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Genetic analysis of over 1 million people identifies 535 new loci associated with blood pressure traits.
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HDL Cholesterol, LDL Cholesterol, and Triglycerides as Risk Factors for CKD: A Mendelian
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Prioritization of candidate causal genes for asthma in susceptibility loci derived from UK Biobank.
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Fatty Liver Disease. Metabolites, 2022, 12, 440.
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PALMD as a novel target for calcific aortic valve stenosis. Current Opinion in Cardiology, 2019, 34,
105-111.

Genome-wide chromatin contacts of super-enhancer-associated IncRNA identify LINCO1013 as a

26 regulator of fibrosis in the aortic valve. PLoS Genetics, 2022, 18, e1010010.

3.5 6
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