
Michael R Wiley

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/authorypdf/807730/michaelyrywileyypublicationsybyycitations.pdf

Version:k2024y04y24k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistxkvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalxkandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

35
papers

1,346
citations

17
h-index

36
g-index

38
ext. papers

1,764
ext. citations

12.8
avg, IF

3.2
L-index



n Paper IF Citations

35 VirusLgenomesLrevealLfactorsLthatLspreadLandLsustainedLtheLEbolaLepidemiccLNatureaL2017aLkiiaLheobhfk 50.4 238

34 GenomicLepidemiologyLrevealsLmultipleLintroductionsLofLZikaLvirusLintoLtheLUnitedLStatescLNatureaL
2017aLkilaLiefbiek 50.4 235

33 TaxonomyLofLtheLorderLMononegaviralespLupdateLgefncLArchivesnofnVirologyaL2018aLflhaLggnhbggoi 2.6 111

32 TaxonomyLofLtheLfamilyLwrenaviridaeLandLtheLorderLxunyaviralespLupdateLgefncLArchivesnofnVirologyaL
2018aLflhaLggokbghfe 2.6 108

31 wLMulticomponentLwnimalLVirusLIsolatedLfromLMosquitoescLCellnHostnandnMicrobeaL2016aLgeaLhkmbhlm 23.4 76

30 EvolutionLandLSpreadLofLEbolaLVirusLinLLiberiaaLgefibgefkcLCellnHostnandnMicrobeaL2015aLfnaLlkoblo 23.4 66

29 ReducedLevolutionaryLrateLinLreemergedLEbolaLvirusLtransmissionLchainscLSciencenAdvancesaL2016aLgaLefleehmn14.3 53

28 ÉirstLreportLofLnaturallyLinfectedLwedesLaegyptiLwithLchikungunyaLvirusLgenotypeLEySwLinLtheL
wmericascLPLoSnNeglectednTropicalnDiseasesaL2017aLffaLeeeeklhe 4.8 46

27 yompleteLGenomeLSequencesLofLÉiveLZikaLVirusLIsolatescLGenomenAnnouncementsaL2016aLiaL 39

26
MedicalLcountermeasuresLduringLtheLgefnLEbolaLvirusLdiseaseLoutbreakLinLtheLNorthLKivuLandLIturiL
ProvincesLofLtheLzemocraticLRepublicLofLtheLyongopLaLrapidLgenomicLassessmentcLLancetnInfectiousn
Diseases,nTheaL2019aLfoaLlinblkm

25.5 36

25 wLyearLofLgenomicLsurveillanceLrevealsLhowLtheLSwRSbyoVbgLpandemicLunfoldedLinLwfricacLScienceaL
2021aLhmiaLighbihf 33.3 35

24 IsolationLofLaLNovelLÉusogenicLOrthoreovirusLfromLEucampsipodaLafricanaLxatLÉliesLinLSouthLwfricacL
VirusesaL2016aLnaLlk 6.2 28

23 wctiveLEbolaLVirusLReplicationLandLHeterogeneousLEvolutionaryLRatesLinLEVzLSurvivorscLCellnReports
aL2018aLggaLffkobffln 10.6 27

22 LassaLvirusLcirculatingLinLLiberiapLaLretrospectiveLgenomicLcharacterisationcLLancetnInfectiousn
Diseases,nTheaL2019aLfoaLfhmfbfhmn 25.5 21

21 IsolationLofLaLnovelLorthobunyavirusLfromLbatLfliesLUEucampsipodaLafricanaVcLJournalnofnGeneraln
VirologyaL2017aLonaLohkboik 4.9 20

20 yharacterizationLofLtheLPuntaLToroLspeciesLcomplexLUgenusLPhlebovirusaLfamilyLxunyaviridaeVcL
JournalnofnGeneralnVirologyaL2015aLolaLgemobgenk 4.9 18

19 gefnLEbolaLvirusLdiseaseLoutbreakLinLˆ�quateurLProvinceaLzemocraticLRepublicLofLtheLyongopLaL
retrospectiveLgenomicLcharacterisationcLLancetnInfectiousnDiseases,nTheaL2019aLfoaLlifblim 25.5 17

Michael R Wiley

2



18 wLsmallLstembloopLstructureLofLtheLEbolaLvirusLtrailerLisLessentialLforLreplicationLandLinteractsLwithL
heatbshockLproteinLwncLNucleicnAcidsnResearchaL2016aLiiaLonhfbonil 20.1 15

17 wctiveLTargetedLSurveillanceLtoLIdentifyLSitesLofLEmergenceLofLHantaviruscLClinicalnInfectiousn
DiseasesaL2020aLmeaLilibimh 11.6 11

16 TbmekLinducesLlethalLmutagenesisLinLEbolaLandLMarburgLpopulationsLinLmacaquescLAntiviralnResearch
aL2019aLfmeaLfeikgo 10.8 9

15 RibavirinLHadLzemonstrableLEffectsLonLtheLyrimeanbyongoLHemorrhagicLÉeverLVirusLUyyHÉVVL
PopulationLandLLoadLinLaLPatientLWithLyyHÉLInfectioncLJournalnofnInfectiousnDiseasesaL2018aLgfmaLfokgbfokl7 9

14 yompleteLcodingLsequencesLofLeasternLequineLencephalitisLvirusLandLvenezuelanLequineL
encephalitisLvirusLstrainsLisolatedLfromLhumanLcasescLGenomenAnnouncementsaL2015aLhaL 9

13 GenomeLSequencesLofLSimianLHemorrhagicLÉeverLVirusLVariantLNIHLLVRigbedMloifLIsolatesL
UwrteriviridaepLwrterivirusVcLGenomenAnnouncementsaL2014aLgaL 8

12 SheddingLofLMarburgLVirusLinLNaturallyLInfectedLEgyptianLRousetteLxatsaLSouthLwfricaaLgefmcL
EmergingnInfectiousnDiseasesaL2020aLglaLhekfbhekk 10.2 8

11 wLnovelLadenovirusLisolatedLfromLtheLEgyptianLfruitLbatLinLSouthLwfricaLisLcloselyLrelatedLtoLrecentL
isolatesLfromLyhinacLScientificnReportsaL2018aLnaLokni 4.9 8

10 ÉunctionalityLofLTwoLOriginsLofLReplicationLinLStrainsLWithLaLSingleLyhromosomecLFrontiersninn
MicrobiologyaL2018aLoaLgohg 5.7 7

9 ModelingLmosquitobborneLandLsexualLtransmissionLofLZikaLvirusLinLanLenzooticLhostaLtheLwfricanL
greenLmonkeycLPLoSnNeglectednTropicalnDiseasesaL2020aLfiaLeeeenfem 4.8 6

8 HumanaLNonhumanLPrimateaLandLxatLyellsLwreLxroadlyLSusceptibleLtoLTibrovirusLParticleLyellLEntrycL
FrontiersninnMicrobiologyaL2019aLfeaLnkl 5.7 6

7 IdentificationLandLcharacterizationLofLHighlandsLJLvirusLfromLaLMississippiLsandhillLcraneLusingL
unbiasedLnextbgenerationLsequencingcLJournalnofnVirologicalnMethodsaL2014aLgelaLigbk 2.6 6

6 xeatriceLHillLVirusLRepresentsLaLNovelLSpeciesLinLtheLGenusLTibrovirusLUMononegaviralespL
RhabdoviridaeVcLGenomenAnnouncementsaL2017aLkaL 3

5 yompleteLyodingLSequenceLofLWesternLEquineLEncephalitisLVirusLStrainLÉlemingaLIsolatedLfromLaL
HumanLyasecLMicrobiologynResourcenAnnouncementsaL2020aLoaL 1.3 2

4 yrossbxorderLTransmissionLofLEbolaLVirusLasLtheLyauseLofLaLResurgentLOutbreakLinLLiberiaLinLwprilL
geflcLClinicalnInfectiousnDiseasesaL2018aLlmaLffimbffio 11.6 2

3 yompleteLgenomicLsequencesLofLVenezuelanLequineLencephalitisLvirusLsubtypeLIIIzLisolatesLfromL
mosquitoescLArchivesnofnVirologyaL2020aLflkaLfmfkbfmfm 2.6 1

2 ÉirstLzetectionLofLtheLWestLNileLVirusLKoutangoLLineageLinLSandfliesLinLNigercLPathogensaL2021aLfeaL 4.5 1

1 ReplyLtoLNExpandingLtheLconversationLonLhighbthroughputLviromeLsequencingLstandardsLtoLincludeL
considerationLofLmicrobialLcontaminationLsourcesNcLMBioaL2014aLkaLeegeni 7.8

(2014-2016)

3



Michael R Wiley

4


