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107 Opinion in Biotechnology, 2009, 20, 197-203

11.4 103

Catalyzing plant science research with RNA-seq. Frontiers in Plant Science, 2013, 4, 66

The Charophycean green algae as model systems to study plant cell walls and other evolutionary

105 adaptations that gave rise to land plants. Plant Signaling and Behavior, 2012, 7, 1-3
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