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48 yryocÅMMmodelMvalidationMrecommendationsMbasedMonMoutcomesMofMtheMhfgoMÅMzataResourceM
challengedMNaturehMethodsbM2021bMgnbMgklcglj 21.6 22

47
TeresMminorMmuscleMhypertrophyMisMaMnegativeMpredictorMofMoutcomesMafterMreverseMtotalMshoulderM
arthroplastypManMevaluationMofMpreoperativeMmagneticMresonanceMimagingMandMpostoperativeMimplantM
positiondMJournalhofhShoulderhandhElbowhSurgerybM2021bMifbMelilceljk

4.3 0

46 MacromolecularMstructureMdeterminationMusingMXcraysbMneutronsMandMelectronspMrecentM
developmentsMinMPhenixdMActahCrystallographicahSectionhD:hStructuralhBiologybM2019bMmkbMnlgcnmm 5.5 1527

45
xpexbMaMmajorMresistancecnodulationccellMdivisionMtransporterMfromMxurkholderiaMcenocepaciapM
constructMdesignbMcrystallizationMandMpreliminaryMstructuralManalysisdMActahCrystallographicahSectionhFvh
StructuralhBiologyhCommunicationsbM2018bMmjbMmgfcmgl

1.1

44
yhronicMkidneyMdiseaseMpredictsMaMlowerMprobabilityMofMimprovementMinMpatientcreportedMexperienceM
measuresMamongMpatientsMwithMfracturespMaMprospectiveMmulticenterMcohortMstudydMArchiveshofh
OsteoporosisbM2018bMgibMghl

2.9 3

43 TheMinfluenceMofMrenalMdialysisMandMhipMfractureMsitesMonMtheMgfcyearMmortalityMofMelderlyMhipMfractureM
patientspMwMnationwideMpopulationcbasedMobservationalMstudydMMedicinehrUnitedhStatessbM2017bMolbMemlgn 1.8 17

42 yanMIMsolveMmyMstructureMbyMSwzMphasinguMwnomalousMsignalMinMSwzMphasingdMActahCrystallographicah
SectionhD:hStructuralhBiologybM2016bMmhbMijlckn 5.5 26

41 StructuralMbasisMforMzNwMrecognitionMbyMSTwTldMProceedingshofhthehNationalhAcademyhofhScienceshofh
thehUnitedhStateshofhAmericabM2016bMggibMgifgkcgifhf 11.5 26

40
yanMIMsolveMmyMstructureMbyMSwzMphasinguMPlanningManMexperimentbMscalingMdataMandMevaluatingMtheM
usefulManomalousMcorrelationMandManomalousMsignaldMActahCrystallographicahSectionhD:hStructuralh
BiologybM2016bMmhbMikocmj

5.5 23

39 FunctionalMziversityMofMyytotoxicMtRNaseeImmunityMProteinMyomplexesMfromMxurkholderiaM
pseudomalleidMJournalhofhBiologicalhChemistrybM2016bMhogbMgoinmcjff 5.4 23

38 StructureMofMRibosomalMSilencingMFactorMxoundMtoMMycobacteriumMtuberculosisMRibosomedMStructurebM
2015bMhibMgnkncgnlk 5.2 37

37 MechanismMofMtheMRpngicinducedMactivationMofMUchimdMProteinhandhCellbM2014bMkbMlglcif 7.2 22

36 HighMshortctermMandMlongctermMexcessMmortalityMinMgeriatricMpatientsMafterMhipMfracturepMaM
prospectiveMcohortMstudyMinMTaiwandMBMChMusculoskeletalhDisordersbM2014bMgkbMgkg 2.8 16

35 StructuralManalysisMofMasparaginylMendopeptidaseMrevealsMtheMactivationMmechanismMandMaMreversibleM
intermediateMmaturationMstagedMCellhResearchbM2014bMhjbMijjckn 24.7 66

34 SubfamilycspecificMadaptationsMinMtheMstructuresMofMtwoMpenicillincbindingMproteinsMfromM
MycobacteriumMtuberculosisdMPLoShONEbM2014bMobMegglhjo 3.7 4

33 HipMfractureMriskMassessmentpMartificialMneuralMnetworkMoutperformsMconditionalMlogisticMregressionM
inManMagecMandMsexcmatchedMcaseMcontrolMstudydMBMChMusculoskeletalhDisordersbM2013bMgjbMhfm 2.8 13

32 yrystalMstructureMofMwcrxMcomplexedMwithMlinezolidMatMidkMˆ�MresolutiondMJournalhofhStructuralhandh
FunctionalhGenomicsbM2013bMgjbMmgck 32
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31 StructuralMbasisMforMterminationMofMwIMhcmediatedMsignalingMbyMphfhdMCellhResearchbM2013bMhibMnkkcn 24.7 30

30 ModelMmorphingMandMsequenceMassignmentMafterMmolecularMreplacementdMActahCrystallographicah
SectionhD:hBiologicalhCrystallographybM2013bMlobMhhjjckf 24

29 SplitMgreenMfluorescentMproteinMasMaMmodularMbindingMpartnerMforMproteinMcrystallizationdMActah
CrystallographicahSectionhD:hBiologicalhCrystallographybM2013bMlobMhkgichi 24

28 TimeMorientationMandMvisualMconstructionMsubdomainsMofMtheMMMSÅMasMindependentMriskMfactorsMforM
hipMfracturesdMOrthopedicsbM2013bMilbMenlocml 1.5 5

27 ScSwzMphasingMstudyMofMdeathMreceptorMlMandMitsMsolutionMconformationMrevealedMbyMSwXSdMActah
CrystallographicahSectionhD:hBiologicalhCrystallographybM2012bMlnbMkhgcif 22

26 ImprovedMcrystallographicMmodelsMthroughMiteratedMlocalMdensitycguidedMmodelMdeformationMandM
reciprocalcspaceMrefinementdMActahCrystallographicahSectionhD:hBiologicalhCrystallographybM2012bMlnbMnlgcmf 33

25 ÅnhancementMofMcrystallizationMwithMnucleotideMligandsMidentifiedMbyMdyecligandMaffinityM
chromatographydMJournalhofhStructuralhandhFunctionalhGenomicsbM2012bMgibMmgco 4

24 TheMPhenixMsoftwareMforMautomatedMdeterminationMofMmacromolecularMstructuresdMMethodsbM2011bM
kkbMojcgfl 4.6 580

23 LovastatinMpromotesMredifferentiationMofMhumanMnucleusMpulposusMcellsMduringMexpansionMinM
monolayerMculturedMArtificialhOrgansbM2011bMikbMjggcl 2.6 14

22 TheMTxMStructuralMGenomicsMyonsortiumpMaMdecadeMofMprogressdMTuberculosisbM2011bMogbMgkkcmh 2.6 33

21 wnMextracellularMdisulfideMbondMformingMproteinMXzsbFYMfromMMycobacteriumMtuberculosispM
structuralbMbiochemicalbMandMgeneMexpressionManalysisdMJournalhofhMolecularhBiologybM2010bMiolbMghggchl 6.5 20

20 PHÅNIXpMaMcomprehensiveMPythoncbasedMsystemMforMmacromolecularMstructureMsolutiondMActah
CrystallographicahSectionhD:hBiologicalhCrystallographybM2010bMllbMhgichg 16067

19 StructureMofMRvgnjnMXUrewYbMtheMMycobacteriumMtuberculosisMureaseMgammaMsubunitdMActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsbM2010bMllbMmngcl 10

18
wnalysisMofMnucleosidecbindingMproteinsMbyMligandcspecificMelutionMfromMdyeMresinpMapplicationMtoM
MycobacteriumMtuberculosisMaldehydeMdehydrogenasesdMJournalhofhStructuralhandhFunctionalh
GenomicsbM2009bMgfbMhogcifg

11

17
StructureMofMThermotogaMmaritimaMTMfjiopMimplicationsMforMtheMmechanismMofMbacterialMGntRM
transcriptionMregulatorsMwithMZnhacbindingMFyzMdomainsdMActahCrystallographicahSectionhD:h
BiologicalhCrystallographybM2009bMlkbMiklclk

28

16 zecisioncmakingMinMstructureMsolutionMusingMxayesianMestimatesMofMmapMqualitypMtheMPHÅNIXMwutoSolM
wizarddMActahCrystallographicahSectionhD:hBiologicalhCrystallographybM2009bMlkbMknhclfg 657

15 StructureMandMfunctionMofMxacillusMsubtilisMYphPbMaMprokaryoticMdisulfideMisomeraseMwithMaMyXyM
catalyticMmotifdMBiochemistrybM2009bMjnbMnlljcmg 3.2 35

14 ProteinMproductionMandMpurificationdMNaturehMethodsbM2008bMkbMgikcjl 21.6 655

(2008-2013)

3



13 IterativeMmodelMbuildingbMstructureMrefinementMandMdensityMmodificationMwithMtheMPHÅNIXMwutoxuildM
wizarddMActahCrystallographicahSectionhD:hBiologicalhCrystallographybM2008bMljbMlgco 1042

12 IterativecbuildMOMITMmapspMmapMimprovementMbyMiterativeMmodelMbuildingMandMrefinementMwithoutM
modelMbiasdMActahCrystallographicahSectionhD:hBiologicalhCrystallographybM2008bMljbMkgkchj 130

11 wutomatedMstructureMsolutionMwithMtheMPHÅNIXMsuitedMMethodshinhMolecularhBiologybM2008bMjhlbMjgocik 1.4 421

10 zomainMorientationMinMtheMinactiveMresponseMregulatorMMycobacteriumMtuberculosisMMtrwMprovidesMaM
barrierMtoMactivationdMBiochemistrybM2007bMjlbMlmiicji 3.2 64

9 InterpretationMofMensemblesMcreatedMbyMmultipleMiterativeMrebuildingMofMmacromolecularMmodelsdM
ActahCrystallographicahSectionhD:hBiologicalhCrystallographybM2007bMlibMkomclgf 56

8 wutomatedMstructureMdeterminationMwithMphenixdMNATOhSciencehSerieshSerieshIIvhMathematicsvhPhysicsh
andhChemistrybM2007bMgfgcgfo 2

7
wnMautomatedMhighcthroughputMscreeningMmethodMforMtheMidentificationMofMhighcyieldbMsolubleM
proteinMvariantsMusingMcellcfreeMexpressionMandMsystematicMtruncationdMJournalhofhStructuralhandh
FunctionalhGenomicsbM2006bMmbMgiocjm

5

6 FunctionalMandMstructuralMcharacterizationMofMaMthiolMperoxidaseMfromMMycobacteriumMtuberculosisdM
JournalhofhMolecularhBiologybM2006bMilgbMnkfcli 6.5 39

5 StructureMofMMycobacteriumMtuberculosisMRuvwbMaMproteinMinvolvedMinMrecombinationdMActah
CrystallographicahSectionhF:hStructuralhBiologyhCommunicationsbM2006bMlhbMmigcj 11

4 yrystalMstructureMofMaMputativeMpyridoxineMkUcphosphateMoxidaseMXRvhlfmYMfromMMycobacteriumM
tuberculosisdMProteins:hStructurevhFunctionhandhBioinformaticsbM2006bMlhbMklico 4.2 18

3 yrystalMStructureMofMwhpÅMfromMMycobacteriumMtuberculosisbMaMgcyysMperoxiredoxindMJournalhofh
MolecularhBiologybM2005bMijlbMgfikcjl 6.5 70

2 RecentMdevelopmentsMinMtheMPHÅNIXMsoftwareMforMautomatedMcrystallographicMstructureM
determinationdMJournalhofhSynchrotronhRadiationbM2004bMggbMkick 2.4 273

1 PHÅNIXpMbuildingMnewMsoftwareMforMautomatedMcrystallographicMstructureMdeterminationdMActah
CrystallographicahSectionhD:hBiologicalhCrystallographybM2002bMknbMgojnckj 3477
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