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A homozygous deletion in the SLC19A1 gene as a cause of folate-dependent recurrent megaloblastic
anemia. Blood, 2020, 135, 2427-2431.

Single-Cell Profiling of Signal Transduction Pathways in Pediatric T-Cell Acute Lymphoblastic
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High-resolution Antibody Array Analysis of Childhood Acute Leukemia Cells. Molecular and Cellular

Proteomics, 2016, 15, 1246-1261.

GNB1 K89M Drives TKI Resistance in ETV6-ABL1-Positive Leukemia. Blood, 2016, 128, 751-751. 1.4 0
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