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i Paper IF Citations

348 pKNovelKWaterXαolubleKre[KuullereneXqasedKNanoXälatformKtnhancesKtfficiencyKofKpnticancerK
rhemotherapyK2022WKdhXhb

347
TowardKZeroKVarianceKinKäroteomicsKαampleKäreparationiKäositiveXäressureKupαäKinKheXWellKuormatK
SäuheTKtnablesKwighlyKüeproducibleWKTimeXKandKrostXtfficientKpnalysisKofKαampleKrohortsYYKJournalV
ofVProteomeVResearchWK2022WKa]WK]]g]X]]gg

5.6 2

346 przübKregulatesKplateletKactivationKandKischemiaXreperfusionKtissueKinjuryYYKNatureVCommunications
WK2022WK]bWK]gab 17.4 0

345 risplatinXxnducedKüeproductiveKToxicityKandKÜxidativeKαtressiKpmeliorativeKtffectKofKzinetinYK
AntioxidantsWK2022WK]]WKgeb 7.1 1

344 αcaffoldKαearchingKofKuspKandKt pXppprovedKsrugsKxdentifiesK–eadKrandidatesKforKsrugK
üepurposingKinKplzheimerRsKsiseaseYKFrontiersVinVChemistryWK2021WKhWKfbed[h 5 1

343 pntibodyKligationKofKrtprp ]WKrtprp bWKandKrtprp eWKdifferentiallyKenhanceKtheKcytokineK
releaseKofKhumanKneutrophilsKinKresponsesKtoKrandidaKalbicansYKCellularVImmunologyWK2021WKbf]WK][ccdh 4.4

342 pnKxnKVitroKandKxnKαilicoKαtudyKofKtheKtnhancedKpntiproliferativeKandKäroXÜxidantKäotentialKofK–YKcvYK
prbosanaK–eafKtxtractKviaKtlasticKNanovesiclesKSαpanlasticsTYYKAntioxidantsWK2021WK][WK 7.1 1

341 zlimapflanzenKundKbiologischeKWegeKzuKnegativenKzohlendioxidemissionenYKBioSpektrumWK2021WKafWKfehXffa0.1

340 plveolarKüegenerationKinKrÜVxsX]hKäatientsiKpKNetworkKäerspectiveYKInternationalVJournalVofV
MolecularVSciencesWK2021WKaaWK 6.3 2

339 TopologicalKpnalysisKofKtheKrarbonXroncentratingKrtTrwKrycleKandKaKähotorespiratoryKqypassK
üevealsKqoostedKrÜXαequestrationKbyKälantsYKFrontiersVinVBioengineeringVandVBiotechnologyWK2021WKhWKf[gc]f5.8 2

338
äopulationXäredictedK wrKrlassKxxKtpitopeKäresentationKofKαpüαXroVXaKαtructuralKäroteinsK
rorrelatesKtoKtheKraseKuatalityKüatesKofKrÜVxsX]hKinKsifferentKrountriesYKInternationalVJournalVofV
MolecularVSciencesWK2021WKaaWK

6.3 4

337  odelingKofKstringentXresponseKreflectsKnutrientKstressKinducedKgrowthKimpairmentKandKessentialK
aminoKacidsKinKdifferentKαtaphylococcusKaureusKmutantsYKScientificVReportsWK2021WK]]WKhed] 4.9

336 sesignWKαynthesisWKandKpnticancerKαcreeningKforKüepurposedKäyrazolo[bWcXd]pyrimidineKserivativesK
onKuourK ammalianKrancerKrellK–inesYKMoleculesWK2021WKaeWK 4.8 2

335 ühopZrdccaKsignalingKdrivesKcytoplasmicKmaturationKbutKnotKendomitosisKinKmegakaryocytesYKCellV
ReportsWK2021WKbdWK][h][a 10.6 1

334 üapidKproliferationKdueKtoKbetterKmetabolicKadaptationKresultsKinKfullKvirulenceKofKaK
filamentXdeficientKrandidaKalbicansKstrainYKNatureVCommunicationsWK2021WK]aWKbghh 17.4 10

333 pKsystemsXbiologyKmodelKofKtheKtumorKnecrosisKfactorKSTNuTKinteractionsKwithKTNuKreceptorK]KandKaYK
BioinformaticsWK2021WKbfWKeehXefe 7.2 2

332  agischeKüNpK2021WKafXbg
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331 sesignXärinzipienKeinerKZelleK2021WK]ddX]f[

330 WieKistKunserKeigenesWKextremKleistungsfˆ⁄higesKvehirnKaufgebautnK2021WKab]Xaca

329 –ebenKerfindetKimmerKneueKtbenenKderKαpracheK2021WK]ghXa]c

328 αtoffwechselKmodellierenKundKneueKpntibiotikaKfindenK2021WKd]Xe[

327 –ˆ¶sungenKzuKdenKˆ�bungsaufgabenK2021WKbb]Xbfg

326 zomplexeKαystemeKverhaltenKsichKgrundsˆ⁄tzlichKˆ⁄hnlichK2021WK]]dX]bd

325 αignalkaskadenKdurchK essenKderKkodiertenKxnformationKbesserKverstehenK2021WKhbX][]

324 qioinformatikKverbindetKdasK–ebenKmitKdemKUniversumKundKdemKganzenKüestK2021WKacbXae]

323 pnKtbolaWKhumanKproteinKinteractionKcensusKrevealsKaKconservedKhumanKproteinKclusterKtargetedKbyK
variousKhumanKpathogensYKComputationalVandVStructuralVBiotechnologyVJournalWK2021WK]hWKdahaXdb[g 6.8 1

322 αystembiologieKundKzrankheitsursachenKaufdeckenK2021WKe]Xg[

321 tvolutionKmitKdemKromputerKbesserKvergleichenK2021WK]bfX]db

320 venomeKâ��KmolekulareK–andkartenKvonK–ebewesenK2021WKbhXd[

319  odulatoryKandKToxicologicalKäerspectivesKonKtheKtffectsKofKtheKαmallK oleculeKzinetinYKMoleculesWK
2021WKaeWK 4.8 4

318 pnKoptimizedKgeneticallyKencodedKdualKreporterKforKsimultaneousKratioKimagingKofKraKandKwKrevealsK
newKinsightsKintoKionKsignalingKinKplantsYKNewVPhytologistWK2021WKab[WKaahaXab][ 9.8 13

317 pnKeffectiveKmodelKofKendogenousKclocksKandKexternalKstimuliKdeterminingKcircadianKrhythmsYK
ScientificVReportsWK2021WK]]WK]e]ed 4.9 0

316 WirKkˆ¶nnenKˆ…berKunsKnachdenkenKâ��KderKromputerKnichtK2021WKa]dXaah

315  odelingKxmmuneKsynamicsKinKälantsKUsingKyx tNpXäackageYKMethodsVinVMolecularVBiologyWK2021WK
abagWK]gbX]gh 1.4 0

314 äathogenKandKwostXäathogenKäroteinKxnteractionsKärovideKaKzeyKtoKxdentifyKNovelKsrugKTargetsK
2021WKdcbXddb 1

(2021-2021)
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313 roxqaseiKanKÜnlineKälatformKforKtpidemiologicalKαurveillanceWKVisualizationWKpnalysisWKandKTypingKofK
roxiellaKburnetiiKvenomicKαequencesYYKMSystemsWK2021WKeWKe[[c[ba] 7.6 1

312
xnfluenceKofKbreastKcancerKriskKfactorsKonKproliferationKandKsNpKdamageKinKhumanKbreastKglandularK
tissuesiKroleKofKintracellularKestrogenKlevelsWKoxidativeKstressKandKestrogenKbiotransformationYYK
ArchivesVofVToxicologyWK2021WKheWKefb

5.8 0

311 romparisonKofKtheKcentralKhumanKandKmouseKplateletKsignalingKcascadeKbyKsystemsKbiologicalK
analysisYKBMCVGenomicsWK2020WKa]WKghf 4.5 4

310  odelingKofKshotgunKsequencingKofKsNpKplasmidsKusingKexperimentalKandKtheoreticalKapproachesYK
BMCVBioinformaticsWK2020WKa]WK]ba 3.6 1

309 venomeXwideKinferenceKofKtheKramponotusKfloridanusKproteinXproteinKinteractionKnetworkKusingK
homologousKmappingKandKinteractingKdomainKprofileKpairsYKScientificVReportsWK2020WK][WKabbc 4.9 4

308 selayingKmemoryKdeclineiKdifferentKoptionsKandKemergingKsolutionsYKTranslationalVPsychiatryWK2020WK
][WK]b 8.6 7

307 αyntheticKüewiringKofKälantKrÜKαequestrationKvalvanizesKälantKqiomassKäroductionYKTrendsVinV
BiotechnologyWK2020WKbgWKbdcXbdh 15.1 8

306 xntegrativeKfunctionalKgenomicsKdecodesKherpesKsimplexKvirusK]YKNatureVCommunicationsWK2020WK]]WKa[bg17.4 23

305  odularKmicroXphysiologicalKhumanKtumorZtissueKmodelsKbasedKonKdecellularizedKtissueKforK
improvedKpreclinicalKtestingYKALTEXwVAlternativesVToVAnimalVExperimentationWK2020WKbgWKaghXb[e 4.3 0

304 rhagasKsiseaseiKsetectionKofKbyKaKNewWKwighXαpecificKüealKTimeKärüYKJournalVofVClinicalVMedicineWK
2020WKhWK 5.1 3

303 NovelKppproachKforKrharacterizingKäropofolKqindingKpffinitiesKtoKαerumKplbuminsKfromKsifferentK
αpeciesYKACSVOmegaWK2020WKdWKaddcbXaddd] 3.9 7

302 qacterialKαhootKppicalK eristemKxnoculationKpssayYKMethodsVinVMolecularVBiologyWK2020WKa[hcWK]fXaa 1.4

301  olecularK odelingKofKtheKxnteractionKqetweenKαtemKrellKäeptideKandKxmmuneKüeceptorKinKälantsYK
MethodsVinVMolecularVBiologyWK2020WKa[hcWKefXff 1.4

300  appingKaKTranscriptomeXvuidedKprabidopsisKαp KxnteractomeYKMethodsVinVMolecularVBiologyWK2020
WKa[hcWK]]bX]]g 1.4

299 xntegratedKstructuralKandKfunctionalKanalysisKofKtheKprotectiveKeffectsKofKkinetinKagainstKoxidativeK
stressKinKmammalianKcellularKsystemsYKScientificVReportsWK2020WK][WK]bbb[ 4.9 7

298 xnKsilicoKsignalingKmodelingKtoKunderstandKcancerKpathwaysKandKtreatmentKresponsesYKBriefingsVinV
BioinformaticsWK2020WKa]WK]]]dX]]]f 13.4 3

297 pKcomprehensiveKmethodKprotocolKforKannotationKandKintegratedKfunctionalKunderstandingKofK
lncüNpsYKBriefingsVinVBioinformaticsWK2020WKa]WK]bh]X]bhe 13.4 3

296 älateletKglycoproteinKVxKpromotesKmetastasisKthroughKinteractionKwithKcancerKcellXderivedK
galectinXbYKBloodWK2020WK]bdWK]]ceX]]e[ 2.2 38
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295 wowKtoKαteerKandKrontrolKtüzKandKtheKtüzKαignalingKrascadeKtxemplifiedKbyK–ookingKatKrardiacK
xnsufficiencyYKInternationalVJournalVofVMolecularVSciencesWK2019WKa[WK 6.3 6

294 VacciniaKvirusKinjectedKhumanKtumorsiKoncolyticKvirusKefficiencyKpredictedKbyKantigenKprofilingK
analysisKfittedKbooleanKmodelsYKBioengineeredWK2019WK][WK]h[X]he 5.7 4

293 rhallengedKbyKwumanKsendriticKrellsiK etabolicKandKüegulatoryKäathwayKüesponsesKTestifyKaKTightK
qattleYKFrontiersVinVCellularVandVInfectionVMicrobiologyWK2019WKhWK]eg 5.9 10

292 pnalyzingKpharmacologicalKinterventionKpointsiKpKmethodKtoKcalculateKexternalKstimuliKtoKswitchK
betweenKsteadyKstatesKinKregulatoryKnetworksYKPLoSVComputationalVBiologyWK2019WK]dWKe][[f[fd 5 3

291 romplexationKwithKrKuullereneKxncreasesKsoxorubicinKtfficiencyKagainstK–eukemicKrellsKxnKVitroYK
NanoscaleVResearchVLettersWK2019WK]cWKe] 5 18

290 rYKelegansKproteinKinteractionKnetworkKanalysisKprobesKüNpiKvalidatedKproXlongevityKeffectKofKnhrXeWK
aKhumanKhomologKofKtumorKsuppressorKNrca]YKScientificVReportsWK2019WKhWK]df]] 4.9 6

289
romprehensiveKuluxK odelingKofKäroteomeKandKqüTXärüKsataKxndicateKqiphasicK etabolicK
sifferencesKqetweenKtlementaryKqodiesKandKüeticulateKqodiesKsuringKxnfectionYKFrontiersVinV
MicrobiologyWK2019WK][WKabd[

5.7 9

288 αynergyKofKrhemoXKandKähotodynamicKTherapiesKwithKrKuullereneXsoxorubicinKNanocomplexYK
NanomaterialsWK2019WKhWK 5.4 18

287 rKuullereneKasKanKtffectiveKNanoplatformKofKplkaloidKqerberineKseliveryKintoK–eukemicKrellsYK
PharmaceuticsWK2019WK]]WK 6.4 21

286 tugenolKtxertsKppoptoticKtffectKandK odulatesKtheKαensitivityKofKwe–aKrellsKtoKrisplatinKandK
üadiationYKMoleculesWK2019WKacWK 4.8 23

285 üationalKsrugKsesignKofKpxlKTyrosineKzinaseKTypeKxKxnhibitorsKasKäromisingKrandidatesKpgainstK
rancerYKFrontiersVinVChemistryWK2019WKfWKha[ 5 6

284 ronnectingKrancerKäathwaysKtoKTumorKtnginesiKpKαtratificationKToolKforKrolorectalKrancerK
rombiningKwumanKxnKVitroKTissueK odelsKwithKqooleanKxnKαilicoK odelsYKCancersWK2019WK]aWK 6.6 6

283 TheKNewKveneticK–andscapeKofKrushingRsKsiseaseiKseubiquitinasesKinKtheKαpotlightYKCancersWK2019WK
]]WK 6.6 15

282 uunctionalKgenomicsKidentifiesKp äsaKasKaKnewKprognosticKmarkerKforKundifferentiatedK
pleomorphicKsarcomaYKInternationalVJournalVofVCancerWK2019WK]ccWKgdhXgef 7.5 6

281 pKnewKtripleKsystemKsNpXNanosilverXqerberineKforKcancerKtherapyYKAppliedVNanoscienceV
dSwitzerlandeWK2019WKhWKhcdXhde 3.3 6

280 äroteomicsKofKronidiaXcontainingKähagolysosomesKxdentifiesKärocessesKvoverningKxmmuneKtvasionYK
MolecularVandVCellularVProteomicsWK2018WK]fWK][gcX][he 7.6 18

279 TheKrytokininXpctivatingK–ÜvXuamilyKäroteinsKpreKNotK–ysineKsecarboxylasesYKTrendsVinVBiochemicalV
SciencesWK2018WKcbWKabaXabe 10.3 6

278 rKfullereneKaccumulationKinKhumanKleukemicKcellsKandKperspectivesKofK–tsXmediatedKphotodynamicK
therapyYKFreeVRadicalVBiologyVandVMedicineWK2018WK]acWKb]hXbaf 7.8 33

(2018-2019)
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277 ÜmicsKandKbioinformaticsKappliedKtoKvaccineKdevelopmentKagainstKqorreliaYKMolecularVOmicsWK2018WK
]cWKbb[Xbc[ 4.4 8

276  etaXplignmentiKrombiningKαequenceKplignersKforKqetterKüesultsYKLectureVNotesVinVComputerV
ScienceWK2018WKbhdXc[c 0.9

275 qioinformaticsKinK–eishmaniaKsrugKsesignK2018WKahfXb]f

274 xdentificationKofKpntifungalKTargetsKqasedKonKromputerK odelingYKJournalVofVFungiVdBaselhV
SwitzerlandeWK2018WKcWK 5.6 10

273 wä–rXtαxX αKmethodKforKrKfullereneKmitochondrialKcontentKquantificationYKDataVinVBriefWK2018WK]hWKa[cfXa[da1.2 7

272 pnKopenKsourceKtoolKforKautomaticKspatiotemporalKassessmentKofKcalciumKtransientsKandKlocalK
RsignalXcloseXtoXnoiseRKactivityKinKcalciumKimagingKdataYKPLoSVComputationalVBiologyWK2018WK]cWKe][[e[dc 5 15

271 Tüä fKzinaseKrontrolsKralciumKüesponsesKinKprterialKThrombosisKandKαtrokeKinK iceYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2018WKbgWKbccXbda 9.4 26

270 αystemsKqiologyKpnalysisKtoKUnderstandKüegulatoryKmiüNpKNetworksKinK–ungKrancerYKMethodsVinV
MolecularVBiologyWK2018WK]g]hWKabdXacf 1.4 5

269 putomatedKclassificationKofKsynapticKvesiclesKinKelectronKtomogramsKofKrYKelegansKusingKmachineK
learningYKPLoSVONEWK2018WK]bWKe[a[dbcg 3.7 4

268
tvaluationKofKpspergillusKandK ucoralesKspecificKTXcellsKandKperipheralKbloodKmononuclearKcellK
cytokineKsignaturesKasKbiomarkersKofKenvironmentalKmoldKexposureYKInternationalVJournalVofV
MedicalVMicrobiologyWK2018WKb[gWK][]gX][ae

3.7 7

267 NanocelluloseiKpKNewK ultifunctionalKToolKforKüNpKαystemsKqiologyKüesearchYKRNAVTechnologiesWK
2018WKbfbXc[] 0.2

266 pKcombinedKtissueXengineeredZin´ silicoKsignatureKtoolKpatientKstratificationKinKlungKcancerYK
MolecularVOncologyWK2018WK]aWK]aecX]agd 7.9 7

265 xnKαilicoKsesignedKpxlKüeceptorKqlockingKsrugKrandidatesKpgainstKZikaKVirusKxnfectionYKACSVOmegaWK
2018WKbWKdag]Xdah[ 3.9 11

264
pKαystemsKqiologyK ethodologyKrombiningKTranscriptomeKandKxnteractomeKsatasetsKtoKpssessKtheK
xmplicationsKofKrytokininKαignalingKforKälantKxmmuneKNetworksYKMethodsVinVMolecularVBiologyWK2017WK
]dehWK]edX]fb

1.4 2

263 üeconstructionKofKanKxmmuneKsynamicK odelKtoKαimulateKtheKrontrastingKüoleKofKpuxinKandK
rytokininKinKälantKxmmunityYKMethodsVinVMolecularVBiologyWK2017WK]dehWKgbXha 1.4 1

262
xnfluenceKofKälateletXrichKälasmaKonKtheKimmuneKresponseKofKhumanKmonocyteXderivedKdendriticK
cellsKandKmacrophagesKstimulatedKwithKpspergillusKfumigatusYKInternationalVJournalVofVMedicalV
MicrobiologyWK2017WKb[fWKhdX][f

3.7 17

261 ÜptimalityKprinciplesKrevealKaKcomplexKinterplayKofKintermediateKtoxicityKandKkineticKefficiencyKinK
theKregulationKofKprokaryoticKmetabolismYKPLoSVComputationalVBiologyWK2017WK]bWKe][[dbf] 5 13

260  icroüNpXa]KversusKmicroüNpXbciK–ungKcancerKpromotingKandKinhibitoryKmicroüNpsKanalysedKinK
silicoKandKinKvitroKandKtheirKclinicalKimpactYKTumorVBiologyWK2017WKbhWK][][cagb]ff[ecb[ 2.9 12
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259 älantXäathogenK aneuveringKoverKppoplasticKαugarsYKTrendsVinVPlantVScienceWK2017WKaaWKfc[Xfcb 13.1 20

258  ucoralesKsporesKinduceKaKproinflammatoryKcytokineKresponseKinKhumanKmononuclearKphagocytesK
andKharborKnoKrodletKhydrophobinsYKVirulenceWK2017WKgWK]f[gX]f]g 4.7 14

257  odellingKtheKhostXpathogenKinteractionsKofKmacrophagesKandKusingKvameKTheoryKandKdynamicK
optimizationYKJournalVofVtheVRoyalVSocietyVInterfaceWK2017WK]cWK 4.1 12

256 TranscriptomicKbufferingKofKcrypticKgeneticKvariationKcontributesKtoKmeningococcalKvirulenceYKBMCV
GenomicsWK2017WK]gWKaga 4.5 11

255 uxyxK acroKbsKpüTKVeαtlecTiKbsKputomatedKüeconstructionKToolKforKVesicleKαtructuresKofKtlectronK
TomogramsYKPLoSVComputationalVBiologyWK2017WK]bWKe][[db]f 5 8

254 zomplexeKαystemeKverhaltenKsichKgrundsˆ⁄tzlichKˆ⁄hnlichK2017WK][fX]ah

253 qioinformatikKverbindetKdasK–ebenKmitKdemKUniversumKundKdemKganzenKüestK2017WKaadXac]

252 WirKkˆ¶nnenKˆ…berKunsKnachdenkenKâ��KderKromputerKnichtK2017WKa[bXa]a

251 αignalkaskadenKdurchK essenKderKkodiertenKxnformationKbesserKverstehenK2017WKghXhd

250 WieKistKunserKeigenesWKextremKleistungsfˆ⁄higesKvehirnKaufgebautnK2017WKa]bXaac

249 αtoffwechselKmodellierenKundKneueKpntibiotikaKfindenK2017WKcfXdd

248 –ˆ¶sungenKzuKdenKˆ�bungsaufgabenK2017WKb[fXbd[

247 tvolutionKmitKdemKromputerKbesserKvergleichenK2017WK]b]X]ce

246  agischeKüNpK2017WKadXbd

245 αystembiologieKundKzrankheitsursachenKaufdeckenK2017WKdfXfd

244 sesignXärinzipienKeinerKZelleK2017WK]cfX]e[

243 xmprovingKüeXannotationKofKpnnotatedKtukaryoticKvenomesK2016WK]f]X]hd 2

242 pKrombinedKbsKTissueKtngineeredKxnKVitroZxnKαilicoK–ungKTumorK odelKforKäredictingKsrugK
tffectivenessKinKαpecificK utationalKqackgroundsYKJournalVofVVisualizedVExperimentsWK2016WKedbggd 1.6 16

(2016-2017)
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241 TheKdrugXmindedKproteinKinteractionKdatabaseKSsrumäxsTKforKefficientKtargetKanalysisKandKdrugK
developmentYKDatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2016WKa[]eWK 5 17

240 pnalyzingKtüzK]ZaKsignallingKandKtargetsYKMolecularVBioSystemsWK2016WK]aWKacbeXce 16

239 –ongKnoncodingKüNpKrhastKpromotesKcardiacKremodelingYKScienceVTranslationalVMedicineWK2016WKgWKbaeraaa17.5 250

238 üevisitingKadultKneurogenesisKandKtheKroleKofKerythropoietinKforKneuronalKandKoligodendroglialK
differentiationKinKtheKhippocampusYKMolecularVPsychiatryWK2016WKa]WK]fdaX]fef 15.1 55

237 NonXrodingKüNpsKinK–ungKranceriKrontributionKofKqioinformaticsKpnalysisKtoKtheKsevelopmentKofK
NonXxnvasiveKsiagnosticKToolsYKGenesWK2016WKgWK 4.2 20

236 TheKälantKwormoneKrytokininKronfersKärotectionKagainstKÜxidativeKαtressKinK ammalianKrellsYKPLoSV
ONEWK2016WK]]WKe[]egbge 3.7 25

235 αystematicKxdentificationKofKpntiXuungalKsrugKTargetsKbyKaK etabolicKNetworkKppproachYKFrontiersV
inVMolecularVBiosciencesWK2016WKbWKaa 5.6 33

234 pKäroteomeKÜverviewiKαharedKandKαpecificKäroteinsKandKäroteinKromplexesKfromKüepresentativeK
αtrainsKofKpllKThreeKrladesYKProteomesWK2016WKcWK 4.6 7

233  iningKbiomedicalKimagesKtowardsKvaluableKinformationKretrievalKinKbiomedicalKandKlifeKsciencesYK
DatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2016WKa[]eWK 5 15

232 vNpTYiKÜptimizedKNvαKVariantKrallingKandKroverageKpnalysisYKLectureVNotesVinVComputerVScienceWK
2016WKcceXcdc 0.9

231 pnKantibioticKtargetKrankingKandKprioritizationKpipelineKcombiningKsequenceWKstructureKandK
networkXbasedKapproachesKexemplifiedKforKαerratiaKmarcescensYKGeneWK2016WKdh]WKaegXafg 3.8 13

230 ronvergenceKbehaviourKandKrontrolKinKNonX–inearKqiologicalKNetworksYKScientificVReportsWK2015WKdWKhfce 4.9 14

229 TheKnexusKbetweenKgrowthKandKdefenceKsignallingiKauxinKandKcytokininKmodulateKplantKimmuneK
responseKpathwaysYKJournalVofVExperimentalVBotanyWK2015WKeeWKcggdXhe 7 94

228 ppplicationKofKqiotechnologyKandKqioinformaticsKToolsKinKälantâ��uungusKxnteractionsK2015WKchXec

227 –ÜNt–YXvUYKznocksKtveryKsooriKrrosskingdomK icrobialKäathogenesisYKTrendsVinVPlantVScienceWK
2015WKa[WKfg]Xfgb 13.1 12

226 qioinformaticsKofKcardiovascularKmiüNpKbiologyYKJournalVofVMolecularVandVCellularVCardiologyWK2015WK
ghWKbX][ 5.8 15

225 –ipidXäroiKaKcomputationalKlipidKidentificationKsolutionKforKuntargetedKlipidomicsKonK
dataXindependentKacquisitionKtandemKmassKspectrometryKplatformsYKBioinformaticsWK2015WKb]WK]]d[Xb 7.2 24

224 sevelopmentKofK–ongKNoncodingKüNpXqasedKαtrategiesKtoK odulateKTissueKVascularizationYK
JournalVofVtheVAmericanVCollegeVofVCardiologyWK2015WKeeWKa[[dXa[]d 15.1 82

ThomasrDandekar

8



223 sraftKvenomeKαequenceKofKtheK oderatelyKweatXTolerantK–actococcusKlactisKsubspYKlactisKbvYK
diacetylactisKαtrainKv–aKfromKplgerianKsromedaryK ilkYKGenomeVAnnouncementsWK2015WKbWK 1

222 veneKexpressionKprofilesKandKproteinXproteinKinteractionKnetworkKanalysisKinKpxsαKpatientsKwithK
wxVXassociatedKencephalitisKandKdementiaYKHIVlAIDSViVResearchVandVPalliativeVCareWK2015WKfWKaedXfe 1.2 9

221 sNpseqKWorkflowKinKaKsiagnosticKrontextKandKanKtxampleKofKaKUserKuriendlyKxmplementationYK
BioMedVResearchVInternationalWK2015WKa[]dWKc[bchf 3 4

220
wostXpathogenKinteractionsKbetweenKtheKhumanKinnateKimmuneKsystemKandKrandidaK
albicansXunderstandingKandKmodelingKdefenseKandKevasionKstrategiesYKFrontiersVinVMicrobiologyWK
2015WKeWKead

5.7 62

219 xntegratedKinferenceKandKevaluationKofKhostXfungiKinteractionKnetworksYKFrontiersVinVMicrobiologyWK
2015WKeWKfec 5.7 28

218 siagnosticKvalueKofKpreoperativeKrTKscanKtoKstratifyKcolonKcancerKforKneoadjuvantKtherapyYK
InternationalVJournalVofVColorectalVDiseaseWK2015WKb[WK][efXfb 3 12

217 αcrutinizingKtheKimmuneKdefenceKinventoryKofKramponotusKfloridanusKapplyingKtotalKtranscriptomeK
sequencingYKBMCVGenomicsWK2015WK]eWKdc[ 4.5 27

216  odellingKantibioticKandKcytotoxicKisoquinolineKeffectsKinKαtaphylococcusKaureusWKαtaphylococcusK
epidermidisKandKmammalianKcellsYKInternationalVJournalVofVMedicalVMicrobiologyWK2015WKb[dWKheX][h 3.7 14

215  α–iKuacilitatingKautomaticKandKphysicalKanalysisKofKpublishedKscientificKliteratureKinKäsuKformatYK
FnmmmResearchWK2015WKcWK]cdb 3.6 3

214  α–iKuacilitatingKautomaticKandKphysicalKanalysisKofKpublishedKscientificKliteratureKinKäsuKformatYK
FnmmmResearchWK2015WKcWK]cdb 3.6 3

213 wostKinsulinKstimulatesKtchinococcusKmultilocularisKinsulinKsignallingKpathwaysKandKlarvalK
developmentYKBMCVBiologyWK2014WK]aWKd 7.3 47

212
öuantitativeKsingleXmoleculeKlocalizationKmicroscopyKcombinedKwithKruleXbasedKmodelingKrevealsK
ligandXinducedKTNuXü]KreorganizationKtowardKhigherXorderKoligomersYKHistochemistryVandVCellV
BiologyWK2014WK]caWKh]X][]

2.4 29

211 pKcomparativeKanalysisKofKtheKbistabilityKswitchKforKplateletKaggregationKbyKlogicKÜstKbasedK
dynamicalKmodelingYKMolecularVBioSystemsWK2014WK][WKa[gaXh 6

210 rompleteKgenomeKsequenceKofKtheKgramXnegativeKprobioticKtscherichiaKcoliKstrainKNissleK]h]fYK
JournalVofVBiotechnologyWK2014WK]gfWK][eXf 3.7 52

209 uunctionalKmoduleKsearchKinKproteinKnetworksKbasedKonKsemanticKsimilarityKimprovesKtheKanalysisKofK
proteomicsKdataYKMolecularVandVCellularVProteomicsWK2014WK]bWK]gffXgh 7.6 4

208 tstablishmentKofKaKhumanKbsKlungKcancerKmodelKbasedKonKaKbiologicalKtissueKmatrixKcombinedKwithK
aKqooleanKinKsilicoKmodelYKMolecularVOncologyWK2014WKgWKbd]Xed 7.9 58

207 αoftwareKapplicationsKtowardKquantitativeKmetabolicKfluxKanalysisKandKmodelingYKBriefingsVinV
BioinformaticsWK2014WK]dWKh]X][f 13.4 45

206 αalmonellaXhowKaKmetabolicKgeneralistKadoptsKanKintracellularKlifestyleKduringKinfectionYKFrontiersVinV
CellularVandVInfectionVMicrobiologyWK2014WKcWK]h] 5.9 21

(2014-2015)

9



205 tvaluationKandKpredictionKofKtheKwxVX]KcentralKpolypurineKtractKinfluenceKonKfoamyKviralKvectorsKtoK
transduceKdividingKandKgrowthXarrestedKcellsYKScientificVWorldVJournalhVTheWK2014WKa[]cWKcgfheh 2.2 1

204 pntigenKprofilingKanalysisKofKvacciniaKvirusKinjectedKcanineKtumorsiKoncolyticKvirusKefficiencyK
predictedKbyKbooleanKmodelsYKBioengineeredWK2014WKdWKb]hXad 5.7 3

203 RxsotopoRKaKdatabaseKapplicationKforKfacileKanalysisKandKmanagementKofKmassKisotopomerKdataYK
DatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2014WKa[]cWK 5 14

202 äerforinXlikeKproteinKää–äaKpermeabilizesKtheKredKbloodKcellKmembraneKduringKegressKofK
älasmodiumKfalciparumKgametocytesYKCellularVMicrobiologyWK2014WK]eWKf[hXbb 3.9 71

201 αtemXcellXtriggeredKimmunityKsafeguardsKcytokininKenrichedKplantKshootKapexesKfromKpathogenK
infectionYKFrontiersVinVPlantVScienceWK2014WKdWKdgg 6.2 2

200 ärobingKtheKUnknownsKinKrytokininX ediatedKxmmuneKsefenseKinKprabidopsisKwithKαystemsKqiologyK
ppproachesYKBioinformaticsVandVBiologyVInsightsWK2014WKgWKqqxYα]bcea 5.3 11

199 rytokininsKforKimmunityKbeyondKgrowthWKgallsKandKgreenKislandsYKTrendsVinVPlantVScienceWK2014WK]hWKcg]Xc 13.1 55

198 sevelopingKsustainableKsoftwareKsolutionsKforKbioinformaticsKbyKtheKMKqutterflyMKparadigmYK
FnmmmResearchWK2014WKbWKf] 3.6 12

197 xnhibitionKofKtheKαüKproteinXphosphorylatingKr–zKkinasesKofKälasmodiumKfalciparumKimpairsKbloodK
stageKreplicationKandKmalariaKtransmissionYKPLoSVONEWK2014WKhWKe][dfba 3.7 27

196 ärobingKtheKunknownsKinKcytokininXmediatedKimmuneKdefenseKinKprabidopsisKwithKsystemsKbiologyK
approachesYKBioinformaticsVandVBiologyVInsightsWK2014WKgWKbdXcc 5.3 5

195 pntXpppXsqiKaKsmartKsolutionKforKmonitoringKarthropodsKactivitiesWKexperimentalKdataKmanagementK
andKsolarKcalculationsKwithoutKväαKinKbehavioralKfieldKstudiesYKFnmmmResearchWK2014WKbWKb]] 3.6 3

194 αoftwareK–αX xspKforKefficientKmassKisotopomerKdistributionKanalysisKinKmetabolicKmodellingYKBMCV
BioinformaticsWK2013WK]cWKa]g 3.6 17

193 älanktoVisionXXanKautomatedKanalysisKsystemKforKtheKidentificationKofKphytoplanktonYKBMCV
BioinformaticsWK2013WK]cWK]]d 3.6 34

192 pnalysingKmolecularKpolarKsurfaceKdescriptorsKtoKpredictKbloodXbrainKbarrierKpermeationYK
InternationalVJournalVofVComputationalVBiologyVandVDrugVDesignWK2013WKeWK]ceXde 0.4 45

191 pKsemiXquantitativeKmodelKofKöuorumXαensingKinKαtaphylococcusKaureusWKapprovedKbyKmicroarrayK
metaXanalysesKandKtestedKbyKmutationKstudiesYKMolecularVBioSystemsWK2013WKhWKaeedXg[ 16

190 synamicalKmodellingKofKprostaglandinKsignallingKinKplateletsKrevealsKindividualKreceptorK
contributionsKandKfeedbackKpropertiesYKMolecularVBioSystemsWK2013WKhWKada[Xh 10

189
pKqooleanKviewKseparatesKplateletKactivatoryKandKinhibitoryKsignallingKasKverifiedKbyK
phosphorylationKmonitoringKincludingKthresholdKbehaviourKandKintegrinKmodulationYKMolecularV
BioSystemsWK2013WKhWK]baeXbh

14

188 xntegrationKofKbooleanKmodelsKonKhormonalKinteractionsKandKprospectsKofKcytokininXauxinKcrosstalkK
inKplantKimmunityYKPlantVSignalingVandVBehaviorWK2013WKgWKeabgh[ 2.5 6

ThomasrDandekar
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187 WallKteichoicKacidKstructureKgovernsKhorizontalKgeneKtransferKbetweenKmajorKbacterialKpathogensYK
NatureVCommunicationsWK2013WKcWKabcd 17.4 102

186 voαyntheticKdatabaseKtoolKtoKanalyseKnaturalKandKengineeredKmolecularKprocessesYKDatabasewVtheV
JournalVofVBiologicalVDatabasesVandVCurationWK2013WKa[]bWKbat[cb 5 3

185 TheKimpactKofKcytokininKonKjasmonateXsalicylateKantagonismKinKprabidopsisKimmunityKagainstK
infectionKwithKästKsrb[[[YKPlantVSignalingVandVBehaviorWK2013WKgWKdoiiK][Yc]e]ZpsbYaefh] 2.5 15

184 yimenaiKefficientKcomputingKandKsystemKstateKidentificationKforKgeneticKregulatoryKnetworksYKBMCV
BioinformaticsWK2013WK]cWKb[e 3.6 23

183 txogenousKadministrationKofKaKrecombinantKvariantKofKTWtpzKimpairsKhealingKafterKmyocardialK
infarctionKbyKaggravationKofKinflammationYKPLoSVONEWK2013WKgWKefghbg 3.7 9

182 älateletWebiKaKsystemsKbiologicKanalysisKofKsignalingKnetworksKinKhumanKplateletsYKBloodWK2012WK]]hWKeaaXbc2.2 71

181 xntegratedKpathwayKmodulesKusingKtimeXcourseKmetabolicKprofilesKandKtαTKdataKfromK ilnesiumK
tardigradumYKBMCVSystemsVBiologyWK2012WKeWKfa 3.5 8

180  etabolicKadaptationKandKproteinKcomplexesKinKprokaryotesYKMetabolitesWK2012WKaWKhc[Xdg 5.6 4

179 xdentificationKofKnewKtherapeuticKtargetsKbyKgenomeXwideKanalysisKofKgeneKexpressionKinKtheK
ipsilateralKcortexKofKagedKratsKafterKstrokeYKPLoSVONEWK2012WKfWKed[hgd 3.7 47

178 TowardKaKαystemicKUnderstandingKofK–isteriaKmonocytogenesK etabolismKduringKxnfectionYK
FrontiersVinVMicrobiologyWK2012WKbWKab 5.7 35

177 αalmonellaKentericaiKaKsurprisinglyKwellXadaptedKintracellularKlifestyleYKFrontiersVinVMicrobiologyWK
2012WKbWK]ec 5.7 40

176 TranscriptomeKanalysisKinKtardigradeKspeciesKrevealsKspecificKmolecularKpathwaysKforKstressK
adaptationsYKBioinformaticsVandVBiologyVInsightsWK2012WKeWKehXhe 5.3 25

175 xntegratedKsystemsKviewKonKnetworkingKbyKhormonesKinKprabidopsisKimmunityKrevealsKmultipleK
crosstalkKforKcytokininYKPlantVCellWK2012WKacWK]fhbXg]c 11.6 91

174 TheKroleKofKauxinXcytokininKantagonismKinKplantXpathogenKinteractionsYKPLoSVPathogensWK2012WKgWKe][[b[ae7.6 77

173 üobustnessKandKaccuracyKofKfunctionalKmodulesKinKintegratedKnetworkKanalysisYKBioinformaticsWK
2012WKagWK]ggfXhc 7.2 18

172
pnalyzingKThiolXsependentKüedoxKNetworksKinKtheKäresenceKofK ethyleneKqlueKandKÜtherK
pntimalarialKpgentsKwithKüTXärüXαupportedKinKsilicoK odelingYKBioinformaticsVandVBiologyVInsightsWK
2012WKeWKagfXb[a

5.3 5

171 sifferentKevolutionaryKmodificationsKasKaKguideKtoKrewireKtwoXcomponentKsystemsYKBioinformaticsV
andVBiologyVInsightsWK2012WKeWKhfX]ag 5.3 3

170 xntegrationKofKqooleanKmodelsKexemplifiedKonKhepatocyteKsignalKtransductionYKBriefingsVinV
BioinformaticsWK2012WK]bWKbedXfe 13.4 32

(2012-2013)
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169 TheKxTαaKsatabaseYKJournalVofVVisualizedVExperimentsWK2012WK 1.6 19

168  olecularKcharacterizationKofKantimicrobialKpeptideKgenesKofKtheKcarpenterKantKramponotusK
floridanusYKPLoSVONEWK2012WKfWKecb[be 3.7 17

167 romparativeKproteomeKanalysisKofK ilnesiumKtardigradumKinKearlyKembryonicKstateKversusKadultsKinK
activeKandKanhydrobioticKstateYKPLoSVONEWK2012WKfWKecdega 3.7 21

166 romputationalKueatureKäerformanceKandKsomainKαpecificKprchitectureKtvaluationKofKαoftwareK
ppplicationsKTowardsK etabolicKuluxKpnalysisYKRecentVPatentsVonVComputerVScienceWK2012WKdWK]edX]fe 1 2

165 pKmetabolomicsKandKproteomicsKstudyKofKtheKadaptationKofKαtaphylococcusKaureusKtoKglucoseK
starvationYKMolecularVBioSystemsWK2011WKfWK]ac]Xdb 71

164
 odelingKantibioticKandKcytotoxicKeffectsKofKtheKdimericKisoquinolineKxöX]cbKonKmetabolismKandKitsK
regulationKinKαtaphylococcusKaureusWKαtaphylococcusKepidermidisKandKhumanKcellsYKGenomeVBiologyWK
2011WK]aWKüac

18.3 19

163 xmmuneKresponseKofKtheKantKramponotusKfloridanusKagainstKpathogensKandKitsKobligateKmutualisticK
endosymbiontYKInsectVBiochemistryVandVMolecularVBiologyWK2011WKc]WKdahXbe 4.5 29

162 NewKqioinformaticKαtrategiesKagainstKppicomplexanKäarasitesK2011WKa]Xbb

161 xntegratedKälateletKNetworksKforKtheKpnalysisKofKsifferentKαystemKαtatesYKCurrentVProteomicsWK2011WK
gWKaahXabe 0.7 1

160 xnvestigatingKheatKshockKproteinsKofKtardigradesKinKactiveKversusKanhydrobioticKstateKusingKshotgunK
proteomicsYKJournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK2011WKchWK]]]X]]h 1.9 15

159
qioinformaticsKidentifiesKtardigradeKmolecularKadaptationsKincludingKtheKsNpXjKfamilyKandKfirstK
stepsKtowardsKdynamicalKmodellingYKJournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK
2011WKchWK]a[X]ae

1.9 6

158 αingleXcellKgenomicsKrevealsKtheKlifestyleKofKäoribacteriaWKaKcandidateKphylumKsymbioticallyK
associatedKwithKmarineKspongesYKISMEVJournalWK2011WKdWKe]Xf[ 11.9 219

157 vacctKinKtheKcanineKfactorKxXKgeneKleadsKtoKsevereKhaemophiliaKqKinKühodesianKüidgebacksYK
VeterinaryVJournalWK2011WK]gfWK]]bXg 2.5 2

156 TimeXresolvedKinKsilicoKmodelingKofKfineXtunedKcp äKsignalingKinKplateletsiKfeedbackKloopsWKtitratedK
phosphorylationsKandKpharmacologicalKmodulationYKBMCVSystemsVBiologyWK2011WKdWK]fg 3.5 42

155 αtaphylococcusKaureusKphysiologicalKgrowthKlimitationsiKinsightsKfromKfluxKcalculationsKbuiltKonK
proteomicsKandKexternalKmetaboliteKdataYKProteomicsWK2011WK]]WK]h]dXbd 4.8 21

154
TwoKnucleusXlocalizedKrszXlikeKkinasesKwithKcrucialKrolesKforKmalariaKparasiteKerythrocyticK
replicationKareKinvolvedKinKphosphorylationKofKsplicingKfactorYKJournalVofVCellularVBiochemistryWK2011WK
]]aWK]ahdXb][

4.7 32

153  Ü–trU–püKsYNp xrαKαx U–pTxÜNKÜuKäÜärKpNsKäÜätK–xäxsK t qüpNtKqx–pYtüαK
tNuÜürtsKqYKpNKxNTtürp–pTtsKαxNv–tXWp––KrpüqÜNKNpNÜTUqtYKNanoWK2011WK[eWK]hXah 1.1 7

152 sevelopmentalKprofilingKbyKmassKspectrometryKofKphosphocholineKcontainingKphospholipidsKinKtheK
ratKnervousKsystemKrevealsKtemporoXspatialKgradientsYKJournalVofVNeurochemistryWK2010WK]]cWK]]]hXbc 6 21
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151
rharacterizationKofKaKnovelKinteractionKbetweenKvasodilatorXstimulatedKphosphoproteinKandK
pbelsonKinteractorK]KinKhumanKplateletsiKaKconcertedKcomputationalKandKexperimentalKapproachYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2010WKb[WKgcbXd[

9.4 11

150 äharmacogenomicKstrategiesKagainstKmicrobialKresistanceiKfromKbrightKtoKbleakKtoKinnovativeYK
PharmacogenomicsWK2010WK]]WK]]hbXe 2.6 12

149 rarbonKmetabolismKofKintracellularKbacterialKpathogensKandKpossibleKlinksKtoKvirulenceYKNatureV
ReviewsVMicrobiologyWK2010WKgWKc[]X]a 22.2 281

148 qioNetiKanKüXäackageKforKtheKfunctionalKanalysisKofKbiologicalKnetworksYKBioinformaticsWK2010WKaeWK]]ahXb[7.2 171

147 üibosomalKüNpKphylogeneticsiKtheKthirdKdimensionYKBiologiaVdPolandeWK2010WKedWKbggXbh] 1.5 5

146
UsingKcompensatoryKbaseKchangeKanalysisKofKinternalKtranscribedKspacerKaKsecondaryKstructuresKtoK
identifyKthreeKnewKspeciesKinKäaramacrobiotusKSTardigradaTYKOrganismsVDiversityVandVEvolutionWK2010
WK][WKagfXahe

1.7 45

145 αtressKresponseKinKtardigradesiKdifferentialKgeneKexpressionKofKmolecularKchaperonesYKCellVStressV
andVChaperonesWK2010WK]dWKcabXb[ 4 37

144 TheKxronrhipKevaluationKpackageiKaKpackageKofKperlKmodulesKforKrobustKanalysisKofKcustomK
microarraysYKBMCVBioinformaticsWK2010WK]]WK]]a 3.6 3

143 TranscriptomeKsurveyKofKtheKanhydrobioticKtardigradeK ilnesiumKtardigradumKinKcomparisonKwithK
wypsibiusKdujardiniKandKüichtersiusKcoroniferYKBMCVGenomicsWK2010WK]]WK]eg 4.5 37

142 secipheringKtheKintracellularKmetabolismKofK–isteriaKmonocytogenesKbyKmutantKscreeningKandK
modellingYKBMCVGenomicsWK2010WK]]WKdfb 4.5 42

141 wighXthroughputKmicroarrayKtechnologyKinKdiagnosticsKofKenterobacteriaKbasedKonKgenomeXwideK
probeKselectionKandKregressionKanalysisYKBMCVGenomicsWK2010WK]]WKdh] 4.5 10

140 xncludingKüNpKsecondaryKstructuresKimprovesKaccuracyKandKrobustnessKinKreconstructionKofK
phylogeneticKtreesYKBiologyVDirectWK2010WKdWKc 7.2 122

139 ärotecsWKaKcomprehensiveKandKpowerfulKstorageKandKanalysisKsystemKforKÜ xrαKdataWKappliedKforK
profilingKtheKanaerobiosisKresponseKofKαtaphylococcusKaureusKrÜ–YKProteomicsWK2010WK][WKahgaXb[[[ 4.8 14

138 äroteomicKanalysisKofKtardigradesiKtowardsKaKbetterKunderstandingKofKmolecularKmechanismsKbyK
anhydrobioticKorganismsYKPLoSVONEWK2010WKdWKehd[a 3.7 41

137 –eadKexpansionKandKvirtualKscreeningKofKxndinavirKderivateKwxVX]KproteaseKinhibitorsKusingK
pharmacophoricKXKshapeKsimilarityKscoringKfunctionYKBioinformationWK2010WKcWKahdXh 1.1 11

136 setectingKspeciesXsiteKdependenciesKinKlargeKmultipleKsequenceKalignmentsYKNucleicVAcidsVResearchWK
2009WKbfWKdhdhXeg 20.1 12

135 rpZr]KpeptidasesKofKtheKmalariaKparasitesKälasmodiumKfalciparumKandKäYKbergheiKandKtheirK
mammalianKhostsXXaKbioinformaticalKanalysisYKBiologicalVChemistryWK2009WKbh[WK]]gdXhf 4.5 3

134 ypNtiKefficientKmappingKofKprokaryoticKtαTsKandKvariableKlengthKsequenceKreadsKonKrelatedK
templateKgenomesYKBMCVBioinformaticsWK2009WK][WKbh] 3.6 5

(2009-2010)
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133 TardigradeKworkbenchiKcomparingKstressXrelatedKproteinsWKsequenceXsimilarKandKfunctionalKproteinK
clustersKasKwellKasKüNpKelementsKinKtardigradesYKBMCVGenomicsWK2009WK][WKceh 4.5 48

132  odelingKsystemKstatesKinKliverKcellsiKsurvivalWKapoptosisKandKtheirKmodificationsKinKresponseKtoKviralK
infectionYKBMCVSystemsVBiologyWK2009WKbWKhf 3.5 31

131  olecularKmechanismsKofKtoleranceKinKtardigradesiKnewKperspectivesKforKpreservationKandK
stabilizationKofKbiologicalKmaterialYKBiotechnologyVAdvancesWK2009WKafWKbcgXda 17.8 44

130 TheKhighlyKattenuatedKoncolyticKrecombinantKvacciniaKvirusKv–VX]hegiKcomparativeKgenomicK
featuresKandKtheKcontributionKofKu]cYd–KinactivationYKMolecularVGeneticsVandVGenomicsWK2009WKagaWKc]fXbd3.1 45

129 NewKmolecularKdataKforKtardigradeKphylogenyWKwithKtheKerectionKofKäaramacrobiotusKgenYKnovYYK
JournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK2009WKcfWKb]dXba] 1.9 81

128 dYgαXagαKrüNpKinteractionKandKw  XbasedKxTαaKannotationYKGeneWK2009WKcb[WKd[Xf 3.8 331

127  odellingKcrossXhybridizationKonKphylogeneticKsNpKmicroarraysKincreasesKtheKdetectionKpowerKofK
closelyKrelatedKspeciesYKMolecularVEcologyVResourcesWK2009WKhWKgbXhb 8.4 23

126 qioinformaticalKapproachesKtoKdetectKandKanalyzeKproteinKinteractionsYKMethodsVinVMolecularV
BiologyWK2009WKdecWKc[]Xb] 1.4 1

125 xTαaKdataKcorroborateKaKmonophyleticKchlorophyceanKsÜXgroupKSαphaeroplealesTYKBMCVEvolutionaryV
BiologyWK2008WKgWKa]g 3 53

124 TheKlinearKchromosomeKofKtheKplantXpathogenicKmycoplasmaKRrandidatusKähytoplasmaKmaliRYKBMCV
GenomicsWK2008WKhWKb[e 4.5 169

123 txplorativeKdataKanalysisKofK r–KrevealsKgeneKexpressionKnetworksKimplicatedKinKsurvivalKandK
prognosisKsupportedKbyKexplorativeKrvwKanalysisYKBMCVCancerWK2008WKgWK][e 4.8 28

122  odellingKphagosomalKlipidKnetworksKthatKregulateKactinKassemblyYKBMCVSystemsVBiologyWK2008WKaWK][f 3.5 12

121 αynchronousKvisualKanalysisKandKeditingKofKüNpKsequenceKandKsecondaryKstructureKalignmentsKusingK
cαp–tYKBMCVResearchVNotesWK2008WK]WKh] 2.3 214

120 UseKofKfunctionalKhighlyKpurifiedKhumanKplateletsKforKtheKidentificationKofKnewKproteinsKofKtheKxääK
signalingKpathwayYKThrombosisVResearchWK2008WK]aaWKdhXeg 8.2 18

119 älateletKproteinKinteractionsiKmapWKsignalingKcomponentsWKandKphosphorylationKgroundstateYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2008WKagWK]baeXb] 9.4 63

118 xdentifyingKfunctionalKmodulesKinKproteinXproteinKinteractionKnetworksiKanKintegratedKexactK
approachYKBioinformaticsWK2008WKacWKiaabXb] 7.2 367

117 xnteractionsKofKmethyleneKblueKwithKhumanKdisulfideKreductasesKandKtheirKorthologuesKfromK
älasmodiumKfalciparumYKAntimicrobialVAgentsVandVChemotherapyWK2008WKdaWK]gbXh] 5.9 125

116 NewKtrendsKinKpharmacogenomicKstrategiesKagainstKresistanceKdevelopmentKinKmicrobialKinfectionsYK
PharmacogenomicsWK2008WKhWK]f]]Xab 2.6 9

ThomasrDandekar
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115 ärofsistαiKSprofileXTKdistanceKbasedKphylogenyKonKsequenceXXstructureKalignmentsYKBioinformaticsWK
2008WKacWKac[]Xa 7.2 105

114 UnsupervisedKmetaXanalysisKonKdiverseKgeneKexpressionKdatasetsKallowsKinsightKintoKgeneKfunctionK
andKregulationYKBioinformaticsVandVBiologyVInsightsWK2008WKaWKaedXg[ 5.3 2

113 TheKxTαaKsatabaseKxxiKhomologyKmodellingKüNpKstructureKforKmolecularKsystematicsYKNucleicVAcidsV
ResearchWK2008WKbeWKsbffXg[ 20.1 116

112 xntegratedKnetworkKreconstructionWKvisualizationKandKanalysisKusingKYpNpsquareYKBMCV
BioinformaticsWK2007WKgWKb]b 3.6 55

111 txonizationKofKactiveKmouseK–]siKaKdriverKofKtranscriptomeKevolutionnYKBMCVGenomicsWK2007WKgWKbha 4.5 30

110 älacozoaiKatKleastKtwoYKBiologiaVdPolandeWK2007WKeaWKec]Xecd 1.5 9

109 sistinguishingKspeciesYKRnaWK2007WK]bWK]cehXfa 5.8 249

108 UseKofKpathwayKanalysisKandKgenomeKcontextKmethodsKforKfunctionalKgenomicsKofK ycoplasmaK
pneumoniaeKnucleotideKmetabolismYKGeneWK2007WKbheWKa]dXad 3.8 13

107 seepKmetazoanKphylogenyYKInVSilicoVBiologyWK2007WKfWK]d]Xc 2 5

106 invenoXXanKintegratedKgenomeKandKorthologKviewerKforKimprovedKgenomeKtoKgenomeKcomparisonsYK
BMCVBioinformaticsWK2006WKfWKce] 3.6 5

105 X –KschemasKforKcommonKbioinformaticKdataKtypesKandKtheirKapplicationKinKworkflowKsystemsYKBMCV
BioinformaticsWK2006WKfWKch[ 3.6 19

104 cαp–tXXaKtoolKforKsynchronousKüNpKsequenceKandKsecondaryKstructureKalignmentKandKeditingYKBMCV
BioinformaticsWK2006WKfWKchg 3.6 274

103 pnalysisKofKandKfunctionKpredictionsKforKpreviouslyKconservedKhypotheticalKorKputativeKproteinsKinK
qlochmanniaKfloridanusYKBMCVMicrobiologyWK2006WKeWK] 4.5 59

102  odellingKinteractionKsitesKinKproteinKdomainsKwithKinteractionKprofileKhiddenK arkovKmodelsYK
BioinformaticsWK2006WKaaWKagd]Xf 7.2 33

101 WholeXgenomeKsequenceKofK–isteriaKwelshimeriKrevealsKcommonKstepsKinKgenomeKreductionKwithK
–isteriaKinnocuaKasKcomparedKtoK–isteriaKmonocytogenesYKJournalVofVBacteriologyWK2006WK]ggWKfc[dX]d 3.5 77

100 –ysosomalWKcytoskeletalWKandKmetabolicKalterationsKinKcardiomyopathyKofKcathepsinK–KknockoutK
miceYKFASEBVJournalWK2006WKa[WK]aeeXg 0.9 65

99 TheKinternalKtranscribedKspacerKaKdatabaseXXaKwebKserverKforKSnotKonlyTKlowKlevelKphylogeneticK
analysesYKNucleicVAcidsVResearchWK2006WKbcWKWf[cXf 20.1 138

98
xronKregulationKandKtheKcellKcycleiKidentificationKofKanKironXresponsiveKelementKinKtheK
bRXuntranslatedKregionKofKhumanKcellKdivisionKcycleK]cpKmüNpKbyKaKrefinedKmicroarrayXbasedK
screeningKstrategyYKJournalVofVBiologicalVChemistryWK2006WKag]WKaagedXfc

5.4 85

(2006-2008)
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97
]brKisotopologueKperturbationKstudiesKofK–isteriaKmonocytogenesKcarbonKmetabolismKandKitsK
modulationKbyKtheKvirulenceKregulatorKärfpYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaWK2006WK][bWKa[c[Xd

11.5 83

96 pnKintegratedKviewKofKgeneKexpressionKandKsoluteKprofilesKofKprabidopsisKtumorsiKaKgenomeXwideK
approachYKPlantVCellWK2006WK]gWKbe]fXbc 11.6 92

95 qioinformaticsiKsataK iningKpmongKvenomeKαequencesK2006WK]X]h

94 pnalysisKofKαpvtKdataKinKhumanKplateletsiKueaturesKofKtheKtranscriptomeKinKanKanucleateKcellYK
ThrombosisVandVHaemostasisWK2006WKhdWKecbXed] 7 69

93 üxäKdeathKdomainKstructuralKinteractionsKimplicatedKinKTNuXmediatedKproliferationKandKsurvivalYK
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