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Structure of a eukaryotic voltage-gated sodium channel at near-atomic resolution. Science, 2017, 355, .
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Comparative structural analysis of human Na <sub>v</sub> 1.1 and Na <sub>v</sub> 1.5 reveals
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Structure of human Na <sub>v</[sub> 1.5 reveals the fast inactivation-related segments as a mutational
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High-resolution structures of human Nav1.7 reveal gating modulation through 1+-I€ helical transition
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