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i Paper IF Citations

334 vistinctLandLdiverseLchromatinLproteomesLofLageingLmouseLorgansLrevealLproteinLsignaturesLthatL
correlateLwithLphysiologicalLfunctionsZZLELifeXL2022XLccXL 8.9 2

333 uomplexYdependentLhistoneLacetyltransferaseLactivityLofLósTjLdeterminesLitsLroleLinLtranscriptionL
andLcellularLhomeostasisZLMoleculargCellXL2021XLjcXLcifkYcihgZej 17.6 7

332
InactivationLofLtheLSchizophreniaYassociatedLtRvcLgeneLinLtrainLuausesLxailureYtoYthriveXLSeizureL
SusceptibilityLandLsbnormalLzistoneLzeLscetylationLandLαYtailLulippingZLMoleculargNeurobiologyXL
2021XLgjXLffkgYfgbg

6.2 1

331 xastLandLsccurateLQuantificationLofLαitrogenLandLPhosphorusLuonstituentsLinLsnimalLSlurriesLUsingL
α∆RLSensorLTechnologyZLACSgOmegaXL2021XLhXLcieegYciefc 3.9 1

330 ProteoformLvifferentiationLusingLTandemLTrappedLIonL∆obilityXLwlectronLuaptureLvissociationXLandL
ToxL∆assLSpectrometryZLAnalyticalgChemistryXL2021XLkeXLkgigYkgjd 7.8 4

329
ZirconiumTIVUYI∆suLRevisitedlLImprovedLPerformanceLandLPhosphoproteomeLuoverageLbyL
∆agneticL∆icroparticlesLforLPhosphopeptideLsffinityLwnrichmentZLJournalgofgProteomegResearchXL
2021XLdbXLfgeYfhd

5.6 10

328 WhiteLadiposeLremodelingLduringLbrowningLinLmiceLinvolvesLYtXcLtoLdriveLthermogenicL
commitmentZLMoleculargMetabolismXL2021XLffXLcbccei 8.8 2

327 LipidLmolecularLtimelineLprofilingLrevealsLdiurnalLcrosstalkLbetweenLtheLliverLandLcirculationZLCellg
ReportsXL2021XLefXLcbjicb 10.6 7

326 SelectiveLwnrichmentLofLzistidineLPhosphorylatedLPeptidesLUsingL∆olecularlyLImprintedLPolymersZL
AnalyticalgChemistryXL2021XLkeXLejgiYejhh 7.8 12

325 sLconservedXLburiedLcysteineLnearLtheLPYsiteLisLaccessibleLtoLcysteineLmodificationsLandLincreasesL
RβSLstabilityLinLtheLPYtypeLplasmaLmembraneLzWYsTPaseZLBiochemicalgJournalXL2021XLfijXLhckYhed 3.8 3

324 RealYworldLparticulateLmattersLinduceLlungLtoxicityLinLratsLfedLwithLaLhighYfatLdietlLwvidenceLofL
histoneLmodificationsZLJournalgofgHazardousgMaterialsXL2021XLfchXLcdhcjd 12.8 1

323 SilencingLofLceramideLsynthaseLdLinLhepatocytesLmodulatesLplasmaLceramideLbiomarkersLpredictiveL
ofLcardiovascularLdeathZLMoleculargTherapyXL2021XL 11.7 1

322 PolySTestlLRobustLStatisticalLTestingLofLProteomicsLvataLwithL∆issingLValuesLImprovesLvetectionL
ofLtiologicallyLRelevantLxeaturesZLMoleculargandgCellulargProteomicsXL2020XLckXLcekhYcfbj 7.6 6

321
TheLeffectLofLphytoglobinLoverexpressionLonLtheLplantLproteomeLduringLnonhostLresponseLofL
barleyLTzordeumLvulgareULtoLwheatLpowderyLmildewLTtlumeriaLgraminisLfZLspZLtriticiUZLScientificg
ReportsXL2020XLcbXLkckd

4.9

320 ∆utantLxβXLdLzijacksLS∆svfLandLS∆svdaeLtoLvriveLsdultLyranulosaLuellLTumorsZLCancergResearchXL
2020XLjbXLefhhYefik 10.1 12

319 TheLzypoxicLProteomeLandL∆etabolomeLofLtarleyLTLLZULwithLandLwithoutLPhytoglobinLPrimingZL
InternationalgJournalgofgMoleculargSciencesXL2020XLdcXL 6.3 5

318 VisualizationLofLtheLdynamicsLofLhistoneLmodificationsLandLtheirLcrosstalkLusingL
PT∆YurossTalk∆apperZLMethodsXL2020XLcjfXLijYjg 4.6 8
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317 ∆iddleYvownLProteomicLsnalysesLwithLIonL∆obilityLSeparationsLofLwndogenousLIsomericL
ProteoformsZLAnalyticalgChemistryXL2020XLkdXLdehfYdehj 7.8 9

316
zistoYmolecularLdifferentiationLofLrenalLcancerLsubtypesLbyLmassLspectrometryLimagingLandLrapidL
proteomeLprofilingLofLformalinYfixedLparaffinYembeddedLtumorLtissueLsectionsZLOncotargetXL2020XL
ccXLekkjYfbcg

3.3 3

315 uombinatoryLTreatmentLofLuanavanineLandLsrginineLveprivationLwfficientlyLTargetsLzumanL
ylioblastomaLuellsLviaLPleiotropicL∆echanismsZLCellsXL2020XLkXL 7.9 3

314 YeastLPpzcLproteinLphosphataseLtoxicityLinvolvesLtheLalterationLofLmultipleLcellularLtargetsZL
ScientificgReportsXL2020XLcbXLcghce 4.9 6

313 PhosphoproteomicLsnalysisLacrossLtheLYeastLLifeLuycleLRevealsLuontrolLofLxattyLscylLuhainLLengthL
byLPhosphorylationLofLtheLxattyLscidLSynthaseLuomplexZLCellgReportsXL2020XLedXLcbjbdf 10.6 5

312 zighYResolutionLvifferentialLIonL∆obilityLSeparationsaβrbitrapL∆assLSpectrometryLwithoutLtufferL
yasLLimitationsZLAnalyticalgChemistryXL2019XLkcXLhkcjYhkdg 7.8 10

311 SelectiveLwnrichmentLofLPhosphorylatedLPeptidesLbyL∆onolithicLPolymersLSurfaceLImprintedLwithL
YImidazoliumL∆oietiesLbyLUVYInitiatedLuryopolymerizationZLAnalyticalgChemistryXL2019XLkcXLcbcjjYcbckh 7.8 18

310 PR∆TgLmethylomeLprofilingLuncoversLaLdirectLlinkLtoLsplicingLregulationLinLacuteLmyeloidLleukemiaZL
NaturegStructuralgandgMoleculargBiologyXL2019XLdhXLkkkYcbcd 17.6 54

309 xlashPacklLxastLandLSimpleLPreparationLofLUltrahighYperformanceLuapillaryLuolumnsLforLLuY∆SZL
MoleculargandgCellulargProteomicsXL2019XLcjXLejeYekb 7.6 35

308 vifferentialLIonL∆obilityLSeparationsa∆assLSpectrometryLwithLzighLResolutionLinLtothLvimensionsZL
AnalyticalgChemistryXL2019XLkcXLcfikYcfjg 7.8 13

307 sccurateLzeódiLmethylationLcanLbeLestablishedLdeLnovoLbyLSUZcdYdirectedLPRudZLNaturegStructuralg
andgMoleculargBiologyXL2018XLdgXLddgYded 17.6 79

306 VSulustlLfeatureYbasedLvarianceYsensitiveLclusteringLofLomicsLdataZLBioinformaticsXL2018XLefXLdkhgYdkid 7.2 14

305 zowLmanyLhumanLproteoformsLareLthereqZLNaturegChemicalgBiologyXL2018XLcfXLdbhYdcf 11.7 324

304 LinearLandLvifferentialLIonL∆obilityLSeparationsLofL∆iddleYvownLProteoformsZLAnalyticalgChemistryXL
2018XLkbXLdkcjYdkdg 7.8 31

303
βrganicLmatterLprocessingLbyLmicrobialLcommunitiesLthroughoutLtheLstlanticLwaterLcolumnLasL
revealedLbyLmetaproteomicsZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesg
ofgAmericaXL2018XLccgXLwfbbYwfbj

11.5 76

302 wxtensiveLuharacterizationLofLzeavilyL∆odifiedLzistoneLTailsLbyLckeLnmLUltravioletL
PhotodissociationL∆assLSpectrometryLviaLaL∆iddleYvownLStrategyZLAnalyticalgChemistryXL2018XLkbXLcbfdgYcbfee7.8 16

301 ProteomicLsnalysisLofLPostYTranslationalL∆odificationsLbyL∆assLSpectrometryL2018XLeeYge

300 vistinctLRolesLofLTwoLzistoneL∆ethyltransferasesLinLTransmittingLzeóehmeeYtasedLwpigeneticL
∆emoryLscrossLyenerationsLinZLGeneticsXL2018XLdcbXLkhkYkjd 4 16

(2018-2020)

3



299 PhosphoproteomicsLinL∆icrobiologylLProtocolsLforLStudyingLStreptomycesLcoelicolorL
vifferentiationZLMethodsgingMoleculargBiologyXL2018XLcjfcXLdfkYdhb 1.4

298 ∆aximizingLSequenceLuoverageLinLTopYvownLProteomicsLtyLsutomatedL∆ultimodalLyasYPhaseL
ProteinLxragmentationZLAnalyticalgChemistryXL2018XLkbXLcdgckYcdgdh 7.8 12

297 wvaluationLofLsampleLpreparationLmethodsLforLmassLspectrometryYbasedLproteomicLanalysisLofL
barleyLleavesZLPlantgMethodsXL2018XLcfXLid 5.8 21

296 QuantitativeLProteomeLandLPhosphoproteomeLsnalysesLofLRevealLProteinsLandLPhosphoproteinsL
∆odulatingLvifferentiationLandLSecondaryL∆etabolismZLMoleculargandgCellulargProteomicsXL2018XLciXLcgkcYchcc7.6 18

295 TheLTumorLSuppressorLuIuLvirectlyLRegulatesL∆sPóLPathwayLyenesLviaLzistoneLveacetylationZL
CancergResearchXL2018XLijXLfccfYfcdg 10.1 30

294 sLbiotinLenrichmentLstrategyLidentifiesLnovelLcarbonylatedLaminoLacidsLinLproteinsLfromLhumanL
plasmaZLJournalgofgProteomicsXL2017XLcghXLfbYgc 3.9 20

293 wZzdLisLaLpotentialLtherapeuticLtargetLforLzeódi∆YmutantLpediatricLgliomasZLNaturegMedicineXL2017
XLdeXLfjeYfkd 50.5 278

292 uharacterizationLofLuompleteLzistoneLTailLProteoformsLUsingLvifferentialLIonL∆obilityL
SpectrometryZLAnalyticalgChemistryXL2017XLjkXLgfhcYgfhh 7.8 35

291 sbnormalLlevelsLofLhistoneLmethylationLinLtheLretinasLofLdiabeticLratsLareLreversedLbyLminocyclineL
treatmentZLScientificgReportsXL2017XLiXLfgcbe 4.9 14

290 zierarchicallyLtemplatedLbeadsLwithLtailoredLporeLstructureLforLphosphopeptideLcaptureLandL
phosphoproteomicsZLRSCgAdvancesXL2017XLiXLcicgfYciche 3.7 13

289 PhosphotyrosineLtiasedLwnrichmentLofLTrypticLPeptidesLfromLuancerLuellsLbyLuombiningLpYY∆IPL
andLTiβLsffinityLResinsZLAnalyticalgChemistryXL2017XLjkXLcceedYccefb 7.8 17

288 sccumulationLofLhistoneLvariantLzeZeLwithLageLisLassociatedLwithLprofoundLchangesLinLtheLhistoneL
methylationLlandscapeZLNucleicgAcidsgResearchXL2017XLfgXLkdidYkdjk 20.1 49

287 ∆olecularlyLImprintedLPorousL∆onolithicL∆aterialsLfromL∆elamineYxormaldehydeLforLSelectiveL
TrappingLofLPhosphopeptidesZLAnalyticalgChemistryXL2017XLjkXLkfkcYkgbc 7.8 27

286 αuclearLphosphoproteomeLanalysisLofLeTeYLcLpreadipocyteLdifferentiationLrevealsLsystemYwideL
phosphorylationLofLtranscriptionalLregulatorsZLProteomicsXL2017XLciXLchbbdfj 4.8 7

285 SubcompartmentalizationLbyLcrossYmembranesLduringLearlyLgrowthLofLStreptomycesLhyphaeZL
NaturegCommunicationsXL2016XLiXLcdfhi 17.4 20

284 SystemsLLevelLsnalysisLofLzistoneLzeLPostYtranslationalL∆odificationsLTPT∆sULRevealsLxeaturesLofL
PT∆LurosstalkLinLuhromatinLRegulationZLMoleculargandgCellulargProteomicsXL2016XLcgXLdicgYdk 7.6 53

283 zighYperformanceLhybridLβrbitrapLmassLspectrometersLforLquantitativeLproteomeLanalysislL
βbservationsLandLimplicationsZLProteomicsXL2016XLchXLkbiYcf 4.8 53

282 vynamicLchangesLofLhistoneLzeLmarksLduringLuaenorhabditisLelegansLlifecycleLrevealedLbyL
middleYdownLproteomicsZLProteomicsXL2016XLchXLfgkYhf 4.8 13
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281 vetectionLandLdifferentiationLofLddLkvaLandLdbLkvaLyrowthLzormoneLproteoformsLinLhumanL
plasmaLbyLLuY∆Sa∆SZLBiochimicagEtgBiophysicagActagugProteinsgandgProteomicsXL2015XLcjgfXLdjfYkb 4 7

280 TwoLdistinctLmodesLforLpropagationLofLhistoneLPT∆sLacrossLtheLcellLcycleZLGenesgandgDevelopmentXL
2015XLdkXLgjgYkb 12.6 226

279 QuantitativeLanalysisLofLproteomeLandLlipidomeLdynamicsLrevealsLfunctionalLregulationLofLglobalL
lipidLmetabolismZLChemistrygandgBiologyXL2015XLddXLfcdYdg 55

278
αsvzYuytochromeLbgLReductaseLeLPromotesLuolonizationLandL∆etastasisLxormationLandLIsLaL
PrognosticL∆arkerLofLviseaseYxreeLandLβverallLSurvivalLinLwstrogenLReceptorYαegativeLtreastL
uancerZLMoleculargandgCellulargProteomicsXL2015XLcfXLdkjjYkk

7.6 12

277 zeódemedLisLaLnewLheterochromaticLmarkLinLuaenorhabditisLelegansZLNucleicgAcidsgResearchXL2015XL
feXLkhkfYicb 20.1 28

276 TumorLsuppressorLsSXLcLisLessentialLforLtheLactivationLofLIαóftLexpressionLinLresponseLtoL
oncogeneLactivityLandLantiYproliferativeLsignalsZLCellgResearchXL2015XLdgXLcdbgYcj 24.7 28

275 TopYdownLandL∆iddleYdownLProteinLsnalysisLRevealsLthatLIntactLandLulippedLzumanLzistonesL
vifferLinLPostYtranslationalL∆odificationLPatternsZLMoleculargandgCellulargProteomicsXL2015XLcfXLecfdYge 7.6 41

274 TargetedLmassLspectrometryLanalysisLofLtheLproteinsLIyxcXLIyxdXLItPdXLItPeLandLsdyLLbyLbloodL
proteinLprecipitationZLJournalgofgProteomicsXL2015XLcceXLdkYei 3.9 26

273 TheLhumanLoralLmetaproteomeLrevealsLpotentialLbiomarkersLforLcariesLdiseaseZLProteomicsXL2015XL
cgXLefkiYgbi 4.8 51

272
sLlaserLablationLIuPY∆SLbasedLmethodLforLmultiplexedLimmunoblotLanalysislLapplicationsLtoL
manganeseYdependentLproteinLdynamicsLofLphotosystemLIILinLbarleyLTzordeumLvulgareLLZUZLPlantg
JournalXL2015XLjeXLgggYhg

6.9 13

271 ∆odulationLofLcellLmetabolicLpathwaysLandLoxidativeLstressLsignalingLcontributeLtoLacquiredL
melphalanLresistanceLinLmultipleLmyelomaLcellsZLPLoSgONEXL2015XLcbXLebcckjgi 3.7 37

270 uomparativeLproteomicLanalysisLofLhistoneLpostYtranslationalLmodificationsLuponL
ischemiaareperfusionYinducedLretinalLinjuryZLJournalgofgProteomegResearchXL2014XLceXLdcigYjh 5.6 14

269 vepletionLofLabundantLplasmaLproteinsLbyLpolyTαYisopropylacrylamideYacrylicLacidULhydrogelL
particlesZLAnalyticalgChemistryXL2014XLjhXLcgfeYgb 7.8 22

268 InsulinLincreasesLphosphorylationLofLmitochondrialLproteinsLinLhumanLskeletalLmuscleLinLvivoZL
JournalgofgProteomegResearchXL2014XLceXLdegkYhk 5.6 20

267
ProteomicLcomparisonLbetweenLmaturationLdryingLandLprematurelyLimposedLdryingLofLZeaLmaysL
seedsLrevealsLaLpotentialLroleLofLmaturationLdryingLinLpreparingLproteinsLforLseedLgerminationXL
seedlingLvigorXLandLpathogenLresistanceZLJournalgofgProteomegResearchXL2014XLceXLhbhYdh

5.6 21

266 TousledYlikeLkinasesLphosphorylateLssfcLtoLpromoteLhistoneLsupplyLduringLvαsLreplicationZLNatureg
CommunicationsXL2014XLgXLeekf 17.4 43

265 ∆iddleYdownLhybridLchromatographyatandemLmassLspectrometryLworkflowLforLcharacterizationLofL
combinatorialLpostYtranslationalLmodificationsLinLhistonesZLProteomicsXL2014XLcfXLddbbYcc 4.8 68

264 scuteLphencyclidineLtreatmentLinducesLextensiveLandLdistinctLproteinLphosphorylationLinLratL
frontalLcortexZLJournalgofgProteomegResearchXL2014XLceXLcgijYkd 5.6 11

(2014-2015)
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263 óYSSlLmassLspectrometryLdataLqualityLassessmentLforLproteinLanalysisLandLlargeYscaleLproteomicsZL
BiochemicalgandgBiophysicalgResearchgCommunicationsXL2014XLffgXLibdYi 3.4 2

262 TranscriptionLfactorLcooperativityLinLearlyLadipogenicLhotspotsLandLsuperYenhancersZLCellgReportsXL
2014XLiXLcffeYcfgg 10.6 163

261 ∆olecularLarchitectureLofLtranscriptionLfactorLhotspotsLinLearlyLadipogenesisZLCellgReportsXL2014XLiXLcfefYcffd10.6 50

260
ShotgunLlipidomicLanalysisLofLchemicallyLsulfatedLsterolsLcompromisesLanalyticalLsensitivitylL
RecommendationLforLlargeYscaleLglobalLlipidomeLanalysisZLEuropeangJournalgofgLipidgSciencegandg
TechnologyXL2014XLcchXLchcjYchdb

3 9

259 xtXβddLproteinLisLrequiredLforLoptimalLsynthesisLofLtheLαYmethylYvYaspartateLTα∆vsULreceptorL
coagonistLvYserineZLJournalgofgBiologicalgChemistryXL2014XLdjkXLeekbfYcg 5.4 12

258 ∆icrobialLstratificationLinLlowLpzLoxicLandLsuboxicLmacroscopicLgrowthsLalongLanLacidLmineL
drainageZLISMEgJournalXL2014XLjXLcdgkYif 11.9 63

257 TheLpotatoLtuberLmitochondrialLproteomeZLPlantgPhysiologyXL2014XLchfXLheiYge 6.6 94

256
ylobalLmassLspectrometryLandLtranscriptomicsLarrayLbasedLdrugLprofilingLprovidesLnovelLinsightL
intoLglucosamineLinducedLendoplasmicLreticulumLstressZLMoleculargandgCellulargProteomicsXL2014XL
ceXLedkfYebi

7.6 25

255 LargeLscaleLanalysisLofLcoYexistingLpostYtranslationalLmodificationsLinLhistoneLtailsLrevealsLglobalL
fineLstructureLofLcrossYtalkZLMoleculargandgCellulargProteomicsXL2014XLceXLcjggYhg 7.6 56

254 SelectiveLrenalLvasoconstrictionXLexaggeratedLnatriuresisLandLexcretionLratesLofLexosomicLproteinsL
inLessentialLhypertensionZLActagPhysiologicaXL2014XLdcdXLcbhYcj 5.6 24

253
IntegratedLsolidYphaseLextractionYcapillaryLliquidLchromatographyLTspeLuULinterfacedLtoLwSIY∆Sa∆SL
forLfastLcharacterizationLandLquantificationLofLproteinLandLproteomesZLJournalgofgProteomeg
ResearchXL2014XLceXLhchkYig

5.6 18

252 sssessmentLandLimprovementLofLstatisticalLtoolsLforLcomparativeLproteomicsLanalysisLofLsparseL
dataLsetsLwithLfewLexperimentalLreplicatesZLJournalgofgProteomegResearchXL2013XLcdXLejifYje 5.6 83

251 PrecisionLmappingLofLcoexistingLmodificationsLinLhistoneLzeLtailsLfromLembryonicLstemLcellsLbyL
wTvY∆Sa∆SZLAnalyticalgChemistryXL2013XLjgXLjdedYk 7.8 60

250 sLproteomicsLapproachLtoLtheLidentificationLofLbiomarkersLforLpsoriasisLutilisingLkeratomeLbiopsyZL
JournalgofgProteomicsXL2013XLkfXLcihYjg 3.9 23

249 αewLinsightsLinLosteogenicLdifferentiationLrevealedLbyLmassLspectrometricLassessmentLofL
phosphorylatedLsubstratesLinLmurineLskinLmesenchymalLcellsZLBMCgCellgBiologyXL2013XLcfXLfi 10

248 TissueLspecificLphosphorylationLofLmitochondrialLproteinsLisolatedLfromLratLliverXLheartLmuscleXLandL
skeletalLmuscleZLJournalgofgProteomegResearchXL2013XLcdXLfediYek 5.6 17

247 uandidaLalbicansLinducesLproYinflammatoryLandLantiYapoptoticLsignalsLinLmacrophagesLasLrevealedL
byLquantitativeLproteomicsLandLphosphoproteomicsZLJournalgofgProteomicsXL2013XLkcXLcbhYeg 3.9 31

246 STsTeLactivityLisLnecessaryLandLsufficientLforLtheLdevelopmentLofLimmuneYmediatedLmyocarditisLinL
miceLandLpromotesLprogressionLtoLdilatedLcardiomyopathyZLEMBOgMoleculargMedicineXL2013XLgXLgidYkb 12 32
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245 QuantitativeLassessmentLofLinYsolutionLdigestionLefficiencyLidentifiesLoptimalLprotocolsLforL
unbiasedLproteinLanalysisZLMoleculargandgCellulargProteomicsXL2013XLcdXLdkkdYebbg 7.6 168

244 ylycopeptideLenrichmentLforL∆sLvIYTβxLmassLspectrometryLanalysisLbyLhydrophilicLinteractionL
liquidLchromatographyLsolidLphaseLextractionLTzILIuLSPwUZLMethodsgingMoleculargBiologyXL2013XLkgcXLcecYff1.4 30

243 ProteomicsLidentifiesLmolecularLnetworksLaffectedLbyLtetradecylthioaceticLacidLandLfishLoilL
supplementedLdietsZLJournalgofgProteomicsXL2013XLjfXLhcYii 3.9 15

242 ∆onitoringLtheLnativeLphosphorylationLstateLofLplasmaLmembraneLproteinsLfromLaLsingleLmouseL
cerebellumZLJournalgofgNeurosciencegMethodsXL2013XLdceXLcgeYhf 3 5

241 ProteomicLchangesLandLendophyticLmicromycotaLduringLstorageLofLorganicallyLandLconventionallyL
grownLcarrotsZLPostharvestgBiologygandgTechnologyXL2013XLihXLdhYee 6.2 12

240 xunctionalLproteomicsLofLbarleyLandLbarleyLchloroplastsLYLstrategiesXLmethodsLandLperspectivesZL
FrontiersgingPlantgScienceXL2013XLfXLgd 6.2 16

239 uompositionLandLstructureLofLphotosystemLILinLtheLmossLPhyscomitrellaLpatensZLJournalgofg
ExperimentalgBotanyXL2013XLhfXLdhjkYkk 7 28

238 ∆sLvIY∆SLinLProteinLuhemistryLandLProteomicsL2013XLcbgYcec

237 ∆appingLofLpcfbuapLphosphorylationLsiteslLtheLwPLYsLandLwyLYsLmotifsLhaveLaLkeyLroleLinLtyrosineL
phosphorylationLandLuskLbindingXLandLareLsubstratesLofLtheLsblLkinaseZLPLoSgONEXL2013XLjXLegfkec 3.7 15

236 wffectsLofLelaidicLacidLonLlipidLmetabolismLinLzepydLcellsXLinvestigatedLbyLanLintegratedLapproachLofL
lipidomicsXLtranscriptomicsLandLproteomicsZLPLoSgONEXL2013XLjXLeifdje 3.7 27

235 sLcomputationalLmodelLforLhistoneLmarkLpropagationLreproducesLtheLdistributionLofL
heterochromatinLinLdifferentLhumanLcellLtypesZLPLoSgONEXL2013XLjXLeiejcj 3.7 6

234 ReproducibilityLofLmassLspectrometryLbasedLproteinLprofilesLforLdiagnosisLofLovarianLcancerLacrossL
clinicalLstudieslLsLsystematicLreviewZLJournalgofgProteomicsXL2012XLigXLdigjYid 3.9 12

233 IdentificationLofLaLpotentialLbiomarkerLpanelLforLtheLintakeLofLtheLcommonLdietaryLtransLfatLelaidicL
acidLTtransâ��kYucjlcUZLJournalgofgProteomicsXL2012XLigXLdhjgYkh 3.9 7

232 uandidateLhippocampalLbiomarkersLofLsusceptibilityLandLresilienceLtoLstressLinLaLratLmodelLofL
depressionZLMoleculargandgCellulargProteomicsXL2012XLccXL∆cccZbchfdj 7.6 81

231 SpatiallyLresolvedLproteinLhydrogenLexchangeLmeasuredLbyLsubzeroYcooledLchipYbasedL
nanoelectrosprayLionizationLtandemLmassLspectrometryZLAnalyticalgChemistryXL2012XLjfXLffhiYie 7.8 36

230 sLprobabilisticLframeworkLforLpeptideLandLproteinLquantificationLfromLdataYdependentLandL
dataYindependentLLuY∆SLproteomicsLexperimentsZLOMICSgAgJournalgofgIntegrativegBiologyXL2012XLchXLfhjYjd3.8 12

229 InYdepthLanalysisLofLtheLsecretomeLidentifiesLthreeLmajorLindependentLsecretoryLpathwaysLinL
differentiatingLhumanLmyoblastsZLJournalgofgProteomicsXL2012XLiiXLeffYgh 3.9 97

228 PhosphositeLmappingLofLPYtypeLplasmaLmembraneLzWYsTPaseLinLhomologousLandLheterologousL
environmentsZLJournalgofgBiologicalgChemistryXL2012XLdjiXLfkbfYce 5.4 47

(2012-2013)
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227
TheLinfluenceLofLtheLfungalLpathogenL∆ycocentrosporaLacerinaLonLtheLproteomeLandL
polyacetylenesLandLhYmethoxymelleinLinLorganicLandLconventionallyLcultivatedLcarrotsLTvaucusL
carotaULduringLpostLharvestLstorageZLJournalgofgProteomicsXL2012XLigXLkhdYii

3.9 13

226 ProteomicsLinLchromatinLbiologyLandLepigeneticslLwlucidationLofLpostYtranslationalLmodificationsLofL
histoneLproteinsLbyLmassLspectrometryZLJournalgofgProteomicsXL2012XLigXLefckYee 3.9 105

225 IdentificationLandLprofilingLofLsalinityLstressYresponsiveLproteinsLinLSorghumLbicolorLseedlingsZL
JournalgofgProteomicsXL2012XLigXLfcekYgb 3.9 71

224
sutomatedLandLhighLconfidenceLproteinLphosphorylationLsiteLlocalizationLusingLcomplementaryL
collisionYactivatedLdissociationLandLelectronLtransferLdissociationLtandemLmassLspectrometryZL
AnalyticalgChemistryXL2012XLjfXLkhkfYk

7.8 13

223 xunctionalLheterogeneityLwithinLtheLuvffLhighLhumanLbreastLcancerLstemLcellYlikeLcompartmentL
revealsLaLgeneLsignatureLpredictiveLofLdistantLmetastasisZLMoleculargMedicineXL2012XLcjXLccbkYdc 6.2 67

222 QuantitativeLproteomicsLofLprimaryLtumorsLwithLvaryingLmetastaticLcapabilitiesLusingLstableL
isotopeYlabeledLproteinsLofLmultipleLhistogenicLoriginsZLProteomicsXL2012XLcdXLdcekYfj 4.8 18

221 TheLuZLelegansLzeódiLdemethylaseLUTXYcLisLessentialLforLnormalLdevelopmentXLindependentLofLitsL
enzymaticLactivityZLPLoSgGeneticsXL2012XLjXLecbbdhfi 6 50

220 VesicularLsignallingLandLimmuneLmodulationLasLhedonicLfingerprintslLproteomicLprofilingLinLtheL
chronicLmildLstressLdepressionLmodelZLJournalgofgPsychopharmacologyXL2012XLdhXLcghkYje 4.6 22

219 uvcheYLcLisLanLendocyticLmacrophageLproteinLstronglyLregulatedLbyLmediatorsLinLtheLinflammatoryL
responseZLJournalgofgImmunologyXL2012XLcjjXLdekkYfbk 5.3 22

218 xunctionalLdomainLanalysisLofLtheLRemorinLproteinLLjSY∆Rw∆cLinLLotusLjaponicusZLPLoSgONEXL2012XL
iXLeebjci 3.7 69

217 IdentificationLofLmarkersLassociatedLwithLhighlyLaggressiveLmetastaticLphenotypesLusingL
quantitativeLcomparativeLproteomicsZLCancergGenomicsgandgProteomicsXL2012XLkXLdhgYie 3.3 14

216 TheLpseudokinaseLdomainLofLísódLisLaLdualYspecificityLproteinLkinaseLthatLnegativelyLregulatesL
cytokineLsignalingZLNaturegStructuralgandgMoleculargBiologyXL2011XLcjXLkicYh 17.6 195

215 PhosphoproteomeLanalysisLofLStreptomycesLdevelopmentLrevealsLextensiveLproteinL
phosphorylationLaccompanyingLbacterialLdifferentiationZLJournalgofgProteomegResearchXL2011XLcbXLgfjcYkd5.6 60

214
QuantitativeLprofilingLofLPwXL∆∆PwXLv∆PwXLandLPuLlipidLspeciesLbyLmultipleLprecursorLionLscanninglL
aLtoolLforLmonitoringLPwLmetabolismZLBiochimicagEtgBiophysicagActagugMoleculargandgCellgBiologygofg
LipidsXL2011XLcjccXLcbjcYk

5 27

213 zumanLinterY˛–YinhibitorLisLaLsubstrateLforLfactorLXIIIaLandLtissueLtransglutaminaseZLBiochimicagEtg
BiophysicagActagugProteinsgandgProteomicsXL2011XLcjcfXLchdfYeb 4 7

212 QuantitativeLproteomicsLbyLdvwLandL∆sLvIL∆Sa∆SLuncoverLtheLeffectsLofLorganicLandL
conventionalLcroppingLmethodsLonLvegetableLproductsZLJournalgofgProteomicsXL2011XLifXLdjcbYdg 3.9 23

211
sutophosphorylationLisLessentialLforLtheLinLvivoLfunctionLofLtheLLotusLjaponicusLαodLfactorLreceptorL
cLandLreceptorYmediatedLsignallingLinLcooperationLwithLαodLfactorLreceptorLgZLPlantgJournalXL2011XL
hgXLfbfYci

6.9 135

210 snalyticalLstrategiesLinLmassLspectrometryYbasedLphosphoproteomicsZLMethodsgingMoleculargBiology
XL2011XLigeXLcjeYdce 1.4 16

Ole N Jensen
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209 vevelopmentLofLnovelLmonoclonalLantibodiesLthatLdefineLdifferentiationLstagesLofLhumanLstromalL
TmesenchymalULstemLcellsZLMoleculesgandgCellsXL2011XLedXLceeYfd 3.5 13

208
PhosphoproteomeLanalysisLofLfunctionalLmitochondriaLisolatedLfromLrestingLhumanLmuscleLrevealsL
extensiveLphosphorylationLofLinnerLmembraneLproteinLcomplexesLandLenzymesZLMoleculargandg
CellulargProteomicsXL2011XLcbXL∆ccbZbbbdkk

7.6 120

207 TimeYresolvedLquantitativeLproteomeLanalysisLofLinLvivoLintestinalLdevelopmentZLMoleculargandg
CellulargProteomicsXL2011XLcbXL∆ccbZbbgdec 7.6 20

206
uharacterizationLofLhumanLmyotubesLfromLtypeLdLdiabeticLandLnondiabeticLsubjectsLusingL
complementaryLquantitativeLmassLspectrometricLmethodsZLMoleculargandgCellulargProteomicsXL2011XL
cbXL∆ccbZbbhhgb

7.6 34

205 PTtYassociatedLsplicingLfactorLTPSxULfunctionsLasLaLrepressorLofLSTsThYmediatedLIgLepsilonLgeneL
transcriptionLbyLrecruitmentLofLzvsucZLJournalgofgBiologicalgChemistryXL2011XLdjhXLefgcYk 5.4 19

204 WsVwLregulatoryLcomplexLactivationLbyLcooperatingLyTPasesLsrfLandLRaccZLProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2011XLcbjXLcfffkYgf 11.5 94

203 SwTjLisLdegradedLviaLPuαsYcoupledLuRLfTuvTdULubiquitylationLinLSLphaseLandLafterLUVLirradiationZL
JournalgofgCellgBiologyXL2011XLckdXLfeYgf 7.3 95

202 TransferYmessengerLRαsLcontrolsLtheLtranslationLofLcellYcycleLandLstressLproteinsLinLStreptomycesZL
EMBOgReportsXL2010XLccXLcckYdg 6.5 19

201 ˛†dYSyntrophinLisLaLudkgLsubstrateLthatLrestrainsLtheLmotilityLofLinsulinLsecretoryLgranulesZLPLoSgONE
XL2010XLgXLecdkdk 3.7 32

200
QuantitativeLproteomicsLanalysisLofLStreptomycesLcoelicolorLdevelopmentLdemonstratesLthatL
onsetLofLsecondaryLmetabolismLcoincidesLwithLhyphaLdifferentiationZLMoleculargandgCellularg
ProteomicsXL2010XLkXLcfdeYeh

7.6 36

199
uharacterizationLofLanLantagonisticLswitchLbetweenLhistoneLzeLlysineLdiLmethylationLandL
acetylationLinLtheLtranscriptionalLregulationLofLPolycombLgroupLtargetLgenesZLNucleicgAcidsgResearch
XL2010XLejXLfkgjYhk

20.1 251

198
QuantitativeLmassLspectrometryLofLhistonesLzeZdLandLzeZeLinLSuzcdYdeficientLmouseLembryonicL
stemLcellsLrevealsLdistinctXLdynamicLpostYtranslationalLmodificationsLatLLysYdiLandLLysYehZLMolecularg
andgCellulargProteomicsXL2010XLkXLjejYgb

7.6 107

197 SerumLpeptideaproteinLprofilingLbyLmassLspectrometryLprovidesLdiagnosticLinformationL
independentlyLofLuscdgLinLwomenLwithLanLovarianLtumorZLCancergBiomarkersXL2010XLhXLieYjd 3.8 4

196 sLsimpleLandLfastLmethodLtoLdetermineLtheLparametersLforLfuzzyLcYmeansLclusterLanalysisZL
BioinformaticsXL2010XLdhXLdjfcYj 7.2 130

195 LossLofLammoniaLduringLelectronYtransferLdissociationLofLdeuteratedLpeptidesLasLanLinherentLgaugeL
ofLgasYphaseLhydrogenLscramblingZLAnalyticalgChemistryXL2010XLjdXLkiggYhd 7.8 37

194
QuantitativeLproteomeLanalysisLofLStreptomycesLcoelicolorLαonsporulatingLliquidLculturesL
demonstratesLaLcomplexLdifferentiationLprocessLcomparableLtoLthatLoccurringLinLsporulatingLsolidL
culturesZLJournalgofgProteomegResearchXL2010XLkXLfjbcYcc

5.6 31

193 βptimizedLI∆suYI∆suLprotocolLforLphosphopeptideLrecoveryLfromLcomplexLbiologicalLsamplesZL
JournalgofgProteomegResearchXL2010XLkXLeghcYie 5.6 100

192 IdentificationLofLsaltYtolerantLSinorhizobiumLspZLstrainLtLeLmembraneLproteinsLbasedLonL
proteomicsZLMicrobesgandgEnvironmentsXL2010XLdgXLdigYjb 2.6 2

(2010-2011)
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191 PhosphorylationLofLmouseLserineLracemaseLregulatesLvYserineLsynthesisZLFEBSgLettersXL2010XLgjfXLdkeiYfc3.8 31

190
Lmx∆PófXLanLessentialLmitogenYactivatedLproteinLkinaseLofLLeishmaniaLmexicanaLisL
phosphorylatedLandLactivatedLbyLtheLSTwiYlikeLproteinLkinaseLLmx∆óógZLInternationalgJournalgforg
ParasitologyXL2010XLfbXLkhkYij

4.3 20

189 uharacterizationLofLsialylatedLandLfucosylatedLglycopeptidesLofLbetadYglycoproteinLILbyLaL
combinationLofLzILIuLLuLandL∆sLvIL∆Sa∆SZLJournalgofgSeparationgScienceXL2010XLeeXLjkcYkbd 3.4 22

188 ∆odificationYspecificLproteomicsLinLplantLbiologyZLJournalgofgProteomicsXL2010XLieXLddfkYhh 3.9 61

187 ProteomicsLandLtheLdynamicLplasmaLmembranelLQuoLVadisqZLProteomicsXL2010XLcbXLekkiYfbcc 4.8 17

186
vynamicLhistoneLzeLepigenomeLmarkingLduringLtheLintraerythrocyticLcycleLofLPlasmodiumL
falciparumZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL2009XL
cbhXLkhggYhb

11.5 162

185
xeedbackLinactivationLofLvYserineLsynthesisLbyLα∆vsLreceptorYelicitedLtranslocationLofLserineL
racemaseLtoLtheLmembraneZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaXL2009XLcbhXLigjkYkf

11.5 65

184 ∆etastasisYrelatedLplasmaLmembraneLproteinsLofLhumanLbreastLcancerLcellsLidentifiedLbyL
comparativeLquantitativeLmassLspectrometryZLMoleculargandgCellulargProteomicsXL2009XLjXLcfehYfk 7.6 90

183 PlasminLinLnephroticLurineLactivatesLtheLepithelialLsodiumLchannelZLJournalgofgthegAmericangSocietyg
ofgNephrology:gJASNXL2009XLdbXLdkkYecb 12.7 184

182 snalyticalLassessmentLofLtheLosteoinductiveLmaterialLuβLLβSSwZLJournalgofgBiomedicalgMaterialsg
ResearchgugPartgBgAppliedgBiomaterialsXL2009XLjkXLebbYebg 3.5 7

181
SelectiveLextractionLofLphospholipidsLfromLdairyLproductsLbyLmicroYsolidLphaseLextractionLbasedLonL
titaniumLdioxideLmicrocolumnsLfollowedLbyL∆sLvIYTβxY∆SLanalysisZLAnalyticalgandgBioanalyticalg
ChemistryXL2009XLekfXLcfgeYhc

4.4 37

180 SerumLproteinLprofilingLbyLsolidLphaseLextractionLandLmassLspectrometrylLaLfutureLdiagnosticsL
toolqZLProteomicsXL2009XLkXLcfdjYfc 4.8 83

179 snalyticalLstrategiesLforLphosphoproteomicsZLProteomicsXL2009XLkXLcfgcYhj 4.8 392

178 TheLplasmaLmembraneLproteomeLofLgerminatingLbarleyLembryosZLProteomicsXL2009XLkXLeijiYkf 4.8 22

177 ∆odificationYspecificLproteomicslLstrategiesLforLcharacterizationLofLpostYtranslationalLmodificationsL
usingLenrichmentLtechniquesZLProteomicsXL2009XLkXLfhedYfc 4.8 275

176 ylycopeptideLprofilingLofLbetaYdYglycoproteinLILbyLmassLspectrometryLrevealsLattenuatedLsialylationL
inLpatientsLwithLantiphospholipidLsyndromeZLJournalgofgProteomicsXL2009XLieXLcdeYee 3.9 32

175 ylobalLhistoneLanalysisLbyLmassLspectrometryLrevealsLaLhighLcontentLofLacetylatedLlysineLresiduesLinL
theLmalariaLparasiteLPlasmodiumLfalciparumZLJournalgofgProteomegResearchXL2009XLjXLefekYgb 5.6 119

174 ProteinLhydrogenLexchangeLmeasuredLatLsingleYresidueLresolutionLbyLelectronLtransferLdissociationL
massLspectrometryZLAnalyticalgChemistryXL2009XLjcXLggiiYjf 7.8 186
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173
QuantitativeLphosphoproteomicsLofLtomatoLmountingLaLhypersensitiveLresponseLrevealsLaLswiftL
suppressionLofLphotosyntheticLactivityLandLaLdifferentialLroleLforLhspkbLisoformsZLJournalgofg
ProteomegResearchXL2009XLjXLcchjYjd

5.6 42

172 wnrichmentLandLcharacterizationLofLphosphopeptidesLbyLimmobilizedLmetalLaffinityL
chromatographyLTI∆suULandLmassLspectrometryZLMethodsgingMoleculargBiologyXL2009XLgdiXLfiYghXLxi 1.4 43

171 wfficientLisolationLandLquantitativeLproteomicLanalysisLofLcancerLcellLplasmaLmembraneLproteinsLforL
identificationLofLmetastasisYassociatedLcellLsurfaceLmarkersZLJournalgofgProteomegResearchXL2009XLjXLebijYkb5.6 76

170
TheLenzymaticLactivityLofLgYaminoimidazoleYfYcarboxamideLribonucleotideLformyltransferaseaI∆PL
cyclohydrolaseLisLenhancedLbyLαP∆YsLólLnewLinsightsLinLsLóYmediatedLpathogenesisLandLtheL
treatmentLofLsLuLZLBloodXL2009XLcceXLdiihYkb

2.2 36

169
wnrichmentLandLseparationLofLmonoYLandLmultiplyLphosphorylatedLpeptidesLusingLsequentialL
elutionLfromLI∆suLpriorLtoLmassLspectrometricLanalysisZLMethodsgingMoleculargBiologyXL2009XLgdiXL
hiYijXLxi

1.4 39

168 zumanLProteinpediaLenablesLsharingLofLhumanLproteinLdataZLNaturegBiotechnologyXL2008XLdhXLchfYi 44.5 138

167 uellLcycleYspecificLUαydLphosphorylationsLregulateLproteinLturnoverXLactivityLandLassociationLwithL
RPsZLEMBOgJournalXL2008XLdiXLgcYhc 13 100

166 IdentificationLofLmultipleLpostYtranslationalLmodificationsLinLtheLporcineLbrainLspecificLpdgalphaZL
JournalgofgNeurochemistryXL2008XLcbhXLkdgYee 6 15

165 TheLvacuolarLVcaVbYsTPaseLisLinvolvedLinLtheLreleaseLofLtheLzβPSLsubunitLVpsfcLfromLvacuolesXL
vacuoleLfragmentationLandLfusionZLFEBSgLettersXL2008XLgjdXLcggjYhe 3.8 21

164 TiβTdUYbasedLphosphoproteomicLanalysisLofLtheLplasmaLmembraneLandLtheLeffectsLofLphosphataseL
inhibitorLtreatmentZLJournalgofgProteomegResearchXL2008XLiXLeebfYce 5.6 90

163 ReproducibilityLofLmassLspectrometryLbasedLproteinLprofilesLforLdiagnosisLofLbreastLcancerLacrossL
clinicalLstudieslLaLsystematicLreviewZLJournalgofgProteomegResearchXL2008XLiXLcekgYfbd 5.6 46

162 slkalineLPhosphataseLTreatmentLofLPhosphopeptideslLInYSolutionLvephosphorylationLpriorLtoL
∆sLvIY∆SLsnalysisZLColdgSpringgHarborgProtocolsXL2008XLdbbjXLpdbZprotfhcb 1.2 2

161 IsocraticLsolidLphaseLextractionYliquidLchromatographyLTSPwYLuULinterfacedLtoLhighYperformanceL
tandemLmassLspectrometryLforLrapidLproteinLidentificationZLJournalgofgProteomegResearchXL2008XLiXLecgkYhi5.6 7

160
wlectronLtransferLdissociationLfacilitatesLtheLmeasurementLofLdeuteriumLincorporationLintoL
selectivelyLlabeledLpeptidesLwithLsingleLresidueLresolutionZLJournalgofgthegAmericangChemicalgSociety
XL2008XLcebXLcifgeYk

16.4 139

159 vistinctionLbetweenLhumanLcytochromeLPfgbLTuYPULisoformsLandLidentificationLofLnewL
phosphorylationLsitesLbyLmassLspectrometryZLJournalgofgProteomegResearchXL2008XLiXLfhijYjj 5.6 46

158 slkalineLPhosphataseLTreatmentLofLPhosphopeptideslLβnYProbeLvephosphorylationLafterL
∆sLvIY∆SLsnalysisZLColdgSpringgHarborgProtocolsXL2008XLdbbjXLpdbZprotfhcd 1.2 2

157 UtilityLofLimmoniumLionsLforLassignmentLofLepsilonYαYacetyllysineYcontainingLpeptidesLbyLtandemL
massLspectrometryZLAnalyticalgChemistryXL2008XLjbXLefddYeb 7.8 44

156 slkalineLPhosphataseLTreatmentLofLPhosphopeptideslLInYSolutionLvephosphorylationLafterL
∆sLvIY∆SLsnalysisZLColdgSpringgHarborgProtocolsXL2008XLdbbjXLpdbZprotfhcc 1.2 2

(2008-2009)
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155 uombinedLexperimentalLandLstatisticalLstrategyLforLmassLspectrometryLbasedLserumLproteinL
profilingLforLdiagnosisLofLbreastLcancerlLaLcaseYcontrolLstudyZLJournalgofgProteomegResearchXL2008XLiXLcfckYdh5.6 36

154 TheLsphingolipidLlongYchainLbaseYPkhcadYYpkcadLsignalingLpathwayLregulatesLeisosomeLassemblyL
andLturnoverZLJournalgofgBiologicalgChemistryXL2008XLdjeXLcbfeeYff 5.4 94

153
SI∆suLTsequentialLelutionLfromLI∆suUXLaLphosphoproteomicsLstrategyLforLtheLrapidLseparationLofL
monophosphorylatedLfromLmultiplyLphosphorylatedLpeptidesZLMoleculargandgCellulargProteomicsXL
2008XLiXLhhcYic

7.6 355

152 TheLoriginsLofLenhancedLactivityLinLfactorLVIIaLanalogsLandLtheLinterplayLbetweenLkeyLallostericLsitesL
revealedLbyLhydrogenLexchangeLmassLspectrometryZLJournalgofgBiologicalgChemistryXL2008XLdjeXLceeijYji5.4 26

151
TowardsLliquidLchromatographyLtimeYscaleLpeptideLsequencingLandLcharacterizationLofL
postYtranslationalLmodificationsLinLtheLnegativeYionLmodeLusingLelectronLdetachmentLdissociationL
tandemLmassLspectrometryZLJournalgofgthegAmericangSocietygforgMassgSpectrometryXL2008XLckXLccghYhd

3.5 20

150
ReproducibilityLofLserumLproteinLprofilingLbyLsystematicLassessmentLusingLsolidYphaseLextractionL
andLmatrixYassistedLlaserLdesorptionaionizationLmassLspectrometryZLRapidgCommunicationsgingMassg
SpectrometryXL2008XLddXLdkcYebb

2.2 29

149 wuPsLachievesLvisibilityLYLanLactivityLreportLonLtheLfirstLthreeLyearsZLJournalgofgProteomicsXL2008XLicXLccYj 3.9 3

148 sssessmentLofLlectinLandLzILIuLbasedLenrichmentLprotocolsLforLcharacterizationLofLserumL
glycoproteinsLbyLmassLspectrometryZLJournalgofgProteomicsXL2008XLicXLebfYci 3.9 110

147 snalysisLofLmassLspectrometryLdataLinLproteomicsZLMethodsgingMoleculargBiologyXL2008XLfgeXLcbgYdd 1.4 8

146 IdentificationLandLcharacterizationLofLαYglycosylatedLproteinsLusingLproteomicsZLMethodsging
MoleculargBiologyXL2008XLfjfXLdheYih 1.4 10

145
PeptideLsequencingLandLcharacterizationLofLpostYtranslationalLmodificationsLbyLenhancedL
ionYchargingLandLliquidLchromatographyLelectronYtransferLdissociationLtandemLmassLspectrometryZL
AnalyticalgChemistryXL2007XLikXLkdfeYgd

7.8 96

144 snLenzymaticLdeglycosylationLschemeLenablingLidentificationLofLcoreLfucosylatedLαYglycansLandL
βYglycosylationLsiteLmappingLofLhumanLplasmaLproteinsZLJournalgofgProteomegResearchXL2007XLhXLebdcYec5.6 106

143 snalysisLofLhistidineLphosphorylationLusingLtandemL∆SLandLionYelectronLreactionsZLAnalyticalg
ChemistryXL2007XLikXLifgbYh 7.8 59

142 ∆odificationYSpecificLProteomicLsnalysisLofLylycoproteinsLinLzumanLtodyLxluidsLbyL∆assL
SpectrometryL2007XLcbiYcdj 3

141 uharacterizationLofLαYpalmitoylatedLhumanLgrowthLhormoneLbyLinLsituLliquidYliquidLextractionLandL
∆sLvILtandemLmassLspectrometryZLJournalgofgMassgSpectrometryXL2007XLfdXLidfYef 2.2 10

140
SolidLphaseLextractionYliquidLchromatographyLTSPwYLuULinterfaceLforLautomatedLpeptideLseparationL
andLidentificationLbyLtandemLmassLspectrometryZLInternationalgJournalgofgMassgSpectrometryXL2007XL
dhjXLcfiYcgi

1.9 9

139 sLproteomicLapproachLtoLstudyingLtheLdifferentiationLofLneuralLstemLcellsZLProteomicsXL2007XLiXLcjdgYej 4.8 24

138 uomputationalLapproachLforLidentificationLandLcharacterizationLofLyPIYanchoredLpeptidesLinL
proteomicsLexperimentsZLProteomicsXL2007XLiXLckgcYhb 4.8 4
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137 PromotingLproteomicsLknowledgeLinLwuropelLreportLonLtheLactivitiesLofLtheLwuPsLwducationL
uommitteeLdbbhYdbbiZLProteomicsXL2007XLiLSupplLcXLkbYf 4.8 2

136 ∆echanismLforLactivationLofLtheLgrowthLfactorYactivatedLsyuLkinasesLbyLturnLmotifL
phosphorylationZLEMBOgJournalXL2007XLdhXLddgcYhc 13 78

135 storvastatinLmodulatesLtheLprofileLofLproteinsLreleasedLbyLhumanLatheroscleroticLplaquesZL
EuropeangJournalgofgPharmacologyXL2007XLghdXLcckYdk 5.3 40

134 xunctionalLproteomicsLinLhistoneLresearchLandLepigeneticsZLExpertgReviewgofgProteomicsXL2007XLfXLfkcYgbe4.2 32

133 SequenceLhandlingLbyLsequenceLanalysisLtoolboxLvcZbZLMethodsgingMoleculargBiologyXL2007XLehiXLcgeYhj 1.4 1

132 βrganizationLofLproteomicsLdataLwithLYassvtZLMethodsgingMoleculargBiologyXL2007XLehiXLdicYji 1.4 1

131 uharacterizationLofLtheLhumanLatheromaLplaqueLsecretomeLbyLproteomicLanalysisZLMethodsging
MoleculargBiologyXL2007XLegiXLcfcYgb 1.4 18

130 TheLhistoneLmethyltransferaseLSwTjLisLrequiredLforLSYphaseLprogressionZLJournalgofgCellgBiologyXL
2007XLcikXLceeiYfg 7.3 179

129 PhosphorylationLofLbothLnucleoplasminLdomainsLisLrequiredLforLactivationLofLitsLchromatinL
decondensationLactivityZLJournalgofgBiologicalgChemistryXL2007XLdjdXLdcdceYdc 5.4 30

128 zighlyLwfficientLPhosphopeptideLwnrichmentLbyLualciumLPhosphateLPrecipitationLuombinedLwithL
SubsequentLI∆suLwnrichmentZLMoleculargandgCellulargProteomicsXL2007XLhXLdbedYfd 7.6 103

127 TheLtyrosineLphosphataseLShpdLinteractsLwithLαP∆YsLóLandLregulatesLanaplasticLlymphomaLcellL
growthLandLmigrationZLCancergResearchXL2007XLhiXLfdijYjh 10.1 75

126 TranscriptionalLcoYactivatorLproteinLpcbbLinteractsLwithLsnRαPLproteinsLandLfacilitatesLtheL
assemblyLofLtheLspliceosomeZLNucleicgAcidsgResearchXL2007XLegXLffjgYkf 20.1 93

125 αetPhosYeastlLpredictionLofLproteinLphosphorylationLsitesLinLyeastZLBioinformaticsXL2007XLdeXLjkgYi 7.2 103

124 xunctionalLandLstructuralLdifferencesLbetweenLisoflavonoidLbetaYglycosidasesLfromLvalbergiaLspZL
ArchivesgofgBiochemistrygandgBiophysicsXL2007XLfhjXLdbgYch 4.1 19

123 zighYoxygenLpackagingLatmosphereLinfluencesLproteinLoxidationLandLtendernessLofLporcineL
longissimusLdorsiLduringLchillLstorageZLMeatgScienceXL2007XLiiXLdkgYebe 6.4 298

122 QuantitationLofLmultisiteLwyxLreceptorLphosphorylationLusingLmassLspectrometryLandLaLnovelL
normalizationLapproachZLJournalgofgProteomegResearchXL2007XLhXLdihjYjg 5.6 26

121 uharacterizationLofLzSPdiLphosphorylationLsitesLinLhumanLatheroscleroticLplaqueLsecretomeZL
MethodsgingMoleculargBiologyXL2007XLegiXLcgcYhe 1.4 8

120 tRsycXLaLSeciLdomainYcontainingLproteinXLisLaLcomponentLofLtheLpostsynapticLdensityLofLexcitatoryL
synapsesZLBraingResearchXL2006XLccdbXLegYfg 3.7 56

(2006-2007)
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119 βnYbeadLchemicalLsynthesisLandLdisplayLofLphosphopeptidesLforLaffinityLpullYdownLproteomicsZL
ChemBioChemXL2006XLiXLhdeYeb 3.8 13

118 IntegrationLofLgelYbasedLproteomeLdataLwithLpProRepZLBioinformaticsXL2006XLddXLdjejYfb 7.2 5

117 yeneticLandLmolecularLinteractionsLofLtheLwrvfcpYwrvfhpLcomplexLinvolvedLinLtransportLbetweenL
theLendoplasmicLreticulumLandLyolgiLcomplexZLJournalgofgCellgScienceXL2006XLcckXLfiebYfb 5.3 18

116 QuantitativeLproteomicLanalysisLofLpostYtranslationalLmodificationsLofLhumanLhistonesZLMolecularg
andgCellulargProteomicsXL2006XLgXLcecfYdg 7.6 153

115 snalysisLofLposttranslationalLmodificationsLofLproteinsLbyLtandemLmassLspectrometryZL
BioTechniquesXL2006XLfbXLikbYj 2.5 161

114 PhosphorylationLofLísódLatLserineLgdelLaLnegativeLregulatorLofLísódLthatLisLstimulatedLbyLgrowthL
hormoneLandLepidermalLgrowthLfactorZLMoleculargandgCellulargBiologyXL2006XLdhXLfbgdYhd 4.8 46

113 tiomarkerLdiscoveryLfromLpancreaticLcancerLsecretomeLusingLaLdifferentialLproteomicLapproachZL
MoleculargandgCellulargProteomicsXL2006XLgXLcgiYic 7.6 372

112 sllostericLactivationLofLcoagulationLfactorLVIIaLvisualizedLbyLhydrogenLexchangeZLJournalgofg
BiologicalgChemistryXL2006XLdjcXLdebcjYdf 5.4 47

111
QuantitativeLproteomicsLidentifiesLyemingXLaLscaffoldingLproteinLinvolvedLinLribonucleoproteinL
assemblyXLasLaLnovelLpartnerLforLeukaryoticLinitiationLfactorLfwZLJournalgofgProteomegResearchXL2006XL
gXLcehiYij

5.6 39

110
∆odificationYspecificLproteomicsLofLplasmaLmembraneLproteinslLidentificationLandLcharacterizationL
ofLglycosylphosphatidylinositolYanchoredLproteinsLreleasedLuponLphospholipaseLvLtreatmentZL
JournalgofgProteomegResearchXL2006XLgXLkegYfe

5.6 106

109 ∆odulaciˆ‡nLmedianteLtratamientoLconLatorvastatinaLyaoLamlodipinoLdelLperfilLdeLproteˆ›nasL
liberadasLporLplacasLaterosclerˆ‡ticasLhumanasZLClˆ›nicagEgInvestigaciˆ‡ngEngArteriosclerosisXL2006XLcjXLchiYcig 1.4

108 ProteomicLanalysisLofLyPIYanchoredLmembraneLproteinsZLDruggDiscoverygToday:gTechnologiesXL2006XL
eXLeekYfh 7.1 1

107 IsolationLandLcharacterizationLofLglycosylphosphatidylinositolYanchoredLpeptidesLbyLhydrophilicL
interactionLchromatographyLandL∆sLvILtandemLmassLspectrometryZLAnalyticalgChemistryXL2006XLijXLeeegYfc7.8 51

106 wnrichmentLandLidentificationLofLintegralLmembraneLproteinsLfromLbarleyLaleuroneLlayersLbyL
reversedYphaseLchromatographyXLSvSYPsywXLandLLuY∆Sa∆SZLJournalgofgProteomegResearchXL2006XLgXLecbgYce5.6 38

105
IdentificationLofLischemiaYregulatedLphosphorylationLsitesLinLconnexinfelLsLpossibleLtargetLforLtheL
antiarrhythmicLpeptideLanalogueLrotigaptideLTZPcdeUZLJournalgofgMoleculargandgCellulargCardiologyXL
2006XLfbXLikbYj

5.8 108

104
PhosphopeptideLquantitationLusingLamineYreactiveLisobaricLtaggingLreagentsLandLtandemLmassL
spectrometrylLapplicationLtoLproteinsLisolatedLbyLgelLelectrophoresisZLRapidgCommunicationsging
MassgSpectrometryXL2006XLdbXLccdiYef

2.2 53

103 ProteomeLprofilesLofLmucosalLimmunoglobulinLuptakeLinLinflamedLporcineLgutZLProteomicsXL2006XLhXLhgjjYkh4.8 28

102 zighlyLselectiveLenrichmentLofLphosphorylatedLpeptidesLusingLtitaniumLdioxideZLNaturegProtocolsXL
2006XLcXLckdkYeg 18.8 509
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101 InterpretingLtheLproteinLlanguageLusingLproteomicsZLNaturegReviewsgMoleculargCellgBiologyXL2006XLiXLekcYfbe48.7 392

100 sLspecificLpfiphoxLYserineLphosphorylatedLbyLconvergentL∆sPósLmediatesLneutrophilLαsvPzL
oxidaseLprimingLatLinflammatoryLsitesZLJournalgofgClinicalgInvestigationXL2006XLcchXLdbeeYfe 15.9 237

99 zighlyLselectiveLenrichmentLofLphosphorylatedLpeptidesLfromLpeptideLmixturesLusingLtitaniumL
dioxideLmicrocolumnsZLMoleculargandgCellulargProteomicsXL2005XLfXLjieYjh 7.6 1257

98 Vw∆SLeZblLalgorithmsLandLcomputationalLtoolsLforLtandemLmassLspectrometryLbasedLidentificationL
ofLpostYtranslationalLmodificationsLinLproteinsZLJournalgofgProteomegResearchXL2005XLfXLdeejYfi 5.6 119

97 pcebuasLmediatesLtheLtransformingLpropertiesLofLtheLanaplasticLlymphomaLkinaseZLBloodXL2005XL
cbhXLekbiYch 2.2 66

96 vifferentialLexpressionLprofilingLofLmembraneLproteinsLbyLquantitativeLproteomicsLinLaLhumanL
mesenchymalLstemLcellLlineLundergoingLosteoblastLdifferentiationZLStemgCellsXL2005XLdeXLcehiYii 5.8 175

95 uhlorosomeLproteinsLstudiedLbyL∆sLvIYTβxY∆SlLtopologyLofLusmsLinLuhlorobiumLtepidumZL
PhotosynthesisgResearchXL2005XLjhXLcceYdc 3.7 15

94 SerumLproteinLprofilingLbyLminiaturizedLsolidYphaseLextractionLandLmatrixYassistedLlaserL
desorptionaionizationLmassLspectrometryZLRapidgCommunicationsgingMassgSpectrometryXL2005XLckXLcgijYjh2.2 48

93 StableLisotopeLlabelingLofLsrabidopsisLthalianaLcellsLandLquantitativeLproteomicsLbyLmassL
spectrometryZLMoleculargandgCellulargProteomicsXL2005XLfXLchkiYibk 7.6 165

92 SystematicLanalysisLofLtheLepidermalLgrowthLfactorLreceptorLbyLmassLspectrometryLrevealsL
stimulationYdependentLmultisiteLphosphorylationZLMoleculargandgCellulargProteomicsXL2005XLfXLccbiYdc 7.6 37

91 QuantitativeLphosphoproteomicsLappliedLtoLtheLyeastLpheromoneLsignalingLpathwayZLMoleculargandg
CellulargProteomicsXL2005XLfXLecbYdi 7.6 665

90 UnravelingLtheLpathogenesisLofLtypeLcLdiabetesLwithLproteomicslLpresentLandLfutureLdirectionsZL
MoleculargandgCellulargProteomicsXL2005XLfXLffcYgi 7.6 41

89 PhosphoproteomicslL∆assLSpectrometryLtasedLTechniquesLforLSystematicLPhosphoproteinLsnalysisL
2004XLcekYchd

88 PhosphoproteomicsLofLtheLsrabidopsisLplasmaLmembraneLandLaLnewLphosphorylationLsiteL
databaseZLPlantgCellXL2004XLchXLdekfYfbg 11.6 394

87 sutophosphorylationLofLísódLonLtyrosinesLddcLandLgibLregulatesLitsLactivityZLMoleculargandgCellularg
BiologyXL2004XLdfXLfkggYhi 4.8 102

86 RegulationLofLphospholipaseLvdLbyLyTPYdependentLinteractionLwithLdynaminZLAdvancesgingEnzymeg
RegulationXL2004XLffXLdfkYhf 6

85 ∆echanismsLofLhydrazineLtoxicityLinLratLliverLinvestigatedLbyLproteomicsLandLmultivariateLdataL
analysisZLProteomicsXL2004XLfXLjhjYjb 4.8 77

84 vatabaseYindependentXLdatabaseYdependentXLandLextendedLinterpretationLofLpeptideLmassLspectraL
inLVw∆SLVdZbZLProteomicsXL2004XLfXLdgjeYke 4.8 56
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83
PhosphoricLacidLenhancesLtheLperformanceLofLxeTIIIULaffinityLchromatographyLandLmatrixYassistedL
laserLdesorptionaionizationLtandemLmassLspectrometryLforLrecoveryXLdetectionLandLsequencingLofL
phosphopeptidesZLRapidgCommunicationsgingMassgSpectrometryXL2004XLcjXLcidcYeb

2.2 92

82 ∆odificationYspecificLproteomicslLcharacterizationLofLpostYtranslationalLmodificationsLbyLmassL
spectrometryZLCurrentgOpiniongingChemicalgBiologyXL2004XLjXLeeYfc 9.7 454

81 IdentificationLbyLaLdifferentialLproteomicLapproachLofLheatLshockLproteinLdiLasLaLpotentialLmarkerL
ofLatherosclerosisZLCirculationXL2004XLccbXLddchYk 16.7 199

80 uomprehensiveLproteomicLanalysisLofLhumanLpancreaticLjuiceZLJournalgofgProteomegResearchXL2004XL
eXLcbfdYgg 5.6 173

79 ∆sLvIL∆SLpeptideLmappingLperformanceLbyLinYgelLdigestionLonLaLprobeLwithLprestructuredLsampleL
supportsZLAnalyticalgChemistryXL2004XLihXLegihYje 7.8 20

78 IdentificationLofLphosphorylationLsitesLinLproteinLkinaseLsLsubstratesLusingLartificialLneuralL
networksLandLmassLspectrometryZLJournalgofgProteomegResearchXL2004XLeXLfdhYee 5.6 67

77
sLnewLstrategyLforLidentificationLofLαYglycosylatedLproteinsLandLunambiguousLassignmentLofLtheirL
glycosylationLsitesLusingLzILIuLenrichmentLandLpartialLdeglycosylationZLJournalgofgProteomeg
ResearchXL2004XLeXLgghYhh

5.6 425

76 ProteinLkinaseLsLphosphorylatesLserineLdhiLinLtheLhomeodomainLofLengrailedYdLleadingLtoL
decreasedLvαsLbindingZLFEBSgLettersXL2004XLghjXLggYk 3.8 9

75 PhosphoricLacidLasLaLmatrixLadditiveLforL∆sLvIL∆SLanalysisLofLphosphopeptidesLandL
phosphoproteinsZLAnalyticalgChemistryXL2004XLihXLgcbkYci 7.8 276

74 StructuralLanalysisLandLtissueLlocalizationLofLhumanLufZfslLaLproteinLhomologueLofLtheLurokinaseL
receptorZLBiochemicalgJournalXL2004XLejbXLjfgYgi 3.8 55

73 ∆odificationYSpecificLProteomicLStrategyLforLIdentificationLofLylycosylYPhosphatidylinositolL
snchoredL∆embraneLProteinsZLPrinciplesgandgPracticeXL2004XLhiYik

72 PhosphorylationLofLformateLdehydrogenaseLinLpotatoLtuberLmitochondriaZLJournalgofgBiologicalg
ChemistryXL2003XLdijXLdhbdcYeb 5.4 68

71 PhosphoproteinLandLPhosphoproteomeLsnalysisLbyL∆assLSpectrometryZLJournalgofgChromatographyg
LibraryXL2003XLdcYej

70
sLproteomeLstudyLofLsecretedLprostaticLfactorsLaffectingLosteoblasticLactivitylLgalectinYcLisLinvolvedL
inLdifferentiationLofLhumanLboneLmarrowLstromalLcellsZLJournalgofgBonegandgMineralgResearchXL2003XL
cjXLckgYdbe

6.3 36

69 ProteomicLanalysisLofLpostYtranslationalLmodificationsZLNaturegBiotechnologyXL2003XLdcXLdggYhc 44.5 1566

68 LargeYscaleLanalysisLofLinLvivoLphosphorylatedLmembraneLproteinsLbyLimmobilizedLmetalLionLaffinityL
chromatographyLandLmassLspectrometryZLMoleculargandgCellulargProteomicsXL2003XLdXLcdefYfe 7.6 492

67 ProteomicLanalysisLofLglycosylphosphatidylinositolYanchoredLmembraneLproteinsZLMoleculargandg
CellulargProteomicsXL2003XLdXLcdhcYib 7.6 158

66 InLsituLliquidYliquidLextractionLasLaLsampleLpreparationLmethodLforLmatrixYassistedLlaserL
desorptionaionizationL∆SLanalysisLofLpolypeptideLmixturesZLAnalyticalgChemistryXL2003XLigXLdehdYk 7.8 40
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65
∆assLspectrometryLandLsiteYdirectedLmutagenesisLidentifyLseveralLautophosphorylatedLresiduesL
requiredLforLtheLactivityLofLPrkuXLaLSeraThrLkinaseLfromLtacillusLsubtilisZLJournalgofgMoleculargBiology
XL2003XLeebXLfgkYid

6.5 68

64 sLproteomeLstudyLofLsecretedLprostaticLfactorsLaffectingLosteoblasticLactivitylLidentificationLandL
characterisationLofLcyclophilinLsZLEuropeangJournalgofgCancerXL2003XLekXLkjkYkg 7.5 14

63 vevelopmentLofLhumanLproteinLreferenceLdatabaseLasLanLinitialLplatformLforLapproachingLsystemsL
biologyLinLhumansZLGenomegResearchXL2003XLceXLdeheYic 9.7 823

62 IdentificationLofLkeratinocyteYspecificLmarkersLusingLphageLdisplayLandLmassLspectrometryZL
MoleculargandgCellulargProteomicsXL2003XLdXLhcYk 7.6 28

61 snalysisLofLproteinLphosphorylationLusingLmassLspectrometrylLdecipheringLtheLphosphoproteomeZL
TrendsgingBiotechnologyXL2002XLdbXLdhcYj 15.1 791

60 snalysisLofLproteinYnucleicLacidLinteractionsLbyLphotochemicalLcrossYlinkingLandLmassLspectrometryZL
MassgSpectrometrygReviewsXL2002XLdcXLcheYjd 11 62

59 PhosphopeptideLdetectionLandLsequencingLbyLmatrixYassistedLlaserLdesorptionaionizationL
quadrupoleLtimeYofYflightLtandemLmassLspectrometryZLJournalgofgMassgSpectrometryXL2002XLeiXLcikYkb 2.2 92

58 βptimizedLpreparationLofLurineLsamplesLforLtwoYdimensionalLelectrophoresisLandLinitialLapplicationL
toLpatientLsamplesZLClinicalgBiochemistryXL2002XLegXLgjcYk 3.5 70

57 ProteomicLanalysisLofLhumanLmetaphaseLchromosomesLrevealsLtopoisomeraseLIILalphaLasLanLsuroraL
tLsubstrateZLNucleicgAcidsgResearchXL2002XLebXLgecjYdi 20.1 58

56
sLmassLspectrometryYbasedLproteomicLapproachLforLidentificationLofL
serineathreonineYphosphorylatedLproteinsLbyLenrichmentLwithLphosphoYspecificLantibodieslL
identificationLofLaLnovelLproteinXLxriggXLasLaLproteinLkinaseLsLsubstrateZLMoleculargandgCellularg
ProteomicsXL2002XLcXLgciYdi

7.6 318

55
SimplifiedLSampleLPreparationL∆ethodLforLProteinLIdentificationLbyL∆atrixYsssistedLLaserL
vesorptionaIonizationL∆assLSpectrometrylLInYyelLvigestionLonLtheLProbeLSurfaceZLEuropeangJournalg
ofgMassgSpectrometryXL2001XLiXLcccYcdc

1.1 0

54 PhosphorylationLandLoligomerizationLstatesLofLnativeLpigLbrainLzSPkbLstudiedLbyLmassL
spectrometryZLFEBSgJournalXL2001XLdhjXLdfbdYi 34

53 uharacterizationLofLphosphoproteinsLfromLelectrophoreticLgelsLbyLnanoscaleLxeTIIIULaffinityL
chromatographyLwithLoffYlineLmassLspectrometryLanalysisZLProteomicsXL2001XLcXLdbiYdd 4.8 339

52
SimplifiedLsampleLpreparationLmethodLforLproteinLidentificationLbyLmatrixYassistedLlaserL
desorptionaionizationLmassLspectrometrylLinYgelLdigestionLonLtheLprobeLsurfaceZLProteomicsXL2001XL
cXLkggYhh

4.8 39

51 ∆assLspectrometricLanalysisLofLaLUVYcrossYlinkedLproteinYvαsLcomplexlLtryptophansLgfLandLjjLofLwZL
coliLSStLcrossYlinkLtoLvαsZLProteingScienceXL2001XLcbXLckjkYdbbc 6.3 40

50 wrvfcpLandLwrvfhplLnewLcomponentsLofLuβPIILvesiclesLinvolvedLinLtransportLbetweenLtheLwRLandL
yolgiLcomplexZLJournalgofgCellgBiologyXL2001XLcgdXLgbeYcj 7.3 116

49 uharacterizationLofLphosphoproteinsLfromLelectrophoreticLgelsLbyLnanoscaleLxeTIIIULaffinityL
chromatographyLwithLoffYlineLmassLspectrometryLanalysisL2001XLcXLdbi 12

48 IdentificationLofLproteinsLinLtheLpostsynapticLdensityLfractionLbyLmassLspectrometryZLJournalgofg
NeuroscienceXL2000XLdbXLfbhkYjb 6.6 348

(2000-2003)

17



47 wlectronLcaptureLdissociationLofLsinglyLandLmultiplyLphosphorylatedLpeptidesZLRapidg
CommunicationsgingMassgSpectrometryXL2000XLcfXLcikeYjbb 2.2 325

46 TheLRacYRhoyvILcomplexLandLtheLstructuralLbasisLforLtheLregulationLofLRhoLproteinsLbyLRhoyvIZL
NaturegStructuralgBiologyXL2000XLiXLcddYh 171

45 ∆odificationYspecificLproteomicslLsystematicLstrategiesLforLanalysingLpostYtranslationallyLmodifiedL
proteinsZLTrendsgingBiotechnologyXL2000XLcjXLehYfd 15.1 7

44 IdentificationLandLcharacterizationLofLPa∆TzcXLaLputativeLβYmethyltransferaseLaccumulatingL
duringLsenescenceLofLPodosporaLanserinaLculturesZLCurrentgGeneticsXL2000XLeiXLdbbYj 2.9 38

43 PhosphorylationLofLdynaminLILonLSerYikgLbyLproteinLkinaseLuLblocksLitsLassociationLwithL
phospholipidsZLJournalgofgBiologicalgChemistryXL2000XLdigXLcchcbYi 5.4 55

42 sLurokinaseLreceptorYassociatedLproteinLwithLspecificLcollagenLbindingLpropertiesZLJournalgofg
BiologicalgChemistryXL2000XLdigXLckkeYdbbd 5.4 111

41 yrpijLisLinvolvedLinLretentionLofLmutantLlowLdensityLlipoproteinLreceptorLproteinLinLtheL
endoplasmicLreticulumZLJournalgofgBiologicalgChemistryXL2000XLdigXLeejhcYj 5.4 36

40 visulfiramLgeneratesLaLstableLαXαYdiethylcarbamoylLadductLonLuysYcdgLofLratLhemoglobinL
betaYchainsLinLvivoZLChemicalgResearchgingToxicologyXL2000XLceXLdeiYff 4 19

39 PlasminogenYindependentLinitiationLofLtheLproYurokinaseLactivationLcascadeLinLvivoZLsctivationLofL
proYurokinaseLbyLglandularLkallikreinLTmyóYhULinLplasminogenYdeficientLmiceZLBiochemistryXL2000XLekXLgbjYcg3.2 40

38 SampleLpreparationLmethodsLforLmassLspectrometricLpeptideLmappingLdirectlyLfromLdYvwLgelsZL
MethodsgingMoleculargBiologyXL1999XLccdXLgceYeb 1.4 181

37 PosttranslationalLmodificationLofLyalphaocLgeneratesLyalphaoeXLanLabundantLyLproteinLinLbrainZL
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaXL1999XLkhXLcediYed 11.5 40

36 ThreeLvYSαsRwsLandLtwoLtYSαsRwsXLpresentLinLaLpentamericLcisYSαsRwLcomplexLonLisolatedL
vacuolesXLareLessentialLforLhomotypicLfusionZLJournalgofgCellgBiologyXL1999XLcfgXLcfegYfd 7.3 147

35
tindingLofLcfYeYeLproteinLtoLtheLplasmaLmembraneLzTWUYsTPaseLszsdLinvolvesLtheLthreeLuYterminalL
residuesLTyrTkfhUYThrYValLandLrequiresLphosphorylationLofLThrTkfiUZLJournalgofgBiologicalgChemistryXL
1999XLdifXLehiifYjb

5.4 251

34
uorrelationLofLacidicLandLbasicLcarrierLampholyteLandLimmobilizedLpzLgradientLtwoYdimensionalLgelL
electrophoresisLpatternsLbasedLonLmassLspectrometricLproteinLidentificationZLElectrophoresisXL1998XL
ckXLcbdfYeg

3.6 50

33 ∆assLspectrometricLidentificationLandLmicrocharacterizationLofLproteinsLfromLelectrophoreticLgelslL
StrategiesLandLapplicationsZLProteins:gStructuretgFunctiongandgBioinformaticsXL1998XLeeXLifYjk 4.2 140

32 wRYhbXLaLchaperoneLwithLthiolYdependentLreductaseLactivityLinvolvedLinL∆zuLclassLILassemblyZLEMBOg
JournalXL1998XLciXLdcjhYkg 13 184

31 snalysisLofLtheLSaccharomycesLspindleLpoleLbyLmatrixYassistedLlaserLdesorptionaionizationLT∆sLvIUL
massLspectrometryZLJournalgofgCellgBiologyXL1998XLcfcXLkhiYii 7.3 277

30 ∆assLspectrometricLidentificationLandLmicrocharacterizationLofLproteinsLfromLelectrophoreticLgelslL
StrategiesLandLapplicationsZLProteins:gStructuretgFunctiongandgBioinformaticsXL1998XLeeXLifYjk 4.2 72
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29 ∆assLspectrometricLidentificationLandLmicrocharacterizationLofLproteinsLfromLelectrophoreticLgelslL
strategiesLandLapplicationsZLProteins:gStructuretgFunctiongandgBioinformaticsXL1998XLSupplLdXLifYjk 4.2 28

28 zybridisationLbasedLvαsLscreeningLonLpeptideLnucleicLacidLTPαsULoligomerLarraysZLNucleicgAcidsg
ResearchXL1997XLdgXLdikdYk 20.1 176

27 sutomationLofLmatrixYassistedLlaserLdesorptionaionizationLmassLspectrometryLusingLfuzzyLlogicL
feedbackLcontrolZLAnalyticalgChemistryXL1997XLhkXLcibhYcf 7.8 86

26 sctinlLaLtargetLofLlipopolysaccharideYinducedLphosphorylationLinLhumanLmonocytesZLBiochemicalg
andgBiophysicalgResearchgCommunicationsXL1997XLdfcXLhibYf 3.4 14

25 IdentificationLofLtheLcomponentsLofLsimpleLproteinLmixturesLbyLhighYaccuracyLpeptideLmassL
mappingLandLdatabaseLsearchingZLAnalyticalgChemistryXL1997XLhkXLfifcYgb 7.8 230

24
TheLapplicationLofLroboticsLandLmassLspectrometryLtoLtheLcharacterisationLofLtheLvrosophilaL
melanogasterLindirectLflightLmuscleLproteomeZLInternationalgJournalgofgPeptidegResearchgandg
TherapeuticsXL1997XLfXLgiYhg

2

23
TheLapplicationLofLroboticsLandLmassLspectrometryLtoLtheLcharacterisationLofLthevrosophilaL
melanogasterLindirectLflightLmuscleLproteomeZLInternationalgJournalgofgPeptidegResearchgandg
TherapeuticsXL1997XLfXLgiYhg

7

22 IsoprenylationLofLtheLyLproteinLgammaLsubunitLisLbothLnecessaryLandLsufficientLforLbetaLgammaL
dimerYmediatedLstimulationLofLphospholipaseLuZLBiochemistryXL1996XLegXLcgcifYjd 3.2 24

21
LinkingLgenomeLandLproteomeLbyLmassLspectrometrylLlargeYscaleLidentificationLofLyeastLproteinsL
fromLtwoLdimensionalLgelsZLProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaXL1996XLkeXLcfffbYg

11.5 1292

20 SequenceLpatternsLproducedLbyLincompleteLenzymaticLdigestionLorLoneYstepLwdmanLdegradationLofL
peptideLmixturesLasLprobesLforLproteinLdatabaseLsearchesZLElectrophoresisXL1996XLciXLkejYff 3.6 52

19 velayedLextractionLimprovesLspecificityLinLdatabaseLsearchesLbyLmatrixYassistedLlaserL
desorptionaionizationLpeptideLmapsZLRapidgCommunicationsgingMassgSpectrometryXL1996XLcbXLceicYj 2.2 279

18 SelenoproteinLWLofLratLmuscleLbindsLglutathioneLandLanLunknownLsmallLmolecularLweightLmoietyZL
JournalgofgInorganicgBiochemistryXL1996XLhcXLcciYdf 4.2 94

17 uharacterizationLofLpeptideYoligonucleotideLheteroconjugatesLbyLmassLspectrometryZLNucleicgAcidsg
ResearchXL1996XLdfXLejhhYid 20.1 42

16 sLstrategyLforLidentifyingLgelYseparatedLproteinsLinLsequenceLdatabasesLbyL∆SLaloneZLBiochemicalg
SocietygTransactionsXL1996XLdfXLjkeYh 5.1 192

15 IdentificationLofLtheLmajorLmembraneLandLcoreLproteinsLofLvacciniaLvirusLbyLtwoYdimensionalL
electrophoresisZLJournalgofgVirologyXL1996XLibXLifjgYki 6.6 90

14 velayedLwxtractionLImprovesLSpecificityLinLvatabaseLSearchesLbyL∆atrixYassistedLLaserL
vesorptionaIonizationLPeptideL∆apsL1996XLcbXLceic 6

13 ThioredoxinLalkylationLbyLaLdihaloethaneYglutathioneLconjugateZLChemicalgResearchgingToxicologyXL
1994XLiXLhgkYhg 4 10

12 UVYcatalyzedLcrossYlinkingLofLwscherichiaLcoliLuracilYvαsLglycosylaseLtoLvαsZLIdentificationLofLaminoL
acidLresiduesLinLtheLsingleYstrandedLvαsLbindingLsiteZLJournalgofgBiologicalgChemistryXL1994XLdhkXLdcjibYk5.4 26
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11 ∆assLSpectrometricLProtocolLforLtheLsnalysisLofLUVYurosslinkedLProteinYαucleicLscidLuomplexesZL
TechniquesgingProteingChemistryXL1994XLdiYei 1

10 viscrepancyLinLzbsccLmeasurementsLperformedLatLdifferentLlocalLlaboratoriesLandLatLaLselectedL
centralLreferenceLlaboratoryZLUpsalagJournalgofgMedicalgSciencesXL1993XLkjXLdigYjd 2.8 3

9 virectLobservationLofLUVYcrosslinkedLproteinYnucleicLacidLcomplexesLbyLmatrixYassistedLlaserL
desorptionLionizationLmassLspectrometryZLRapidgCommunicationsgingMassgSpectrometryXL1993XLiXLfkhYgbc 2.2 53

8 PurificationLandLpropertiesLofLselenoproteinLWLfromLratLmuscleZLJournalgofgBiologicalgChemistryXL
1993XLdhjXLcicbeYi 5.4 91

7 PlasmaLdesorptionLmassLspectrometryLasLaLtoolLinLcharacterizationLofLabnormalLproteinsZL
spplicationLtoLvariantLhumanLhemoglobinsZLAnalyticalgBiochemistryXL1991XLckkXLcigYje 3.1 14

6 PlasmaLdesorptionLmassLspectrometryLofLhaemoglobinLtrypticLpeptidesLforLtheLcharacterizationLofL
aLzungarianLalphaYchainLvariantZLBiologicalgMassgSpectrometryXL1991XLdbXLgikYjf 9

5 spplicationLofLreversedLphaseLhighLperformanceLliquidLchromatographyLandLplasmaLdesorptionL
massLspectrometryLforLtheLcharacterizationLofLaLhemoglobinLvariantZLHemoglobinXL1991XLcgXLfkiYgbi 0.6 5

4 ∆sLvIY∆SLinLProteinLuhemistryLandLProteomicsjeYcbj 1

3 ZirconiumTIVUYI∆suLforLphosphopeptideLenrichmentLinLphosphoproteomics 1

2 PolySTestlLRobustLstatisticalLtestingLofLproteomicsLdataLwithLmissingLvaluesLimprovesLdetectionLofL
biologicallyLrelevantLfeatures 1

1 ProteomicLsnalysisLofLPostYTranslationalL∆odificationsLbyL∆assLSpectrometryeeYge
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