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l Paper IF Citations

348 ronservationKofKgeneKorderiKaKfingerprintKofKproteinsKthatKphysicallyKinteractYKTrendsVinVBiochemicalV
SciencesWK1998WKabWKbacXg 10.3 865

347 pKgeneralKdefinitionKofKmetabolicKpathwaysKusefulKforKsystematicKorganizationKandKanalysisKofK
complexKmetabolicKnetworksYKNatureVBiotechnologyWK2000WK]gWKbaeXba 44.5 762

346 setectionKofKelementaryKfluxKmodesKinKbiochemicalKnetworksiKaKpromisingKtoolKforKpathwayKanalysisK
andKmetabolicKengineeringYKTrendsVinVBiotechnologyWK1999WK]fWKdbXe[ 15.1 534

345 äredictingKfunctioniKfromKgenesKtoKgenomesKandKbackYKJournalVofVMolecularVBiologyWK1998WKagbWKf[fXad 6.5 370

344 xdentifyingKfunctionalKmodulesKinKproteinXproteinKinteractionKnetworksiKanKintegratedKexactK
approachYKBioinformaticsWK2008WKacWKiaabXb] 7.2 367

343 dYgαXagαKrüNpKinteractionKandKw  XbasedKxTαaKannotationYKGeneWK2009WKcb[WKd[Xf 3.8 331

342 rarbonKmetabolismKofKintracellularKbacterialKpathogensKandKpossibleKlinksKtoKvirulenceYKNatureV
ReviewsVMicrobiologyWK2010WKgWKc[]X]a 22.2 281

341 cαp–tXXaKtoolKforKsynchronousKüNpKsequenceKandKsecondaryKstructureKalignmentKandKeditingYKBMCV
BioinformaticsWK2006WKfWKchg 3.6 274

340 –ongKnoncodingKüNpKrhastKpromotesKcardiacKremodelingYKScienceVTranslationalVMedicineWK2016WKgWKbaeraaa17.5 250

339 sistinguishingKspeciesYKRnaWK2007WK]bWK]cehXfa 5.8 249

338  etabolicKinterdependenceKofKobligateKintracellularKbacteriaKandKtheirKinsectKhostsYKMicrobiologyV
andVMolecularVBiologyVReviewsWK2004WKegWKfcdXf[ 13.2 220

337 αingleXcellKgenomicsKrevealsKtheKlifestyleKofKäoribacteriaWKaKcandidateKphylumKsymbioticallyK
associatedKwithKmarineKspongesYKISMEVJournalWK2011WKdWKe]Xf[ 11.9 219

336 αynchronousKvisualKanalysisKandKeditingKofKüNpKsequenceKandKsecondaryKstructureKalignmentsKusingK
cαp–tYKBMCVResearchVNotesWK2008WK]WKh] 2.3 214

335 üeXannotatingKtheK ycoplasmaKpneumoniaeKgenomeKsequenceiKaddingKvalueWKfunctionKandKreadingK
framesYKNucleicVAcidsVResearchWK2000WKagWKbafgXgg 20.1 194

334 äathwayKalignmentiKapplicationKtoKtheKcomparativeKanalysisKofKglycolyticKenzymesYKBiochemicalV
JournalWK1999WKbcbWK]]dX]ac 3.8 185

333 ärocessingKofKtheKprecursorsKtoKsmallKnucleolarKüNpsKandKrüNpsKrequiresKcommonKcomponentsYK
MolecularVandVCellularVBiologyWK1998WK]gWK]]g]Xh 4.8 179

332 qioNetiKanKüXäackageKforKtheKfunctionalKanalysisKofKbiologicalKnetworksYKBioinformaticsWK2010WKaeWK]]ahXb[7.2 171
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331 TheKlinearKchromosomeKofKtheKplantXpathogenicKmycoplasmaKRrandidatusKähytoplasmaKmaliRYKBMCV
GenomicsWK2008WKhWKb[e 4.5 169

330 txploringKtheKpathwayKstructureKofKmetabolismiKdecompositionKintoKsubnetworksKandKapplicationK
toK ycoplasmaKpneumoniaeYKBioinformaticsWK2002WK]gWKbd]Xe] 7.2 161

329 TranslationalKregulationKofKmammalianKandKsrosophilaKcitricKacidKcycleKenzymesKviaKironXresponsiveK
elementsYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheVUnitedVStatesVofVAmericaWK1996WKhbWKchadXb[11.5 159

328 womologyKmodelingKrevealedKmoreKthanKa[W[[[KrüNpKinternalKtranscribedKspacerKaKSxTαaTK
secondaryKstructuresYKRnaWK2005WK]]WK]e]eXab 5.8 151

327 VariationKandKevolutionKofKtheKcitricXacidKcycleiKaKgenomicKperspectiveYKTrendsVinVMicrobiologyWK1999WK
fWKag]Xh] 12.4 150

326 TheKinternalKtranscribedKspacerKaKdatabaseXXaKwebKserverKforKSnotKonlyTKlowKlevelKphylogeneticK
analysesYKNucleicVAcidsVResearchWK2006WKbcWKWf[cXf 20.1 138

325 xnteractionsKofKmethyleneKblueKwithKhumanKdisulfideKreductasesKandKtheirKorthologuesKfromK
älasmodiumKfalciparumYKAntimicrobialVAgentsVandVChemotherapyWK2008WKdaWK]gbXh] 5.9 125

324 uoldingKtheKmainKchainKofKsmallKproteinsKwithKtheKgeneticKalgorithmYKJournalVofVMolecularVBiologyWK
1994WKabeWKgccXe] 6.5 125

323 xncludingKüNpKsecondaryKstructuresKimprovesKaccuracyKandKrobustnessKinKreconstructionKofK
phylogeneticKtreesYKBiologyVDirectWK2010WKdWKc 7.2 122

322  etabolitesiKaKhelpingKhandKforKpathwayKevolutionnYKTrendsVinVBiochemicalVSciencesWK2003WKagWKbbeXc] 10.3 117

321 TheKxTαaKsatabaseKxxiKhomologyKmodellingKüNpKstructureKforKmolecularKsystematicsYKNucleicVAcidsV
ResearchWK2008WKbeWKsbffXg[ 20.1 116

320 xsolationKandKmolecularKcharacterizationKofKaKsurfaceXboundKproteinaseKofKtntamoebaKhistolyticaYK
MolecularVMicrobiologyWK1998WKafWKaehXfe 4.1 106

319 ärofsistαiKSprofileXTKdistanceKbasedKphylogenyKonKsequenceXXstructureKalignmentsYKBioinformaticsWK
2008WKacWKac[]Xa 7.2 105

318 WallKteichoicKacidKstructureKgovernsKhorizontalKgeneKtransferKbetweenKmajorKbacterialKpathogensYK
NatureVCommunicationsWK2013WKcWKabcd 17.4 102

317 TheKnexusKbetweenKgrowthKandKdefenceKsignallingiKauxinKandKcytokininKmodulateKplantKimmuneK
responseKpathwaysYKJournalVofVExperimentalVBotanyWK2015WKeeWKcggdXhe 7 94

316 αtructureXXfunctionKcharacterizationKofKcelluloseKsynthaseiKrelationshipKtoKotherK
glycosyltransferasesYKPhytochemistryWK2001WKdfWK]]bdXcg 4 94

315 pnKintegratedKviewKofKgeneKexpressionKandKsoluteKprofilesKofKprabidopsisKtumorsiKaKgenomeXwideK
approachYKPlantVCellWK2006WK]gWKbe]fXbc 11.6 92

314 xntegratedKsystemsKviewKonKnetworkingKbyKhormonesKinKprabidopsisKimmunityKrevealsKmultipleK
crosstalkKforKcytokininYKPlantVCellWK2012WKacWK]fhbXg]c 11.6 91

(2012-2008)
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313
ähylogenyKofKuirmicutesKwithKspecialKreferenceKtoK ycoplasmaKS ollicutesTKasKinferredKfromK
phosphoglycerateKkinaseKaminoKacidKsequenceKdataYKInternationalVJournalVofVSystematicVandV
EvolutionaryVMicrobiologyWK2004WKdcWKgf]Xgfd

2.2 88

312 äotentialKofKgeneticKalgorithmsKinKproteinKfoldingKandKproteinKengineeringKsimulationsYKProteinV
EngineeringhVDesignVandVSelectionWK1992WKdWKebfXcd 1.9 87

311
xronKregulationKandKtheKcellKcycleiKidentificationKofKanKironXresponsiveKelementKinKtheK
bRXuntranslatedKregionKofKhumanKcellKdivisionKcycleK]cpKmüNpKbyKaKrefinedKmicroarrayXbasedK
screeningKstrategyYKJournalVofVBiologicalVChemistryWK2006WKag]WKaagedXfc

5.4 85

310 –]qaseiKfromKfunctionalKannotationKtoKpredictionKofKactiveK–xNtX]KelementsYKNucleicVAcidsVResearchWK
2005WKbbWKschgXd[[ 20.1 84

309
]brKisotopologueKperturbationKstudiesKofK–isteriaKmonocytogenesKcarbonKmetabolismKandKitsK
modulationKbyKtheKvirulenceKregulatorKärfpYKProceedingsVofVtheVNationalVAcademyVofVSciencesVofVtheV
UnitedVStatesVofVAmericaWK2006WK][bWKa[c[Xd

11.5 83

308 sevelopmentKofK–ongKNoncodingKüNpXqasedKαtrategiesKtoK odulateKTissueKVascularizationYK
JournalVofVtheVAmericanVCollegeVofVCardiologyWK2015WKeeWKa[[dXa[]d 15.1 82

307 NewKmolecularKdataKforKtardigradeKphylogenyWKwithKtheKerectionKofKäaramacrobiotusKgenYKnovYYK
JournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK2009WKcfWKb]dXba] 1.9 81

306 TheKroleKofKauxinXcytokininKantagonismKinKplantXpathogenKinteractionsYKPLoSVPathogensWK2012WKgWKe][[b[ae7.6 77

305 WholeXgenomeKsequenceKofK–isteriaKwelshimeriKrevealsKcommonKstepsKinKgenomeKreductionKwithK
–isteriaKinnocuaKasKcomparedKtoK–isteriaKmonocytogenesYKJournalVofVBacteriologyWK2006WK]ggWKfc[dX]d 3.5 77

304
üNpKligandsKselectedKbyKcleavageKstimulationKfactorKcontainKdistinctKsequenceKmotifsKthatKfunctionK
asKdownstreamKelementsKinKbRXendKprocessingKofKpreXmüNpYKJournalVofVBiologicalVChemistryWK1997WK
afaWKaefehXfh

5.4 76

303 venomeXwideKmappingKofKfoamyKvirusKvectorKintegrationsKintoKaKhumanKcellKlineYKJournalVofVGeneralV
VirologyWK2006WKgfWK]bbhX]bcf 4.9 76

302 äathwayKalignmentiKapplicationKtoKtheKcomparativeKanalysisKofKglycolyticKenzymesYKBiochemicalV
JournalWK1999WKbcbWK]]d 3.8 75

301 xmprovingKgeneticKalgorithmsKforKproteinKfoldingKsimulationsKbyKsystematicKcrossoverYKBioSystemsWK
1999WKd[WK]fXad 1.9 73

300 äerforinXlikeKproteinKää–äaKpermeabilizesKtheKredKbloodKcellKmembraneKduringKegressKofK
älasmodiumKfalciparumKgametocytesYKCellularVMicrobiologyWK2014WK]eWKf[hXbb 3.9 71

299 älateletWebiKaKsystemsKbiologicKanalysisKofKsignalingKnetworksKinKhumanKplateletsYKBloodWK2012WK]]hWKeaaXbc2.2 71

298 pKmetabolomicsKandKproteomicsKstudyKofKtheKadaptationKofKαtaphylococcusKaureusKtoKglucoseK
starvationYKMolecularVBioSystemsWK2011WKfWK]ac]Xdb 71

297
xdentifyingKtheKtertiaryKfoldKofKsmallKproteinsKwithKdifferentKtopologiesKfromKsequenceKandK
secondaryKstructureKusingKtheKgeneticKalgorithmKandKextendedKcriteriaKspecificKforKstrandKregionsYK
JournalVofVMolecularVBiologyWK1996WKadeWKecdXe[

6.5 71

296 pnalysisKofKαpvtKdataKinKhumanKplateletsiKueaturesKofKtheKtranscriptomeKinKanKanucleateKcellYK
ThrombosisVandVHaemostasisWK2006WKhdWKecbXed] 7 69
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295 sifferentialKgenomeKanalysisKappliedKtoKtheKspeciesXspecificKfeaturesKofKwelicobacterKpyloriYKFEBSV
LettersWK1998WKcaeWK]Xd 3.8 66

294 –ysosomalWKcytoskeletalWKandKmetabolicKalterationsKinKcardiomyopathyKofKcathepsinK–KknockoutK
miceYKFASEBVJournalWK2006WKa[WK]aeeXg 0.9 65

293 älateletKproteinKinteractionsiKmapWKsignalingKcomponentsWKandKphosphorylationKgroundstateYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2008WKagWK]baeXb] 9.4 63

292
wostXpathogenKinteractionsKbetweenKtheKhumanKinnateKimmuneKsystemKandKrandidaK
albicansXunderstandingKandKmodelingKdefenseKandKevasionKstrategiesYKFrontiersVinVMicrobiologyWK
2015WKeWKead

5.7 62

291 YpNpKXKaKsoftwareKtoolKforKanalyzingKfluxKmodesWKgeneXexpressionKandKenzymeKactivitiesYKBMCV
BioinformaticsWK2005WKeWK]bd 3.6 62

290
WhenKgeneticKdistanceKmattersiKmeasuringKgeneticKdifferentiationKatKmicrosatelliteKlociKinK
wholeXgenomeKscansKofKrecentKandKincipientKmosquitoKspeciesYKProceedingsVofVtheVNationalVAcademyV
ofVSciencesVofVtheVUnitedVStatesVofVAmericaWK2001WKhgWK][fehXfc

11.5 60

289 pnalysisKofKandKfunctionKpredictionsKforKpreviouslyKconservedKhypotheticalKorKputativeKproteinsKinK
qlochmanniaKfloridanusYKBMCVMicrobiologyWK2006WKeWK] 4.5 59

288 rqrpnalyzeriKinferringKphylogeniesKbasedKonKcompensatoryKbaseKchangesKinKüNpKsecondaryK
structuresYKInVSilicoVBiologyWK2005WKdWKah]Xc 2 59

287 tstablishmentKofKaKhumanKbsKlungKcancerKmodelKbasedKonKaKbiologicalKtissueKmatrixKcombinedKwithK
aKqooleanKinKsilicoKmodelYKMolecularVOncologyWK2014WKgWKbd]Xed 7.9 58

286 üiboswitchKfinderXXaKtoolKforKidentificationKofKriboswitchKüNpsYKNucleicVAcidsVResearchWK2004WKbaWKW]dcXh 20.1 58

285 üevisitingKadultKneurogenesisKandKtheKroleKofKerythropoietinKforKneuronalKandKoligodendroglialK
differentiationKinKtheKhippocampusYKMolecularVPsychiatryWK2016WKa]WK]fdaX]fef 15.1 55

284 rytokininsKforKimmunityKbeyondKgrowthWKgallsKandKgreenKislandsYKTrendsVinVPlantVScienceWK2014WK]hWKcg]Xc 13.1 55

283 xntegratedKnetworkKreconstructionWKvisualizationKandKanalysisKusingKYpNpsquareYKBMCV
BioinformaticsWK2007WKgWKb]b 3.6 55

282 uindingKtheKhairpinKinKtheKhaystackiKsearchingKforKüNpKmotifsYKTrendsVinVGeneticsWK1995WK]]WKcdXd[ 8.5 55

281 xTαaKdataKcorroborateKaKmonophyleticKchlorophyceanKsÜXgroupKSαphaeroplealesTYKBMCVEvolutionaryV
BiologyWK2008WKgWKa]g 3 53

280 ärofsistiKaKtoolKforKtheKconstructionKofKlargeKphylogeneticKtreesKbasedKonKprofileKdistancesYK
BioinformaticsWK2005WKa]WKa][gXh 7.2 53

279 rompleteKgenomeKsequenceKofKtheKgramXnegativeKprobioticKtscherichiaKcoliKstrainKNissleK]h]fYK
JournalVofVBiotechnologyWK2014WK]gfWK][eXf 3.7 52

278
αuspectedKutilityKofKenzymesKwithKmultipleKactivitiesKinKtheKsmallKgenomeK ycoplasmaKspeciesiKtheK
replacementKofKtheKmissingKMhouseholdMKnucleosideKdiphosphateKkinaseKgeneKandKactivityKbyK
glycolyticKkinasesYKOMICSVAVJournalVofVIntegrativeVBiologyWK2002WKeWKacfXdg

3.8 50

(2002-1998)
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277 TardigradeKworkbenchiKcomparingKstressXrelatedKproteinsWKsequenceXsimilarKandKfunctionalKproteinK
clustersKasKwellKasKüNpKelementsKinKtardigradesYKBMCVGenomicsWK2009WK][WKceh 4.5 48

276 wostKinsulinKstimulatesKtchinococcusKmultilocularisKinsulinKsignallingKpathwaysKandKlarvalK
developmentYKBMCVBiologyWK2014WK]aWKd 7.3 47

275 xdentificationKofKnewKtherapeuticKtargetsKbyKgenomeXwideKanalysisKofKgeneKexpressionKinKtheK
ipsilateralKcortexKofKagedKratsKafterKstrokeYKPLoSVONEWK2012WKfWKed[hgd 3.7 47

274 αoftwareKapplicationsKtowardKquantitativeKmetabolicKfluxKanalysisKandKmodelingYKBriefingsVinV
BioinformaticsWK2014WK]dWKh]X][f 13.4 45

273 pnalysingKmolecularKpolarKsurfaceKdescriptorsKtoKpredictKbloodXbrainKbarrierKpermeationYK
InternationalVJournalVofVComputationalVBiologyVandVDrugVDesignWK2013WKeWK]ceXde 0.4 45

272 TheKhighlyKattenuatedKoncolyticKrecombinantKvacciniaKvirusKv–VX]hegiKcomparativeKgenomicK
featuresKandKtheKcontributionKofKu]cYd–KinactivationYKMolecularVGeneticsVandVGenomicsWK2009WKagaWKc]fXbd3.1 45

271
UsingKcompensatoryKbaseKchangeKanalysisKofKinternalKtranscribedKspacerKaKsecondaryKstructuresKtoK
identifyKthreeKnewKspeciesKinKäaramacrobiotusKSTardigradaTYKOrganismsVDiversityVandVEvolutionWK2010
WK][WKagfXahe

1.7 45

270  olecularKmechanismsKofKtoleranceKinKtardigradesiKnewKperspectivesKforKpreservationKandK
stabilizationKofKbiologicalKmaterialYKBiotechnologyVAdvancesWK2009WKafWKbcgXda 17.8 44

269 TimeXresolvedKinKsilicoKmodelingKofKfineXtunedKcp äKsignalingKinKplateletsiKfeedbackKloopsWKtitratedK
phosphorylationsKandKpharmacologicalKmodulationYKBMCVSystemsVBiologyWK2011WKdWK]fg 3.5 42

268 secipheringKtheKintracellularKmetabolismKofK–isteriaKmonocytogenesKbyKmutantKscreeningKandK
modellingYKBMCVGenomicsWK2010WK]]WKdfb 4.5 42

267 pccurateKandKrobustKphylogenyKestimationKbasedKonKprofileKdistancesiKaKstudyKofKtheK
rhlorophyceaeKSrhlorophytaTYKBMCVEvolutionaryVBiologyWK2004WKcWKa[ 3 41

266 äroteomicKanalysisKofKtardigradesiKtowardsKaKbetterKunderstandingKofKmolecularKmechanismsKbyK
anhydrobioticKorganismsYKPLoSVONEWK2010WKdWKehd[a 3.7 41

265 αalmonellaKentericaiKaKsurprisinglyKwellXadaptedKintracellularKlifestyleYKFrontiersVinVMicrobiologyWK
2012WKbWK]ec 5.7 40

264 äoreXformingKpeptidesKofKtntamoebaKdisparYKαimilarityKandKdivergenceKtoKamoebaporesKinK
structureWKexpressionKandKactivityYKFEBSVJournalWK1999WKaedWK][[aXf 40

263 pKmethodKforKclassifyingKmetabolitesKinKtopologicalKpathwayKanalysesKbasedKonKminimizationKofK
pathwayKnumberYKBioSystemsWK2003WKf[WKaddXf[ 1.9 39

262 TowardKcomputerXbasedKcleavageKsiteKpredictionKofKcysteineKendopeptidasesYKBiologicalVChemistryWK
2003WKbgcWKghhXh[h 4.5 39

261 αharedKcomponentsKofKproteinKcomplexesXXversatileKbuildingKblocksKorKbiochemicalKartefactsnYK
BioEssaysWK2004WKaeWK]bbbXcb 4.1 38

260 UnderstandingKplateletsYK–essonsKfromKproteomicsWKgenomicsKandKpromisesKfromKnetworkKanalysisYK
ThrombosisVandVHaemostasisWK2005WKhcWKh]eXad 7 38
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259 älateletKglycoproteinKVxKpromotesKmetastasisKthroughKinteractionKwithKcancerKcellXderivedK
galectinXbYKBloodWK2020WK]bdWK]]ceX]]e[ 2.2 38

258 αtressKresponseKinKtardigradesiKdifferentialKgeneKexpressionKofKmolecularKchaperonesYKCellVStressV
andVChaperonesWK2010WK]dWKcabXb[ 4 37

257 TranscriptomeKsurveyKofKtheKanhydrobioticKtardigradeK ilnesiumKtardigradumKinKcomparisonKwithK
wypsibiusKdujardiniKandKüichtersiusKcoroniferYKBMCVGenomicsWK2010WK]]WK]eg 4.5 37

256 pKnovelKconservedKfamilyKofKnitricKoxideKsynthasenYKTrendsVinVBiochemicalVSciencesWK2004WKahWKaacXe 10.3 37

255 TowardKaKαystemicKUnderstandingKofK–isteriaKmonocytogenesK etabolismKduringKxnfectionYK
FrontiersVinVMicrobiologyWK2012WKbWKab 5.7 35

254 älanktoVisionXXanKautomatedKanalysisKsystemKforKtheKidentificationKofKphytoplanktonYKBMCV
BioinformaticsWK2013WK]cWK]]d 3.6 34

253 rKfullereneKaccumulationKinKhumanKleukemicKcellsKandKperspectivesKofK–tsXmediatedKphotodynamicK
therapyYKFreeVRadicalVBiologyVandVMedicineWK2018WK]acWKb]hXbaf 7.8 33

252  odellingKinteractionKsitesKinKproteinKdomainsKwithKinteractionKprofileKhiddenK arkovKmodelsYK
BioinformaticsWK2006WKaaWKagd]Xf 7.2 33

251 xTαXaKandK]gαKrüNpKgeneKphylogenyKofKpplysinidaeKSVerongidaWKsemospongiaeTYKJournalVofV
MolecularVEvolutionWK2005WKe[WKbafXbe 3.1 33

250 αystematicKxdentificationKofKpntiXuungalKsrugKTargetsKbyKaK etabolicKNetworkKppproachYKFrontiersV
inVMolecularVBiosciencesWK2016WKbWKaa 5.6 33

249
TwoKnucleusXlocalizedKrszXlikeKkinasesKwithKcrucialKrolesKforKmalariaKparasiteKerythrocyticK
replicationKareKinvolvedKinKphosphorylationKofKsplicingKfactorYKJournalVofVCellularVBiochemistryWK2011WK
]]aWK]ahdXb][

4.7 32

248 xntegrationKofKqooleanKmodelsKexemplifiedKonKhepatocyteKsignalKtransductionYKBriefingsVinV
BioinformaticsWK2012WK]bWKbedXfe 13.4 32

247  odelingKsystemKstatesKinKliverKcellsiKsurvivalWKapoptosisKandKtheirKmodificationsKinKresponseKtoKviralK
infectionYKBMCVSystemsVBiologyWK2009WKbWKhf 3.5 31

246 txonizationKofKactiveKmouseK–]siKaKdriverKofKtranscriptomeKevolutionnYKBMCVGenomicsWK2007WKgWKbha 4.5 30

245
öuantitativeKsingleXmoleculeKlocalizationKmicroscopyKcombinedKwithKruleXbasedKmodelingKrevealsK
ligandXinducedKTNuXü]KreorganizationKtowardKhigherXorderKoligomersYKHistochemistryVandVCellV
BiologyWK2014WK]caWKh]X][]

2.4 29

244 xmmuneKresponseKofKtheKantKramponotusKfloridanusKagainstKpathogensKandKitsKobligateKmutualisticK
endosymbiontYKInsectVBiochemistryVandVMolecularVBiologyWK2011WKc]WKdahXbe 4.5 29

243 pKsoftwareKtoolXboxKforKanalysisKofKregulatoryKüNpKelementsYKNucleicVAcidsVResearchWK2003WKb]WKbcc]Xd 20.1 29

242 xntegratedKinferenceKandKevaluationKofKhostXfungiKinteractionKnetworksYKFrontiersVinVMicrobiologyWK
2015WKeWKfec 5.7 28

(2015-2020)
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241 txplorativeKdataKanalysisKofK r–KrevealsKgeneKexpressionKnetworksKimplicatedKinKsurvivalKandK
prognosisKsupportedKbyKexplorativeKrvwKanalysisYKBMCVCancerWK2008WKgWK][e 4.8 28

240 αcrutinizingKtheKimmuneKdefenceKinventoryKofKramponotusKfloridanusKapplyingKtotalKtranscriptomeK
sequencingYKBMCVGenomicsWK2015WK]eWKdc[ 4.5 27

239 xnhibitionKofKtheKαüKproteinXphosphorylatingKr–zKkinasesKofKälasmodiumKfalciparumKimpairsKbloodK
stageKreplicationKandKmalariaKtransmissionYKPLoSVONEWK2014WKhWKe][dfba 3.7 27

238 NÜXboundKmyoglobiniKstructuralKdiversityKandKdynamicsKofKtheKNÜKligandYKJournalVofVtheVAmericanV
ChemicalVSocietyWK2004WK]aeWK]hb[X] 16.4 26

237 Tüä fKzinaseKrontrolsKralciumKüesponsesKinKprterialKThrombosisKandKαtrokeKinK iceYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2018WKbgWKbccXbda 9.4 26

236 TranscriptomeKanalysisKinKtardigradeKspeciesKrevealsKspecificKmolecularKpathwaysKforKstressK
adaptationsYKBioinformaticsVandVBiologyVInsightsWK2012WKeWKehXhe 5.3 25

235 TheKälantKwormoneKrytokininKronfersKärotectionKagainstKÜxidativeKαtressKinK ammalianKrellsYKPLoSV
ONEWK2016WK]]WKe[]egbge 3.7 25

234 –ipidXäroiKaKcomputationalKlipidKidentificationKsolutionKforKuntargetedKlipidomicsKonK
dataXindependentKacquisitionKtandemKmassKspectrometryKplatformsYKBioinformaticsWK2015WKb]WK]]d[Xb 7.2 24

233  olecularKmodelingKofKamoebaporeKandKNzXlysiniKaKfourXalphaXhelixKbundleKmotifKofKcytolyticK
peptidesKfromKdistantlyKrelatedKorganismsYKFoldingVbVDesignWK1997WKaWKcfXda 24

232 TransXsplicingKofKpreXmüNpKisKpredictedKtoKoccurKinKaKwideKrangeKofKorganismsKincludingK
vertebratesYKNucleicVAcidsVResearchWK1990WK]gWKcf]hXad 20.1 24

231 xntegrativeKfunctionalKgenomicsKdecodesKherpesKsimplexKvirusK]YKNatureVCommunicationsWK2020WK]]WKa[bg17.4 23

230 tugenolKtxertsKppoptoticKtffectKandK odulatesKtheKαensitivityKofKwe–aKrellsKtoKrisplatinKandK
üadiationYKMoleculesWK2019WKacWK 4.8 23

229 yimenaiKefficientKcomputingKandKsystemKstateKidentificationKforKgeneticKregulatoryKnetworksYKBMCV
BioinformaticsWK2013WK]cWKb[e 3.6 23

228  odellingKcrossXhybridizationKonKphylogeneticKsNpKmicroarraysKincreasesKtheKdetectionKpowerKofK
closelyKrelatedKspeciesYKMolecularVEcologyVResourcesWK2009WKhWKgbXhb 8.4 23

227 TheKbnXUntranslatedKüegionKofKtheKwumanKtstrogenKüeceptorK˛–KveneK ediatesKüapidK essengerK
üibonucleicKpcidKTurnover 23

226 pnalysisKofKαpvtKdataKinKhumanKplateletsiKfeaturesKofKtheKtranscriptomeKinKanKanucleateKcellYK
ThrombosisVandVHaemostasisWK2006WKhdWKecbXd] 7 23

225 ppplyingKexperimentalKdataKtoKproteinKfoldKpredictionKwithKtheKgeneticKalgorithmYKProteinV
EngineeringhVDesignVandVSelectionWK1997WK][WKgffXhb 1.9 22

224 rKuullereneKasKanKtffectiveKNanoplatformKofKplkaloidKqerberineKseliveryKintoK–eukemicKrellsYK
PharmaceuticsWK2019WK]]WK 6.4 21
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223 αalmonellaXhowKaKmetabolicKgeneralistKadoptsKanKintracellularKlifestyleKduringKinfectionYKFrontiersVinV
CellularVandVInfectionVMicrobiologyWK2014WKcWK]h] 5.9 21

222 αtaphylococcusKaureusKphysiologicalKgrowthKlimitationsiKinsightsKfromKfluxKcalculationsKbuiltKonK
proteomicsKandKexternalKmetaboliteKdataYKProteomicsWK2011WK]]WK]h]dXbd 4.8 21

221 sevelopmentalKprofilingKbyKmassKspectrometryKofKphosphocholineKcontainingKphospholipidsKinKtheK
ratKnervousKsystemKrevealsKtemporoXspatialKgradientsYKJournalVofVNeurochemistryWK2010WK]]cWK]]]hXbc 6 21

220 αystematicKgenomicKscreeningKandKanalysisKofKmüNpKinKuntranslatedKregionsKandKmüNpKprecursorsiK
combiningKexperimentalKandKcomputationalKapproachesYKBioinformaticsWK1998WK]cWKaf]Xg 7.2 21

219 romparativeKproteomeKanalysisKofK ilnesiumKtardigradumKinKearlyKembryonicKstateKversusKadultsKinK
activeKandKanhydrobioticKstateYKPLoSVONEWK2012WKfWKecdega 3.7 21

218 älantXäathogenK aneuveringKoverKppoplasticKαugarsYKTrendsVinVPlantVScienceWK2017WKaaWKfc[Xfcb 13.1 20

217 NonXrodingKüNpsKinK–ungKranceriKrontributionKofKqioinformaticsKpnalysisKtoKtheKsevelopmentKofK
NonXxnvasiveKsiagnosticKToolsYKGenesWK2016WKgWK 4.2 20

216 xnKsearchKofKtheKprototypeKofKnitricKoxideKsynthaseYKFEBSVLettersWK2003WKddcWK]Xd 3.8 20

215
 odelingKantibioticKandKcytotoxicKeffectsKofKtheKdimericKisoquinolineKxöX]cbKonKmetabolismKandKitsK
regulationKinKαtaphylococcusKaureusWKαtaphylococcusKepidermidisKandKhumanKcellsYKGenomeVBiologyWK
2011WK]aWKüac

18.3 19

214 TheKxTαaKsatabaseYKJournalVofVVisualizedVExperimentsWK2012WK 1.6 19

213 X –KschemasKforKcommonKbioinformaticKdataKtypesKandKtheirKapplicationKinKworkflowKsystemsYKBMCV
BioinformaticsWK2006WKfWKch[ 3.6 19

212 äroteomicsKofKronidiaXcontainingKähagolysosomesKxdentifiesKärocessesKvoverningKxmmuneKtvasionYK
MolecularVandVCellularVProteomicsWK2018WK]fWK][gcX][he 7.6 18

211 romplexationKwithKrKuullereneKxncreasesKsoxorubicinKtfficiencyKagainstK–eukemicKrellsKxnKVitroYK
NanoscaleVResearchVLettersWK2019WK]cWKe] 5 18

210 αynergyKofKrhemoXKandKähotodynamicKTherapiesKwithKrKuullereneXsoxorubicinKNanocomplexYK
NanomaterialsWK2019WKhWK 5.4 18

209 üobustnessKandKaccuracyKofKfunctionalKmodulesKinKintegratedKnetworkKanalysisYKBioinformaticsWK
2012WKagWK]ggfXhc 7.2 18

208 UseKofKfunctionalKhighlyKpurifiedKhumanKplateletsKforKtheKidentificationKofKnewKproteinsKofKtheKxääK
signalingKpathwayYKThrombosisVResearchWK2008WK]aaWKdhXeg 8.2 18

207 rloningKofKαchizosaccharomycesKpombeKgenesKencodingKtheKU]WKUaWKUbKandKUcKsnüNpsYKGeneWK1989WK
g]WKaafXbd 3.8 18

206
xnfluenceKofKälateletXrichKälasmaKonKtheKimmuneKresponseKofKhumanKmonocyteXderivedKdendriticK
cellsKandKmacrophagesKstimulatedKwithKpspergillusKfumigatusYKInternationalVJournalVofVMedicalV
MicrobiologyWK2017WKb[fWKhdX][f

3.7 17

(2017-2014)
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205 TheKdrugXmindedKproteinKinteractionKdatabaseKSsrumäxsTKforKefficientKtargetKanalysisKandKdrugK
developmentYKDatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2016WKa[]eWK 5 17

204 αoftwareK–αX xspKforKefficientKmassKisotopomerKdistributionKanalysisKinKmetabolicKmodellingYKBMCV
BioinformaticsWK2013WK]cWKa]g 3.6 17

203  icroinjectedKglutathioneKreductaseKcrystalsKasKindicatorsKofKtheKredoxKstatusKinKlivingKcellsYKFEBSV
LettersWK1999WKccfWK]bdXg 3.8 17

202  olecularKcharacterizationKofKantimicrobialKpeptideKgenesKofKtheKcarpenterKantKramponotusK
floridanusYKPLoSVONEWK2012WKfWKecb[be 3.7 17

201 pKrombinedKbsKTissueKtngineeredKxnKVitroZxnKαilicoK–ungKTumorK odelKforKäredictingKsrugK
tffectivenessKinKαpecificK utationalKqackgroundsYKJournalVofVVisualizedVExperimentsWK2016WKedbggd 1.6 16

200 pnalyzingKtüzK]ZaKsignallingKandKtargetsYKMolecularVBioSystemsWK2016WK]aWKacbeXce 16

199 pKsemiXquantitativeKmodelKofKöuorumXαensingKinKαtaphylococcusKaureusWKapprovedKbyKmicroarrayK
metaXanalysesKandKtestedKbyKmutationKstudiesYKMolecularVBioSystemsWK2013WKhWKaeedXg[ 16

198 öualityXofXlifeKassessmentKinKtheKoldKusingKtheKWwÜöÜ–K][[iKdifferencesKbetweenKpatientsKwithK
senileKdementiaKandKpatientsKwithKcancerYKInternationalVPsychogeriatricsWK1999WK]]WKafbXh 3.4 16

197 αchizosaccharomycesKpombeKUcKsmallKnuclearKüNpKcloselyKresemblesKvertebrateKUcKandKisKrequiredK
forKgrowthYKJournalVofVMolecularVBiologyWK1989WKa[gWKbf]Xh 6.5 16

196 qioinformaticsKofKcardiovascularKmiüNpKbiologyYKJournalVofVMolecularVandVCellularVCardiologyWK2015WK
ghWKbX][ 5.8 15

195 pnKopenKsourceKtoolKforKautomaticKspatiotemporalKassessmentKofKcalciumKtransientsKandKlocalK
RsignalXcloseXtoXnoiseRKactivityKinKcalciumKimagingKdataYKPLoSVComputationalVBiologyWK2018WK]cWKe][[e[dc 5 15

194 TheKimpactKofKcytokininKonKjasmonateXsalicylateKantagonismKinKprabidopsisKimmunityKagainstK
infectionKwithKästKsrb[[[YKPlantVSignalingVandVBehaviorWK2013WKgWKdoiiK][Yc]e]ZpsbYaefh] 2.5 15

193 xnvestigatingKheatKshockKproteinsKofKtardigradesKinKactiveKversusKanhydrobioticKstateKusingKshotgunK
proteomicsYKJournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK2011WKchWK]]]X]]h 1.9 15

192 rharacterizationKofKtargetingKdomainsKbyKsequenceKanalysisiKglycogenXbindingKdomainsKinKproteinK
phosphatasesYKJournalVofVMolecularVMedicineWK1998WKfeWKffXh 5.5 15

191  iningKbiomedicalKimagesKtowardsKvaluableKinformationKretrievalKinKbiomedicalKandKlifeKsciencesYK
DatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2016WKa[]eWK 5 15

190 TheKNewKveneticK–andscapeKofKrushingRsKsiseaseiKseubiquitinasesKinKtheKαpotlightYKCancersWK2019WK
]]WK 6.6 15

189 ronvergenceKbehaviourKandKrontrolKinKNonX–inearKqiologicalKNetworksYKScientificVReportsWK2015WKdWKhfce 4.9 14

188
pKqooleanKviewKseparatesKplateletKactivatoryKandKinhibitoryKsignallingKasKverifiedKbyK
phosphorylationKmonitoringKincludingKthresholdKbehaviourKandKintegrinKmodulationYKMolecularV
BioSystemsWK2013WKhWK]baeXbh

14
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187  ucoralesKsporesKinduceKaKproinflammatoryKcytokineKresponseKinKhumanKmononuclearKphagocytesK
andKharborKnoKrodletKhydrophobinsYKVirulenceWK2017WKgWK]f[gX]f]g 4.7 14

186  odellingKantibioticKandKcytotoxicKisoquinolineKeffectsKinKαtaphylococcusKaureusWKαtaphylococcusK
epidermidisKandKmammalianKcellsYKInternationalVJournalVofVMedicalVMicrobiologyWK2015WKb[dWKheX][h 3.7 14

185 RxsotopoRKaKdatabaseKapplicationKforKfacileKanalysisKandKmanagementKofKmassKisotopomerKdataYK
DatabasewVtheVJournalVofVBiologicalVDatabasesVandVCurationWK2014WKa[]cWK 5 14

184 ärotecsWKaKcomprehensiveKandKpowerfulKstorageKandKanalysisKsystemKforKÜ xrαKdataWKappliedKforK
profilingKtheKanaerobiosisKresponseKofKαtaphylococcusKaureusKrÜ–YKProteomicsWK2010WK][WKahgaXb[[[ 4.8 14

183 üefinedKveneticKplgorithmKαimulationsKtoK odelKäroteinsYKJournalVofVMolecularVModelingWK1999WKdWKb]fXbac2 14

182 ÜptimalityKprinciplesKrevealKaKcomplexKinterplayKofKintermediateKtoxicityKandKkineticKefficiencyKinK
theKregulationKofKprokaryoticKmetabolismYKPLoSVComputationalVBiologyWK2017WK]bWKe][[dbf] 5 13

181 UseKofKpathwayKanalysisKandKgenomeKcontextKmethodsKforKfunctionalKgenomicsKofK ycoplasmaK
pneumoniaeKnucleotideKmetabolismYKGeneWK2007WKbheWKa]dXad 3.8 13

180 üxäKdeathKdomainKstructuralKinteractionsKimplicatedKinKTNuXmediatedKproliferationKandKsurvivalYK
ProteinswVStructurehVFunctionVandVBioinformaticsWK2006WKebWKc]bXab 4.2 13

179 αolventKentropyXdrivenKsearchingKforKproteinKmodelingKexaminedKandKtestedKinKsimplifiedKmodelsYK
ProteinVEngineeringhVDesignVandVSelectionWK2001WK]cWKbahXbd 1.9 13

178 romparativeKgenomeKanalysisKandKpathwayKreconstructionYKPharmacogenomicsWK2002WKbWKacdXde 2.6 13

177 sNpKrecognitionWKstrandKselectivityWKandKcleavageKmodeKduringKintegraseKfamilyKsiteXspecificK
recombinationYKJournalVofVBiologicalVChemistryWK2000WKafdWKaaaddXef 5.4 13

176 uineKmappingKofKtheKantigenXantibodyKinteractionKofKscuva]dWKaKrecombinantKantibodyKinhibitingK
üNpKpolymeraseKxxKfromKsrosophilaKmelanogasterYKJournalVofVMolecularVRecognitionWK1999WK]aWK][bX]] 2.6 13

175 xdentificationKandKfunctionalKanalysisKofKaKnovelKyeastKsmallKnucleolarKüNpYKNucleicVAcidsVResearchWK
1993WKa]WKdbgeXh[ 20.1 13

174 pnKantibioticKtargetKrankingKandKprioritizationKpipelineKcombiningKsequenceWKstructureKandK
networkXbasedKapproachesKexemplifiedKforKαerratiaKmarcescensYKGeneWK2016WKdh]WKaegXafg 3.8 13

173 pnKoptimizedKgeneticallyKencodedKdualKreporterKforKsimultaneousKratioKimagingKofKraKandKwKrevealsK
newKinsightsKintoKionKsignalingKinKplantsYKNewVPhytologistWK2021WKab[WKaahaXab][ 9.8 13

172 –ÜNt–YXvUYKznocksKtveryKsooriKrrosskingdomK icrobialKäathogenesisYKTrendsVinVPlantVScienceWK
2015WKa[WKfg]Xfgb 13.1 12

171  icroüNpXa]KversusKmicroüNpXbciK–ungKcancerKpromotingKandKinhibitoryKmicroüNpsKanalysedKinK
silicoKandKinKvitroKandKtheirKclinicalKimpactYKTumorVBiologyWK2017WKbhWK][][cagb]ff[ecb[ 2.9 12

170  odellingKtheKhostXpathogenKinteractionsKofKmacrophagesKandKusingKvameKTheoryKandKdynamicK
optimizationYKJournalVofVtheVRoyalVSocietyVInterfaceWK2017WK]cWK 4.1 12

(2017-2017)
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169 siagnosticKvalueKofKpreoperativeKrTKscanKtoKstratifyKcolonKcancerKforKneoadjuvantKtherapyYK
InternationalVJournalVofVColorectalVDiseaseWK2015WKb[WK][efXfb 3 12

168 äharmacogenomicKstrategiesKagainstKmicrobialKresistanceiKfromKbrightKtoKbleakKtoKinnovativeYK
PharmacogenomicsWK2010WK]]WK]]hbXe 2.6 12

167 setectingKspeciesXsiteKdependenciesKinKlargeKmultipleKsequenceKalignmentsYKNucleicVAcidsVResearchWK
2009WKbfWKdhdhXeg 20.1 12

166
ärobingKulpiKaKnewKapproachKtoKanalyzeKtheKstructureKofKaKsNpKrecognizingKproteinKbyKcombiningK
theKgeneticKalgorithmWKmutagenesisKandKnonXcanonicalKsNpKtargetKsitesYKBBAViVProteinsVandV
ProteomicsWK1997WK]bc[WK]gfXa[c

12

165  odellingKphagosomalKlipidKnetworksKthatKregulateKactinKassemblyYKBMCVSystemsVBiologyWK2008WKaWK][f 3.5 12

164 romparativeKvenomeKpnalysisKofKtheK ollicutesK2002WKaddXafg 12

163 pbKinitioKtertiaryXfoldKpredictionKofKhelicalKandKnonXhelicalKproteinKchainsKusingKaKgeneticKalgorithmYK
InternationalVJournalVofVBiologicalVMacromoleculesWK1996WK]gWK]Xc 7.9 12

162 sevelopingKsustainableKsoftwareKsolutionsKforKbioinformaticsKbyKtheKMKqutterflyMKparadigmYK
FnmmmResearchWK2014WKbWKf] 3.6 12

161 TranscriptomicKbufferingKofKcrypticKgeneticKvariationKcontributesKtoKmeningococcalKvirulenceYKBMCV
GenomicsWK2017WK]gWKaga 4.5 11

160 ärobingKtheKUnknownsKinKrytokininX ediatedKxmmuneKsefenseKinKprabidopsisKwithKαystemsKqiologyK
ppproachesYKBioinformaticsVandVBiologyVInsightsWK2014WKgWKqqxYα]bcea 5.3 11

159
rharacterizationKofKaKnovelKinteractionKbetweenKvasodilatorXstimulatedKphosphoproteinKandK
pbelsonKinteractorK]KinKhumanKplateletsiKaKconcertedKcomputationalKandKexperimentalKapproachYK
ArteriosclerosishVThrombosishVandVVascularVBiologyWK2010WKb[WKgcbXd[

9.4 11

158 qXüafKandKrXüafKsignalingKinvestigatedKinKaKsimplifiedKmodelKofKtheKmitogenicKkinaseKcascadeYK
BiologicalVChemistryWK2005WKbgeWK]]edXf] 4.5 11

157 –eadKexpansionKandKvirtualKscreeningKofKxndinavirKderivateKwxVX]KproteaseKinhibitorsKusingK
pharmacophoricKXKshapeKsimilarityKscoringKfunctionYKBioinformationWK2010WKcWKahdXh 1.1 11

156 xnKαilicoKsesignedKpxlKüeceptorKqlockingKsrugKrandidatesKpgainstKZikaKVirusKxnfectionYKACSVOmegaWK
2018WKbWKdag]Xdah[ 3.9 11

155 rhallengedKbyKwumanKsendriticKrellsiK etabolicKandKüegulatoryKäathwayKüesponsesKTestifyKaKTightK
qattleYKFrontiersVinVCellularVandVInfectionVMicrobiologyWK2019WKhWK]eg 5.9 10

154 xdentificationKofKpntifungalKTargetsKqasedKonKromputerK odelingYKJournalVofVFungiVdBaselhV
SwitzerlandeWK2018WKcWK 5.6 10

153 synamicalKmodellingKofKprostaglandinKsignallingKinKplateletsKrevealsKindividualKreceptorK
contributionsKandKfeedbackKpropertiesYKMolecularVBioSystemsWK2013WKhWKada[Xh 10

152 wighXthroughputKmicroarrayKtechnologyKinKdiagnosticsKofKenterobacteriaKbasedKonKgenomeXwideK
probeKselectionKandKregressionKanalysisYKBMCVGenomicsWK2010WK]]WKdh] 4.5 10
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151 xmprovingKäroteinKαtructureKäredictionKbyKNewKαtrategiesiKtxperimentalKxnsightsKandKtheKveneticK
plgorithmYKJournalVofVMolecularVModelingWK1997WKbWKb]aXb]c 2 10

150 pKversatileKstructuralKdomainKanalysisKserverKusingKprofileKweightKmatricesYKJournalVofVChemicalV
InformationVandVComputerVSciencesWK2002WKcaWKc[dXf 10

149 üapidKproliferationKdueKtoKbetterKmetabolicKadaptationKresultsKinKfullKvirulenceKofKaK
filamentXdeficientKrandidaKalbicansKstrainYKNatureVCommunicationsWK2021WK]aWKbghh 17.4 10

148
romprehensiveKuluxK odelingKofKäroteomeKandKqüTXärüKsataKxndicateKqiphasicK etabolicK
sifferencesKqetweenKtlementaryKqodiesKandKüeticulateKqodiesKsuringKxnfectionYKFrontiersVinV
MicrobiologyWK2019WK][WKabd[

5.7 9

147 veneKexpressionKprofilesKandKproteinXproteinKinteractionKnetworkKanalysisKinKpxsαKpatientsKwithK
wxVXassociatedKencephalitisKandKdementiaYKHIVlAIDSViVResearchVandVPalliativeVCareWK2015WKfWKaedXfe 1.2 9

146 NewKtrendsKinKpharmacogenomicKstrategiesKagainstKresistanceKdevelopmentKinKmicrobialKinfectionsYK
PharmacogenomicsWK2008WKhWK]f]]Xab 2.6 9

145 älacozoaiKatKleastKtwoYKBiologiaVdPolandeWK2007WKeaWKec]Xecd 1.5 9

144 txogenousKadministrationKofKaKrecombinantKvariantKofKTWtpzKimpairsKhealingKafterKmyocardialK
infarctionKbyKaggravationKofKinflammationYKPLoSVONEWK2013WKgWKefghbg 3.7 9

143 sraftKgenomeKofKtheKtutardigradeK ilnesiumKtardigradumKshedsKlightKonKecdysozoanKevolution 9

142 αyntheticKüewiringKofKälantKrÜKαequestrationKvalvanizesKälantKqiomassKäroductionYKTrendsVinV
BiotechnologyWK2020WKbgWKbdcXbdh 15.1 8

141 ÜmicsKandKbioinformaticsKappliedKtoKvaccineKdevelopmentKagainstKqorreliaYKMolecularVOmicsWK2018WK
]cWKbb[Xbc[ 4.4 8

140 xntegratedKpathwayKmodulesKusingKtimeXcourseKmetabolicKprofilesKandKtαTKdataKfromK ilnesiumK
tardigradumYKBMCVSystemsVBiologyWK2012WKeWKfa 3.5 8

139 äharmacogenomicKstrategiesKagainstKresistanceKdevelopmentKinKmicrobialKinfectionsYK
PharmacogenomicsWK2004WKdWKbe]Xfh 2.6 8

138 rurrentKeffortsKinKtheKanalysisKofKüNpiKandKüNpiKtargetKgenesYKBriefingsVinVBioinformaticsWK2005WKeWKfaXgd 13.4 8

137 ÜpiatesKinduceKlongXtermKincreasesKinKprodynorphinXderivedKpeptideKlevelsKinKtheKguineaXpigK
myentericKplexusYKNaunyniSchmiedebergcsVArchivesVofVPharmacologyWK1986WKbbbWKbg]Xe 3.4 8

136 pffinityKpurificationKofKnXendorphinXlikeKmaterialKfromKNv][grr]dKhybridKcellsKbyKmeansKofKtheK
monoclonalKnXendorphinKantibodyKbXtfYKNeurochemistryVInternationalWK1985WKfWKacfXdb 4.4 8

135 uxyxK acroKbsKpüTKVeαtlecTiKbsKputomatedKüeconstructionKToolKforKVesicleKαtructuresKofKtlectronK
TomogramsYKPLoSVComputationalVBiologyWK2017WK]bWKe][[db]f 5 8

134 selayingKmemoryKdeclineiKdifferentKoptionsKandKemergingKsolutionsYKTranslationalVPsychiatryWK2020WK
][WK]b 8.6 7

(2020-1997)
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133 wä–rXtαxX αKmethodKforKrKfullereneKmitochondrialKcontentKquantificationYKDataVinVBriefWK2018WK]hWKa[cfXa[da1.2 7

132  Ü–trU–püKsYNp xrαKαx U–pTxÜNKÜuKäÜärKpNsKäÜätK–xäxsK t qüpNtKqx–pYtüαK
tNuÜürtsKqYKpNKxNTtürp–pTtsKαxNv–tXWp––KrpüqÜNKNpNÜTUqtYKNanoWK2011WK[eWK]hXah 1.1 7

131
ThirtyXthreeKnucleotidesKofKdRKflankingKsequenceKincludingKtheKRTpTpRKboxKareKnecessaryKandK
sufficientKforKefficientKUaKsnüNpKtranscriptionKinKαchizosaccharomycesKpombeYKMolecularV
MicrobiologyWK1991WKdWK]ea]Xd

4.1 7

130 NovelKppproachKforKrharacterizingKäropofolKqindingKpffinitiesKtoKαerumKplbuminsKfromKsifferentK
αpeciesYKACSVOmegaWK2020WKdWKaddcbXaddd] 3.9 7

129 xntegratedKstructuralKandKfunctionalKanalysisKofKtheKprotectiveKeffectsKofKkinetinKagainstKoxidativeK
stressKinKmammalianKcellularKsystemsYKScientificVReportsWK2020WK][WK]bbb[ 4.9 7

128 pKäroteomeKÜverviewiKαharedKandKαpecificKäroteinsKandKäroteinKromplexesKfromKüepresentativeK
αtrainsKofKpllKThreeKrladesYKProteomesWK2016WKcWK 4.6 7

127
tvaluationKofKpspergillusKandK ucoralesKspecificKTXcellsKandKperipheralKbloodKmononuclearKcellK
cytokineKsignaturesKasKbiomarkersKofKenvironmentalKmoldKexposureYKInternationalVJournalVofV
MedicalVMicrobiologyWK2018WKb[gWK][]gX][ae

3.7 7

126 pKcombinedKtissueXengineeredZin´ silicoKsignatureKtoolKpatientKstratificationKinKlungKcancerYK
MolecularVOncologyWK2018WK]aWK]aecX]agd 7.9 7

125 wowKtoKαteerKandKrontrolKtüzKandKtheKtüzKαignalingKrascadeKtxemplifiedKbyK–ookingKatKrardiacK
xnsufficiencyYKInternationalVJournalVofVMolecularVSciencesWK2019WKa[WK 6.3 6

124 TheKrytokininXpctivatingK–ÜvXuamilyKäroteinsKpreKNotK–ysineKsecarboxylasesYKTrendsVinVBiochemicalV
SciencesWK2018WKcbWKabaXabe 10.3 6

123 rYKelegansKproteinKinteractionKnetworkKanalysisKprobesKüNpiKvalidatedKproXlongevityKeffectKofKnhrXeWK
aKhumanKhomologKofKtumorKsuppressorKNrca]YKScientificVReportsWK2019WKhWK]df]] 4.9 6

122 pKcomparativeKanalysisKofKtheKbistabilityKswitchKforKplateletKaggregationKbyKlogicKÜstKbasedK
dynamicalKmodelingYKMolecularVBioSystemsWK2014WK][WKa[gaXh 6

121 xntegrationKofKbooleanKmodelsKonKhormonalKinteractionsKandKprospectsKofKcytokininXauxinKcrosstalkK
inKplantKimmunityYKPlantVSignalingVandVBehaviorWK2013WKgWKeabgh[ 2.5 6

120
qioinformaticsKidentifiesKtardigradeKmolecularKadaptationsKincludingKtheKsNpXjKfamilyKandKfirstK
stepsKtowardsKdynamicalKmodellingYKJournalVofVZoologicalVSystematicsVandVEvolutionaryVResearchWK
2011WKchWK]a[X]ae

1.9 6

119 romputationalKmethodsKforKtheKpredictionKofKproteinKfoldsYKBBAViVProteinsVandVProteomicsWK1997WK
]bcbWK]X]d 6

118 üationalKsrugKsesignKofKpxlKTyrosineKzinaseKTypeKxKxnhibitorsKasKäromisingKrandidatesKpgainstK
rancerYKFrontiersVinVChemistryWK2019WKfWKha[ 5 6

117 ronnectingKrancerKäathwaysKtoKTumorKtnginesiKpKαtratificationKToolKforKrolorectalKrancerK
rombiningKwumanKxnKVitroKTissueK odelsKwithKqooleanKxnKαilicoK odelsYKCancersWK2019WK]aWK 6.6 6

116 uunctionalKgenomicsKidentifiesKp äsaKasKaKnewKprognosticKmarkerKforKundifferentiatedK
pleomorphicKsarcomaYKInternationalVJournalVofVCancerWK2019WK]ccWKgdhXgef 7.5 6
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115 pKnewKtripleKsystemKsNpXNanosilverXqerberineKforKcancerKtherapyYKAppliedVNanoscienceV
dSwitzerlandeWK2019WKhWKhcdXhde 3.3 6

114 ypNtiKefficientKmappingKofKprokaryoticKtαTsKandKvariableKlengthKsequenceKreadsKonKrelatedK
templateKgenomesYKBMCVBioinformaticsWK2009WK][WKbh] 3.6 5

113
pnalyzingKThiolXsependentKüedoxKNetworksKinKtheKäresenceKofK ethyleneKqlueKandKÜtherK
pntimalarialKpgentsKwithKüTXärüXαupportedKinKsilicoK odelingYKBioinformaticsVandVBiologyVInsightsWK
2012WKeWKagfXb[a

5.3 5

112 üibosomalKüNpKphylogeneticsiKtheKthirdKdimensionYKBiologiaVdPolandeWK2010WKedWKbggXbh] 1.5 5

111 invenoXXanKintegratedKgenomeKandKorthologKviewerKforKimprovedKgenomeKtoKgenomeKcomparisonsYK
BMCVBioinformaticsWK2006WKfWKce] 3.6 5

110 sNpKandKmüNpKsequenceKofKtheKimmuneKprotectiveKsNpKligaseKxKgeneKmatchKtheKrevKresponseK
elementKofKwxVYKDNAVSequenceWK1996WKeWK]]hXa] 5

109  utationalKanalysisKofKαchizosaccharomycesKpombeKUcKsnüNpKbyKplasmidKexchangeYKYeastWK1992WKgWKecfXdb3.4 5

108 ärobingKtheKunknownsKinKcytokininXmediatedKimmuneKdefenseKinKprabidopsisKwithKsystemsKbiologyK
approachesYKBioinformaticsVandVBiologyVInsightsWK2014WKgWKbdXcc 5.3 5

107 αystemsKqiologyKpnalysisKtoKUnderstandKüegulatoryKmiüNpKNetworksKinK–ungKrancerYKMethodsVinV
MolecularVBiologyWK2018WK]g]hWKabdXacf 1.4 5

106 seepKmetazoanKphylogenyYKInVSilicoVBiologyWK2007WKfWK]d]Xc 2 5

105 VacciniaKvirusKinjectedKhumanKtumorsiKoncolyticKvirusKefficiencyKpredictedKbyKantigenKprofilingK
analysisKfittedKbooleanKmodelsYKBioengineeredWK2019WK][WK]h[X]he 5.7 4

104 romparisonKofKtheKcentralKhumanKandKmouseKplateletKsignalingKcascadeKbyKsystemsKbiologicalK
analysisYKBMCVGenomicsWK2020WKa]WKghf 4.5 4

103 venomeXwideKinferenceKofKtheKramponotusKfloridanusKproteinXproteinKinteractionKnetworkKusingK
homologousKmappingKandKinteractingKdomainKprofileKpairsYKScientificVReportsWK2020WK][WKabbc 4.9 4

102 uunctionalKmoduleKsearchKinKproteinKnetworksKbasedKonKsemanticKsimilarityKimprovesKtheKanalysisKofK
proteomicsKdataYKMolecularVandVCellularVProteomicsWK2014WK]bWK]gffXgh 7.6 4

101 sNpseqKWorkflowKinKaKsiagnosticKrontextKandKanKtxampleKofKaKUserKuriendlyKxmplementationYK
BioMedVResearchVInternationalWK2015WKa[]dWKc[bchf 3 4
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98 xntegrativeKfunctionalKgenomicsKdecodesKherpesKsimplexKvirusK] 4
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üepurposingKinKplzheimerRsKsiseaseYKFrontiersVinVChemistryWK2021WKhWKfbed[h 5 1

60 pnKxnKVitroKandKxnKαilicoKαtudyKofKtheKtnhancedKpntiproliferativeKandKäroXÜxidantKäotentialKofK–YKcvYK
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roxiellaKburnetiiKvenomicKαequencesYYKMSystemsWK2021WKeWKe[[c[ba] 7.6 1
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