluenzaMwMviruscMNatureiCommunicationsaM2015aMlaMmmen 17.4 101

70 NeozTIpMneuralMintegrationMofMneighborMinformationMfromMaMheterogeneousMnetworkMforMdiscoveringM
newMdrugbtargetMinteractionscMBioinformaticsaM2019aMhkaMfeibfff 7.2 97

69 IsolationaMidentificationMandMgenomicMcharacterizationMofMtheMwsianMlineageMZikaMvirusMimportedMtoM
yhinacMScienceiChinaiLifeiSciencesaM2016aMkoaMignbhe 8.5 84

68 GenomicMcharacterizationMandMphylogeneticManalysisMofMZikaMvirusMcirculatingMinMtheMwmericascM
Infection,iGeneticsiandiEvolutionaM2016aMihaMihbo 4.5 81

67
GenomicMandMantigenicMcharacterizationMofMtheMnewlyMemergingMyhineseMduckMeggbdropMsyndromeM
flaviviruspMgenomicMcomparisonMwithMTembusuMandMSitiawanMvirusescMJournaliofiGeneraliVirologyaM
2012aMohaMgfknbgfme

4.9 78

66 zevelopmentMofMaMchimericMZikaMvaccineMusingMaMlicensedMlivebattenuatedMflavivirusMvaccineMasM
backbonecMNatureiCommunicationsaM2018aMoaMlmh 17.4 60

65 NovelMcisbactingMelementMwithinMtheMcapsidbcodingMregionMenhancesMflavivirusMviralbRNwMreplicationM
byMregulatingMgenomeMcyclizationcMJournaliofiVirologyaM2013aMnmaMlneibfn 6.6 59

64 ImmunogenicityMandMprotectiveMefficacyMinMmonkeysMofMpurifiedMinactivatedMVerobcellMSwRSMvaccinecM
VaccineaM2006aMgiaMfegnbhi 4.1 57

63 IntegrativeMwnalysisMofMZikaMVirusMGenomeMRNwMStructureMRevealsMyriticalMzeterminantsMofMViralM
InfectivitycMCelliHostiandiMicrobeaM2018aMgiaMnmkbnnlcek 23.4 52

62 wntibodyMdependentMenhancementMinfectionMofMenterovirusMmfMinMvitroMandMinMvivocMVirologyiJournalaM
2011aMnaMfel 6.1 51

61 SevereMdengueMoutbreakMinMYunnanaMyhinaaMgefhcMInternationaliJournaliofiInfectiousiDiseasesaM2014aM
gmaMibl 10.5 47

60 ViralMRNwMswitchMmediatesMtheMdynamicMcontrolMofMflavivirusMreplicaseMrecruitmentMbyMgenomeM
cyclizationcMELifeaM2016aMkaM 8.9 47

59
wMchimericMdengueMvirusMvaccineMusingMJapaneseMencephalitisMvirusMvaccineMstrainMSwfibfibgMasM
backboneMisMimmunogenicMandMprotectiveMagainstMeitherMparentalMvirusMinMmiceMandMnonhumanM
primatescMJournaliofiVirologyaM2013aMnmaMfhloibmek

6.6 43

58 InductionMofMtetravalentMprotectiveMimmunityMagainstMfourMdengueMserotypesMbyMtheMtandemMdomainM
IIIMofMtheMenvelopeMproteincMDNAiandiCelliBiologyaM2007aMglaMhlfbm 3.6 40

57 zevelopmentMofMRTbLwMPMandMrealbtimeMRTbPyRMassaysMforMtheMrapidMdetectionMofMtheMnewMduckM
TembusublikeMxYzMviruscMArchivesiofiVirologyaM2012aMfkmaMggmhbne 2.6 31
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56 yobcirculationMofMtwoMgenotypesMofMdengueMvirusMserotypeMhMinMGuangzhouaMyhinaaMgeeocMVirologyi
JournalaM2012aMoaMfgk 6.1 30

55 yharacterizationMofMbwctingMRNwMElementsMofMZikaMVirusMbyMUsingMaMSelfbSplicingM
RibozymebzependentMInfectiousMylonecMJournaliofiVirologyaM2017aMofaM 6.6 29

54 ParallelMmRNwMandMmicroRNwMprofilingMofMHEVmfbinfectedMhumanMneuroblastomaMcellsMrevealMtheM
upbregulationMofMmiRbfgilMinMassociationMwithMzLGhMrepressioncMPLoSiONEaM2014aMoaMeokgmg 3.7 28

53 RNwMelementsMwithinMtheMkUMuntranslatedMregionMofMtheMWestMNileMvirusMgenomeMareMcriticalMforMRNwM
synthesisMandMvirusMreplicationcMJournaliofiGeneraliVirologyaM2010aMofaMfgfnbgh 4.9 25

52 GlobalMtranscriptomicManalysisMofMhumanMneuroblastomaMcellsMinMresponseMtoMenterovirusMtypeMmfM
infectioncMPLoSiONEaM2013aMnaMelkoin 3.7 25

51 IsolationMandMcharacterizationMofMdengueMvirusMserotypeMgMfromMtheMlargeMdengueMoutbreakMinM
GuangdongaMyhinaMinMgeficMScienceiChinaiLifeiSciencesaM2014aMkmaMffiobkk 8.5 24

50 TranslationalMregulationMbyMtheMhUMuntranslatedMregionMofMtheMdengueMtypeMgMvirusMgenomecMAmericani
JournaliofiTropicaliMedicineiandiHygieneaM2009aMnfaMnfmbgi 3.2 24

49 zevelopmentMandMevaluationMofMaMreverseMtranscriptionbloopbmediatedMisothermalMamplificationM
assayMforMrapidMdetectionMofMenterovirusMmfcMJournaliofiClinicaliMicrobiologyaM2011aMioaMnmebi 9.7 24

48 InductionMofMneutralizingMantibodiesMagainstMfourMserotypesMofMdengueMvirusesMbyMMixxiEzIIIaMaM
tetravalentMdengueMvaccinecMPLoSiONEaM2014aMoaMenlkmh 3.7 22

47 InMvitroMandMinMvivoMcharacterizationMofMaMnewMenterovirusMtypeMmfbspecificMhumanMintravenousM
immunoglobulinMmanufacturedMfromMselectedMplasmaMdonorscMJournaliofiClinicaliVirologyaM2011aMkfaMgilbo14.5 21

46 ypGMoligodeoxynucleotidesMprotectMagainstMtheMgeeoMHfNfMpandemicMinfluenzaMvirusMinfectionMinMaM
murineMmodelcMAntiviraliResearchaM2011aMnoaMfgibl 10.8 21

45 zevelopmentMofMaMrealbtimeMRTbPyRMassayMforMaMnovelMinfluenzaMwMVHfNfWMviruscMJournaliofiVirologicali
MethodsaM2010aMflhaMimebh 2.6 21

44 SimultaneousMinfectionMwithMdengueMgMandMhMvirusesMinMaMyhineseMpatientMreturnMfromMSriMLankacM
JournaliofiClinicaliVirologyaM2005aMhgaMfoibn 14.5 21

43 zevelopmentMandMcharacterizationMofMtheMrepliconMsystemMofMJapaneseMencephalitisMliveMvaccineM
virusMSwfibfibgcMVirologyiJournalaM2013aMfeaMli 6.1 19

42 MachineMLearningMMethodsMforMPredictingMHumanbwdaptiveMInfluenzaMwMVirusesMxasedMonMViralM
NucleotideMyompositionscMMoleculariBiologyiandiEvolutionaM2020aMhmaMfggibfghl 8.3 19

41 SomaticMSFhxfMhotspotMmutationMinMprolactinomascMNatureiCommunicationsaM2020aMffaMgkel 17.4 18

40 wMbispecificMantibodyMeffectivelyMneutralizesMallMfourMserotypesMofMdengueMvirusMbyMsimultaneousM
blockingMvirusMattachmentMandMfusioncMMAbsaM2016aMnaMkmibni 6.6 18

39 zevelopmentMofMreversebtranscriptionMloopbmediatedMisothermalMamplificationMassayMforMrapidM
detectionMofMnovelMavianMinfluenzaMwMVHmNoWMviruscMBMCiMicrobiologyaM2014aMfiaMgmf 4.5 16
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38 RetinoicMacidMinducibleMgenebIMandMmelanomaMdifferentiationbassociatedMgeneMkMareMinducedMbutMnotM
essentialMforMdengueMvirusMinducedMtypeMIMinterferonMresponsecMMoleculariBiologyiReportsaM2011aMhnaMhnlmbmh2.8 16

37 zevelopmentMofManMautomaticMintegratedMgeneMdetectionMsystemMforMnovelMsevereMacuteMrespiratoryM
syndromebrelatedMcoronavirusMVSwRSbyoVgWcMEmergingiMicrobesiandiInfectionsaM2020aMoaMfinobfiol 18.9 15

36 InMvitroMcharacterizationMofMhumanMadenovirusMtypeMkkMinMcomparisonMwithMitsMparentalMadenovirusesaM
typesMffMandMficMPLoSiONEaM2014aMoaMefeellk 3.7 14

35 wMduplexMrealbtimeMRTbPyRMassayMforMdetectingMHkNfMavianMinfluenzaMvirusMandMpandemicMHfNfM
influenzaMviruscMVirologyiJournalaM2010aMmaMffh 6.1 14

34 OccurrenceMandMreassortmentMofMavianMinfluenzaMwMVHmNoWMvirusesMderivedMfromMcoinfectedMbirdsMinM
yhinacMJournaliofiVirologyaM2014aMnnaMfhhiibkf 6.6 13

33 yompleteMgenomeMsequenceMofMaMchikungunyaMvirusMisolatedMinMGuangdongaMyhinacMJournaliofi
VirologyaM2012aMnlaMnoeibk 6.6 13

32 wMgenomeMsequenceMofMnovelMSwRSbyoVMisolatespMtheMgenotypeaMGzbInsgoaMleadsMtoMaMhypothesisMofM
viralMtransmissionMinMSouthMyhinacMGenomics,iProteomicsiandiBioinformaticsaM2003aMfaMfefbm 6.5 13

31 ylinicalMandMimmunologicalMcharacteristicsMofMpatientsMwithMgeeoMpandemicMinfluenzaMwMVHfNfWMvirusM
infectionMafterMvaccinationcMClinicaliInfectiousiDiseasesaM2010aMkfaMfegnbhg 11.6 12

30 EtiologicalMandMepidemiologicalMfeaturesMofMacuteMrespiratoryMinfectionsMinMyhinacMNaturei
CommunicationsaM2021aMfgaMkegl 17.4 12

29 wMnovelMreporterMsystemMforMneutralizingMandMenhancingMantibodyMassayMagainstMdengueMviruscMBMCi
MicrobiologyaM2014aMfiaMii 4.5 11

28 GenomicManalysisMofMHwdVbxfiMisolateMfromMtheMoutbreakMofMfebrileMrespiratoryMinfectionMinMyhinacM
GenomicsaM2013aMfegaMiinbkk 4.3 11

27 wMzNwbbasedMWestMNileMvirusMrepliconMelicitsMhumoralMandMcellularMimmuneMresponsesMinMmicecM
JournaliofiVirologicaliMethodsaM2011aMfmnaMnmboh 2.6 11

26 yompleteMgenomeMsequenceManalysisMofMtickbborneMencephalitisMvirusesMisolatedMinMnortheasternM
yhinacMArchivesiofiVirologyaM2011aMfklaMfinkbn 2.6 11

25 yrossMprotectionMagainstMlethalMWestMNileMvirusMchallengeMinMmiceMimmunizedMwithMrecombinantMEM
proteinMdomainMIIIMofMJapaneseMencephalitisMviruscMImmunologyiLettersaM2011aMfhnaMfklble 4.1 11

24 GenerationMandMcharacterizationMofMaMprotectiveMmouseMmonoclonalMantibodyMagainstMhumanM
enterovirusMmfcMAppliediMicrobiologyiandiBiotechnologyaM2015aMooaMmllhbmf 5.7 10

23 yompleteMgenomeMsequenceMofMaMdengueMvirusMserotypeMiMstrainMisolatedMinMGuangdongaMyhinacM
JournaliofiVirologyaM2012aMnlaMmegfbg 6.6 10

22 IntracellularMdeliveryMofMbiomineralizedMmonoclonalMantibodiesMtoMcombatMviralMinfectioncMChemicali
CommunicationsaM2016aMkgaMfnmobng 5.8 9

21 yompleteMgenomeMsequenceMofMdengueMvirusMserotypeMgMyosmopolitanMgenotypeMstrainMinM
GuangdongaMyhinacMJournaliofiVirologyaM2012aMnlaMfhnenbo 6.6 8
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20 PhylogeneticMandMgeneticMcharacterizationMofMaMgefmMclinicalMisolateMofMHmNoMvirusMinMGuangzhouaM
yhinaMduringMtheMfifthMepidemicMwavecMScienceiChinaiLifeiSciencesaM2017aMleaMfhhfbfhho 8.5 7

19 yharacterizationMofMaMNovelMzengueMSerotypeMiMVirusbSpecificMNeutralizingMEpitopeMonMtheMEnvelopeM
ProteinMzomainMIIIcMPLoSiONEaM2015aMfeaMeefhomif 3.7 7

18 FeaturesMofMEbolaMVirusMziseaseMatMtheMLateMOutbreakMStageMinMSierraMLeonepMylinicalaMVirologicalaM
ImmunologicalaMandMEvolutionaryMwnalysescMJournaliofiInfectiousiDiseasesaM2017aMgfkaMffembfffe 7 6

17 UiMatMtheMhUMUTRMofMPxfMsegmentMofMHkNfMinfluenzaMvirusMpromotesMRNwMpolymeraseMactivityMandM
contributesMtoMviralMpathogenicitycMPLoSiONEaM2014aMoaMeohhll 3.7 6

16 SevereMdengueMdueMtoMsecondaryMzENVbfMinfectionMinMMainlandMyhinacMJournaliofiClinicaliVirologyaM
2013aMkmaMfnibl 14.5 5

15 HomologousMrecombinationMofMZikaMvirusesMinMtheMwmericascMJournaliofiInfectionaM2016aMmhaMnmbn 18.9 5

14 MouseMlungbadaptedMmutationMofMEfoeGMinMhemagglutininMfromMHkNfMinfluenzaMvirusMcontributesMtoM
attenuationMinMmicecMJournaliofiMedicaliVirologyaM2015aMnmaMfnflbgg 19.7 3

13 wnMEfficientMwlgorithmMforMHaplotypeMInferenceMonMPedigreesMwithMaMSmallMNumberMofM
RecombinantscMAlgorithmicaaM2012aMlgaMokfbonf 0.9 2

12 HkNfMinfluenzaMwMvirusMwithMKfohEMandMGggkEMdoubleMmutationsMinMhaemagglutininMisMattenuatedM
andMimmunogenicMinMmicecMJournaliofiGeneraliVirologyaM2015aMolaMgkggbgkhe 4.9 2

11 yompleteMgenomeMsequenceManalysisMofMhumanMechovirusMtypeMheMisolatedMinMyhinacMJournaliofi
VirologyaM2012aMnlaMfhnklbm 6.6 2

10 ReverseMTranscriptionMRecombinaseMPolymeraseMwmplificationMwssaysMforMRapidMzetectionMofM
TickbxorneMEncephalitisMVirusMInfectioncMVirologicaiSinicaaM2019aMhiaMhhnbhif 6.4 1

9 MethylprednisoloneMtreatmentMfailsMtoMprotectMmiceMfromMtheMHkNfMinfluenzaMwMvirusbinducedM
proinflammatoryMresponseMandMmortalitycMJournaliofiInfectionaM2014aMloaMgombo 18.9 1

8 yommunityMtransmissionMofMpandemicMinfluenzaMwMVHfNfWMinMyhinacMInfectioniControliandiHospitali
EpidemiologyaM2010aMhfaMolfbh 2 1

7 zeepMlearningMbasedMonMbiologicallyMinterpretableMgenomeMrepresentationMpredictsMtwoMtypesMofM
humanMadaptationMofMSwRSbyoVbgMvariantsccMBriefingsiiniBioinformaticsaM2022aM 13.4 1

6 zualMRfenKMandMGfnozMMutationsMinMtheMNSfMProteinMofMwdHfNfMInfluenzaMVirusMyounteractMHostM
InnateMImmuneMResponsescMVirusesaM2021aMfhaM 6.2 1

5 yonvolutionalMNeuralMNetworksMxasedMonMSequentialMSpikeMPredictMtheMHighMHumanMwdaptationMofM
SwRSbyoVbgMOmicronMVariantscMVirusesaM2022aMfiaMfemg 6.2 1

4 wnMintegratedMrapidMnucleicMacidMdetectionMassayMbasedMonMrecombinantMpolymeraseMamplificationM
forMSwRSbyoVbgccMVirologicaiSinicaaM2022aM 6.4 0

3 HighMthermostabilityMofMtheMnewlyMemergedMinfluenzaMwMVHmNoWMviruscMJournaliofiInfectionaM2016aMmgaMhohbi18.9 0
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2
wMSensitiveMNanoMLuciferaseMImmuneMyomplexMwssayMSystemMforMHighlyMSensitiveMandMSpecificM
zetectionMofMwntibodiesMwgainstMTickbxorneMEncephalitisMViruscMVector-BorneiandiZoonoticiDiseasesaM
2019aMfoaMhlkbhlo

2.4 0

1 SimultaneousMzetectionMofMSevenMHumanMyoronavirusesMbyMMultiplexMPyRMandMMwLzIbTOFMMScM
CovidaM2022aMgaMkbfm 0
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