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j Paper IF Citations

133 zifferentiatingLbetweenLvirusesLandLvirusLspeciesLbyLwritingLtheirLnamesLcorrectlyccLArchivesmofm
VirologyaL2022aLflmaLfghf 2.6 5

132 RevisedLTaxonomyLofLRhabdovirusesLInfectingLβishLandLMarineLMammalscLAnimalsaL2022aLfgaLfhlh 3.1 0

131 IyTVLVirusLTaxonomyLProfilepLRhabdoviridaeLgeggcLJournalmofmGeneralmVirologyaL2022aLfehaL 4.9 8

130 zistributionLofLyulicoidesLbitingLmidgesLUzipterapLyeratopogonidaeVLinLsouthernLwustraliaLandL
insightLintoLtheLyulicoidesLvictoriaeLmorphobvariantscLAustralmEntomologyaL2021aLleaLkgkbkhi 1.1

129 VesicularLStomatitisLVirusLandLxovineLαphemeralLβeverLVirusLURhabdoviridaeVL2021aLnmkbnnh

128
yhangesLtoLvirusLtaxonomyLandLtoLtheLInternationalLyodeLofLVirusLylassificationLandLNomenclatureL
ratifiedLbyLtheLInternationalLyommitteeLonLTaxonomyLofLVirusesLUgegfVcLArchivesmofmVirologyaL2021aL
fllaLglhhbglin

2.6 52

127 gegfLTaxonomicLupdateLofLphylumLNegarnaviricotaLURiboviriapLOrthornaviraeVaLincludingLtheLlargeL
ordersLxunyaviralesLandLMononegaviralescLArchivesmofmVirologyaL2021aLfllaLhkfhbhkll 2.6 10

126 IyTVLVirusLTaxonomyLProfilepcLJournalmofmGeneralmVirologyaL2021aLfegaL 4.9 1

125 αxperimentalLbluetongueLvirusLinfectionLofLyulicoidesLaustropalpalisaLcollectedLfromLaLfarmL
environmentLinLVictoriaaLwustraliaccLVeterinariamItalianaaL2021aLkmaLhifbhik 1

124 HayesLYardLviruspLaLnovelLephemerovirusLisolatedLfromLaLbullLwithLsevereLclinicalLsignsLofLbovineL
ephemeralLfeverLisLmostLcloselyLrelatedLtoLPuchongLviruscLVeterinarymResearchaL2020aLkfaLkn 3.8 3

123 xinomialLnomenclatureLforLvirusLspeciespLaLconsultationcLArchivesmofmVirologyaL2020aLflkaLkfobkgk 2.6 27

122 yharacterizationLofLPortLxolivarLVirusaLaLNovelLαntomobirnavirusLVLIsolatedLfromLMosquitoesL
yollectedLinLαastLTexasaLUSwcLVirusesaL2020aLfgaL 6.2 4

121 TaxonomyLofLtheLorderLMononegaviralespLsecondLupdateLgefncLArchivesmofmVirologyaL2019aLfliaLfghhbfgii2.6 50

120 wdditionalLchangesLtoLtaxonomyLratifiedLinLaLspecialLvoteLbyLtheLInternationalLyommitteeLonL
TaxonomyLofLVirusesLUOctoberLgefnVcLArchivesmofmVirologyaL2019aLfliaLoihboil 2.6 66

119 αxploitingLtheLLegacyLofLtheLwrbovirusLHunterscLVirusesaL2019aLffaL 6.2 7

118
yhangesLtoLvirusLtaxonomyLandLtheLInternationalLyodeLofLVirusLylassificationLandLNomenclatureL
ratifiedLbyLtheLInternationalLyommitteeLonLTaxonomyLofLVirusesLUgefoVcLArchivesmofmVirologyaL2019aL
fliaLgifmbgigo

2.6 171

117 TaxonomyLofLtheLorderLMononegaviralespLupdateLgefocLArchivesmofmVirologyaL2019aLfliaLfolmbfone 2.6 133
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116 αvolutionaryLhistoryLofLSimbuLserogroupLorthobunyavirusesLinLtheLwustralianLepisystemcLVirologyaL
2019aLkhkaLhgbii 3.6 7

115 yharacterizationLofLThreeLNovelLVirusesLfromLtheLβamiliesLaLandLaLIsolatedLfromLzeadLxirdsL
yollectedLduringLWestLNileLVirusLSurveillanceLinLHarrisLyountyaLTexascLVirusesaL2019aLffaL 6.2 4

114 GenomicLcharacterisationLofLyuiabaLandLyharlevilleLvirusespLarbovirusesLUfamilyLRhabdoviridaeaL
genusLSripuvirusVLinfectingLreptilesLandLamphibianscLVirusmGenesaL2019aLkkaLnmboi 2.3 7

113 TaxonomyLofLtheLfamilyLwrenaviridaeLandLtheLorderLxunyaviralespLupdateLgefncLArchivesmofmVirologyaL
2018aLflhaLggokbghfe 2.6 108

112 TaxonomyLofLtheLorderLMononegaviralespLupdateLgefncLArchivesmofmVirologyaL2018aLflhaLggnhbggoi 2.6 111

111 IyTVLVirusLTaxonomyLProfilepLRhabdoviridaecLJournalmofmGeneralmVirologyaL2018aLooaLiimbiin 4.9 110

110 TaxonomyLofLtheLorderLMononegaviralespLupdateLgefmcLArchivesmofmVirologyaL2017aLflgaLgiohbgkei 2.6 137

109 wLlargebscaleLserologicalLsurveyLofLwkabaneLvirusLinfectionLinLcattleaLyakaLsheepLandLgoatsLinLyhinacL
VeterinarymMicrobiologyaL2017aLgemaLmbfg 3.3 9

108 GenomicLanalysisLofLbluetongueLvirusLepisystemsLinLwustraliaLandLIndonesiacLVeterinarymResearchaL
2017aLinaLng 3.8 11

107 PossibilityLandLyhallengesLofLyonversionLofLyurrentLVirusLSpeciesLNamesLtoLLinnaeanLxinomialscL
SystematicmBiologyaL2017aLllaLilhbimh 8.4 12

106 xeatriceLHillLVirusLRepresentsLaLNovelLSpeciesLinLtheLGenusLTibrovirusLUMononegaviralespL
RhabdoviridaeVcLGenomemAnnouncementsaL2017aLkaL 3

105 wlmendraviruspLwLProposedLNewLGenusLofLRhabdovirusesLIsolatedLfromLMosquitoesLinLTropicalL
RegionsLofLtheLwmericascLAmericanmJournalmofmTropicalmMedicinemandmHygieneaL2017aLolaLfeebfeo 3.2 20

104 zetectionLofLαlizabethkingiaLsppcLinLyulicoidesLxitingLMidgesaLwustraliacLEmergingmInfectiousm
DiseasesaL2017aLghaLfieobfife 10.2 4

103
wLGlobalLGenomicLyharacterizationLofLNairovirusesLIdentifiesLNineLziscreteLGenogroupsLwithL
zistinctiveLStructuralLyharacteristicsLandLHostbVectorLwssociationscLAmericanmJournalmofmTropicalm
MedicinemandmHygieneaL2016aLoiaLffembffgg

3.2 32

102 GenotypingLofLwholeLgenomeLamplifiedLreducedLrepresentationLlibrariesLrevealsLaLcrypticL
populationLofLyulicoidesLbrevitarsisLinLtheLNorthernLTerritoryaLwustraliacLBMCmGenomicsaL2016aLfmaLmlo 4.5 9

101 TaxonomyLofLtheLorderLMononegaviralespLupdateLgeflcLArchivesmofmVirologyaL2016aLflfaLghkfble 2.6 324

100 ziscoveryLofLnovelLrhabdovirusesLinLtheLbloodLofLhealthyLindividualsLfromLWestLwfricacLPLoSm
NeglectedmTropicalmDiseasesaL2015aLoaLeeeehlhf 4.8 36

99 αvolutionLofLgenomeLsizeLandLcomplexityLinLtheLrhabdoviridaecLPLoSmPathogensaL2015aLffaLefeeilli 7.6 103

(2015-2019)
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98 zetectionLofLLowbLevelLyardiniumLandLWolbachiaLInfectionsLinLyulicoidescLAppliedmandm
EnvironmentalmMicrobiologyaL2015aLnfaLlfmmbnn 4.8 42

97
GenomicLyharacterizationLofLYogueaLKasokeroaLIssykbKulaLKeterahaLGossasaLandLThiaforaLVirusespL
NairovirusesLNaturallyLInfectingLxatsaLShrewsaLandLTickscLAmericanmJournalmofmTropicalmMedicinemandm
HygieneaL2015aLohaLfeifbkf

3.2 28

96 LedanteviruspLaLproposedLnewLgenusLinLtheLRhabdoviridaeLhasLaLstrongLecologicalLassociationLwithL
batscLAmericanmJournalmofmTropicalmMedicinemandmHygieneaL2015aLogaLiekbfe 3.2 23

95 zelineationLofLtheLpopulationLgeneticLstructureLofLyulicoidesLimicolaLinLαastLandLSouthLwfricacL
ParasitesmandmVectorsaL2015aLnaLlle 4 8

94 αpidemiologyLandLcontrolLofLbovineLephemeralLfevercLVeterinarymResearchaL2015aLilaLfgi 3.8 50

93 wssessmentLofLpopulationLgeneticLstructureLinLtheLarbovirusLvectorLmidgeaLyulicoidesLbrevitarsisL
UzipterapLyeratopogonidaeVaLusingLmultiblocusLzNwLmicrosatellitescLVeterinarymResearchaL2015aLilaLfen 3.8 10

92 WongabelLrhabdovirusLaccessoryLproteinLUhLtargetsLtheLSWIdSNβLchromatinLremodelingLcomplexcL
JournalmofmVirologyaL2015aLnoaLfhmmbnn 6.6 1

91 yulliniLIsLProbViralLduringLWestLNileLVirusLInfectionLofLyulexLMosquitoescLPLoSmPathogensaL2015aLffaLefeekfih7.6 23

90 αvolutionLofLbovineLephemeralLfeverLvirusLinLtheLwustralianLepisystemcLJournalmofmVirologyaL2014aLnnaLfkgkbhk6.6 35

89 xovineLephemeralLfeverLrhabdovirusL˛–fLproteinLhasLviroporinblikeLpropertiesLandLbindsLimportinL˛†fL
andLimportinLmcLJournalmofmVirologyaL2014aLnnaLfkofbleh 6.6 32

88 αvolutionLofLbluetongueLvirusLserotypeLfLinLnorthernLwustraliaLoverLheLyearscLJournalmofmVirologyaL
2014aLnnaLfhonfbo 6.6 22

87 StabilityLofLtheLWSSVLORβoiLVNTRLgenotypeLmarkerLduringLpassageLinLmarineLshrimpaLfreshwaterL
crayfishLandLfreshwaterLprawnscLDiseasesmofmAquaticmOrganismsaL2014aLfffaLgiobkm 1.7 2

86 LongbdistanceLaerialLdispersalLmodellingLofLyulicoidesLbitingLmidgespLcaseLstudiesLofLincursionsLintoL
wustraliacLBMCmVeterinarymResearchaL2014aLfeaLfhk 2.7 32

85 wrboretumLandLPuertoLwlmendrasLvirusespLtwoLnovelLrhabdovirusesLisolatedLfromLmosquitoesLinL
PerucLJournalmofmGeneralmVirologyaL2014aLokaLmnmbmog 4.9 34

84 MesonivirusesLareLmosquitobspecificLvirusesLwithLextensiveLgeographicLdistributionLandLhostLrangecL
VirologymJournalaL2014aLffaLom 6.1 52

83 yharacteristicsLofLcyprinidLherpesvirusLhLinLdifferentLphasesLofLinfectionpLimplicationsLforLdiseaseL
transmissionLandLcontrolcLVirusmResearchaL2014aLfnnaLikbkh 6.4 24

82 LowLfrequencyLofLpaleoviralLinfiltrationLacrossLtheLavianLphylogenycLGenomemBiologyaL2014aLfkaLkho 18.3 43

81 zicerbgbdependentLactivationLofLyulexLVagoLoccursLviaLtheLTRwβbRelgLsignalingLpathwaycLPLoSm
NeglectedmTropicalmDiseasesaL2014aLnaLegngh 4.8 75
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80 SeasonalLdriversLofLtheLepidemiologyLofLarthropodbborneLvirusesLinLwustraliacLPLoSmNeglectedm
TropicalmDiseasesaL2014aLnaLehhgk 4.8 26

79 KoolpinyahLandLYataLvirusespLtwoLnewlyLrecognisedLephemerovirusesLfromLtropicalLregionsLofL
wustraliaLandLwfricacLVeterinarymMicrobiologyaL2014aLfmiaLkimbkkh 3.3 7

78 yharacterizationLofLβarmingtonLvirusaLaLnovelLvirusLfromLbirdsLthatLisLdistantlyLrelatedLtoLmembersL
ofLtheLfamilyLRhabdoviridaecLVirologymJournalaL2013aLfeaLgfo 6.1 11

77 MalpaisLspringLvirusLisLaLnewLspeciesLinLtheLgenusLvesiculoviruscLVirologymJournalaL2013aLfeaLlo 6.1 10

76 NiakhaLviruspLaLnovelLmemberLofLtheLfamilyLRhabdoviridaeLisolatedLfromLphlebotomineLsandfliesLinL
SenegalcLVirologyaL2013aLiiiaLnebo 3.6 20

75 KolenteLvirusaLaLrhabdovirusLspeciesLisolatedLfromLticksLandLbatsLinLtheLRepublicLofLGuineacLJournalm
ofmGeneralmVirologyaL2013aLoiaLgleobglfk 4.9 23

74 ModellingLspatiobtemporalLpatternsLofLlongbdistanceLyulicoidesLdispersalLintoLnorthernLwustraliacL
PreventivemVeterinarymMedicineaL2013aLffeaLhfgbgg 3.1 37

73 wLreversebtranscriptionLPyRLmethodLforLdetectingLallLknownLephemerovirusesLinLclinicalLsamplescL
JournalmofmVirologicalmMethodsaL2013aLfofaLfgnbhk 2.6 8

72 KotonkanLandLObodhiangLvirusespLwfricanLephemerovirusesLwithLlargeLandLcomplexLgenomescL
VirologyaL2012aLigkaLfihbkh 3.6 21

71 αvaluationLofLlongbdistanceLdispersalLofLyulicoidesLmidgesLintoLnorthernLwustraliaLusingLaLmigrationL
modelcLMedicalmandmVeterinarymEntomologyaL2012aLglaLhhibie 2.4 30

70 SecretedLVagoLrestrictsLWestLNileLvirusLinfectionLinLyulexLmosquitoLcellsLbyLactivatingLtheLJakbSTwTL
pathwaycLProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaaL2012aLfeoaLfnofkbge11.5 206

69 KoiLherpesvirusLencodesLandLexpressesLaLfunctionalLinterleukinbfecLJournalmofmVirologyaL2012aLnlaLffkfgbge6.6 29

68 MalakalLvirusLfromLwfricaLandLKimberleyLvirusLfromLwustraliaLareLgeographicLvariantsLofLaLwidelyL
distributedLephemeroviruscLVirologyaL2012aLihhaLghlbii 3.6 14

67 GenomicLsequencesLofLwustralianLbluetongueLvirusLprototypeLserotypesLrevealLglobalLrelationshipsL
andLpossibleLroutesLofLentryLintoLwustraliacLJournalmofmVirologyaL2012aLnlaLlmgibhf 6.6 48

66
LongitudinalLdiseaseLstudiesLinLsmallbholderLblackLtigerLshrimpLUPenaeusLmonodonVLfarmsLinLwndhraL
PradeshaLIndiacLIcLHighLprevalenceLofLWSSVLinfectionLandLlowLincidenceLofLdiseaseLoutbreaksLinLxMPL
pondscLAquacultureaL2011aLhfnaLgmmbgng

4.4 8

65
LongitudinalLdiseaseLstudiesLinLsmallbholderLblackLtigerLshrimpLUPenaeusLmonodonVLpondsLinL
wndhraLPradeshaLIndiacLIIcLMultipleLWSSVLgenotypesLassociatedLwithLdiseaseLoutbreaksLinLpondsL
seededLwithLuninfectedLpostlarvaecLAquacultureaL2011aLhfoaLfnbgi

4.4 19

64
LongitudinalLdiseaseLstudiesLinLsmallbholderLblackLtigerLshrimpLUPenaeusLmonodonVLfarmsLinLwndhraL
PradeshaLIndiacLIIIcLwLcomplexLdynamicLofLWSSVLinfectionLandLWSSVLgenotypeLdistributionLinLfarmedL
shrimpLandLwildLcrustaceanscLAquacultureaL2011aLhfoaLhfobhgm

4.4 11

63 RhabdovirusLaccessoryLgenescLVirusmResearchaL2011aLflgaLffebgk 6.4 118

(2011-2014)
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62 MassLextinctionsaLbiodiversityLandLmitochondrialLfunctionpLareLbatsLTspecialTLasLreservoirsLforL
emergingLvirusesucLCurrentmOpinionminmVirologyaL2011aLfaLliobkm 7.5 120

61 IsolationLandLcharacterizationLofLkoiLherpesvirusLUKHVVLfromLIndonesiapLidentificationLofLaLnewL
geneticLlineagecLJournalmofmFishmDiseasesaL2011aLhiaLnmbfef 2.6 45

60 RNwbbindingLdomainLinLtheLnucleocapsidLproteinLofLgillbassociatedLnidovirusLofLpenaeidLshrimpcL
PLoSmONEaL2011aLlaLeggfkl 3.7 6

59 PathogenicityLofLgillbassociatedLvirusLandLMourilyanLvirusLduringLmixedLinfectionsLofLblackLtigerL
shrimpLUPenaeusLmonodonVcLJournalmofmGeneralmVirologyaL2011aLogaLnohboef 4.9 10

58 GlycosylationLofLgpfflLandLgpliLenvelopeLproteinsLofLyellowLheadLvirusLofLPenaeusLmonodonL
shrimpcLJournalmofmGeneralmVirologyaL2010aLofaLgilhbmh 4.9 11

57 αmergingLviralLdiseasesLofLfishLandLshrimpcLVeterinarymResearchaL2010aLifaLkf 3.8 248

56 wLproposalLtoLchangeLexistingLvirusLspeciesLnamesLtoLnonbLatinizedLbinomialscLArchivesmofmVirologyaL
2010aLfkkaLfoeobfo 2.6 24

55 wLconsensusLrealbtimeLRTbPyRLforLdetectionLofLallLgenotypicLvariantsLofLyellowLheadLvirusLofL
penaeidLshrimpcLJournalmofmVirologicalmMethodsaL2010aLflmaLkbo 2.6 5

54 NgainganLvirusaLaLmacropodbassociatedLrhabdovirusaLcontainsLaLsecondLglycoproteinLgeneLandL
sevenLnovelLopenLreadingLframescLVirologyaL2010aLhooaLonbfen 3.6 27

53 wLvirulentLisolateLofLyellowLheadLnidovirusLcontainsLaLdeformedLenvelopeLglycoproteinLgpfflcL
VirologyaL2009aLhniaLfogbgee 3.6 24

52 HomologousLgeneticLrecombinationLinLtheLyellowLheadLcomplexLofLnidovirusesLinfectingLPenaeusL
monodonLshrimpcLVirologyaL2009aLhoeaLmobnn 3.6 20

51 ViralLdiseaseLemergenceLinLshrimpLaquaculturepLoriginsaLimpactLandLtheLeffectivenessLofLhealthL
managementLstrategiescLReviewsminmAquacultureaL2009aLfaLfgkbfki 8.9 141

50 zetectionLofLLaembSinghLvirusLinLculturedLPenaeusLmonodonLshrimpLfromLseveralLsitesLinLtheL
IndobPacificLregioncLDiseasesmofmAquaticmOrganismsaL2009aLniaLfokbgee 1.7 12

49 GeneticLdiversityLinLtheLyellowLheadLnidovirusLcomplexcLVirologyaL2008aLhneaLgfhbgk 3.6 58

48 yonsensusLRTbnestedLPyRLdetectionLofLyellowLheadLcomplexLgenotypesLinLpenaeidLshrimpcLJournalm
ofmVirologicalmMethodsaL2008aLfkhaLflnbmk 2.6 14

47 RNwLtranscriptionLanalysisLandLcompletionLofLtheLgenomeLsequenceLofLyellowLheadLnidoviruscLVirusm
ResearchaL2008aLfhlaLfkmblk 6.4 47

46 wLkeyLgeneLofLtheLRNwLinterferenceLpathwayLinLtheLblackLtigerLshrimpaLPenaeusLmonodonpL
identificationLandLfunctionalLcharacterisationLofLzicerbfcLFishmandmShellfishmImmunologyaL2008aLgiaLgghbhh 4.3 76

45 wntigenicLcharacterizationLofLbovineLephemeralLfeverLrhabdovirusLGLandLGNSLglycoproteinsL
expressedLfromLrecombinantLbaculovirusescLArchivesmofmVirologyaL2008aLfkhaLflkmblk 2.6 14
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44 wLTaqManLrealbtimeLRTbPyRLforLquantifyingLMourilyanLvirusLinfectionLlevelsLinLpenaeidLshrimpL
tissuescLJournalmofmVirologicalmMethodsaL2006aLfhmaLglkbmf 2.6 14

43 IdentificationLofLtheLnucleocapsidaLtegumentaLandLenvelopeLproteinsLofLtheLshrimpLwhiteLspotL
syndromeLvirusLvirioncLJournalmofmVirologyaL2006aLneaLhegfbo 6.6 155

42 StructuralLandLantigenicLanalysisLofLtheLyellowLheadLvirusLnucleocapsidLproteinLpgecLVirusmResearchaL
2006aLfflaLgfbo 6.4 21

41 PhylogeneticLrelationshipsLamongLrhabdovirusesLinferredLusingLtheLLLpolymeraseLgenecLJournalmofm
GeneralmVirologyaL2005aLnlaLgniobgnkn 4.9 117

40 RTbnestedLPyRLdetectionLofLMourilyanLvirusLinLwustralianLPenaeusLmonodonLandLitsLtissueL
distributionLinLhealthyLandLmoribundLprawnscLDiseasesmofmAquaticmOrganismsaL2005aLllaLofbfei 1.7 20

39 GenomicLorganizationaLbiologyaLandLdiagnosisLofLTauraLsyndromeLvirusLandLyellowheadLvirusLofL
penaeidLshrimpcLAdvancesminmVirusmResearchaL2004aLlhaLhkhbigf 10.7 33

38 TheLgeneLencodingLtheLnucleocapsidLproteinLofLGillbassociatedLnidovirusLofLPenaeusLmonodonL
prawnsLisLlocatedLupstreamLofLtheLglycoproteinLgenecLJournalmofmVirologyaL2004aLmnaLnohkbif 6.6 25

37 MultiplexLRTbnestedLPyRLdifferentiationLofLgillbassociatedLvirusLUwustraliaVLfromLyellowLheadLvirusL
UThailandVLofLPenaeusLmonodoncLJournalmofmVirologicalmMethodsaL2004aLffmaLiobko 2.6 39

36 zetectionLandLdifferentiationLofLyellowLheadLcomplexLvirusesLusingLmonoclonalLantibodiescL
DiseasesmofmAquaticmOrganismsaL2003aLkmaLfohbgee 1.7 43

35 IdentificationLandLanalysisLofLgpfflLandLgpliLstructuralLglycoproteinsLofLyellowLheadLnidovirusLofL
PenaeusLmonodonLshrimpcLJournalmofmGeneralmVirologyaL2003aLniaLnlhbnmh 4.9 51

34 HighLvariationLinLrepetitiveLzNwLfragmentLlengthLforLwhiteLspotLsyndromeLvirusLUWSSVVLisolatesLinL
ThailandcLDiseasesmofmAquaticmOrganismsaL2003aLkiaLgkhbm 1.7 45

33 zetectionLofLgillbassociatedLvirusLUGwVVLbyLinLsituLhybridizationLduringLacuteLandLchronicLinfectionsL
ofLPenaeusLmonodonLandLPcLesculentuscLDiseasesmofmAquaticmOrganismsaL2003aLklaLfbfe 1.7 25

32 TheLcompleteLgenomeLsequenceLofLgillbassociatedLvirusLofLPenaeusLmonodonLprawnsLindicatesLaL
geneLorganisationLuniqueLamongLnidovirusescLArchivesmofmVirologyaL2002aLfimaLfommbnm 2.6 64

31 yompleteLORβfbbgeneLsequenceLindicatesLyellowLheadLvirusLisLanLinvertebrateLnidoviruscLDiseasesm
ofmAquaticmOrganismsaL2002aLkeaLnmboh 1.7 50

30 VerticalLtransmissionLofLgillbassociatedLvirusLUGwVVLinLtheLblackLtigerLprawnLPenaeusLmonodoncL
DiseasesmofmAquaticmOrganismsaL2002aLkeaLokbfei 1.7 40

29 GillbassociatedLnidovirusLofLPenaeusLmonodonLprawnsLtranscribesLhTbcoterminalLsubgenomicL
mRNwsLthatLdoLnotLpossessLkTbleaderLsequencescLJournalmofmGeneralmVirologyaL2002aLnhaLogmbohk 4.9 53

28
RNwLpolymeraseLULVLgeneLandLgenomeLterminalLsequencesLofLephemerovirusesLbovineLephemeralL
feverLvirusLandLwdelaideLRiverLvirusLindicateLaLcloseLrelationshipLtoLvesiculovirusescLVirusmResearchaL
2000aLmeaLnmbok

6.4 25

27 zetectionLofLwustralianLgillbassociatedLvirusLUGwVVLandLlymphoidLorganLvirusLULOVVLofLPenaeusL
monodonLbyLRTbnestedLPyRcLDiseasesmofmAquaticmOrganismsaL2000aLhoaLfkoblm 1.7 42

(2000-2006)
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26 zifferencesLinLtheLsusceptibilityLofLsomeLpenaeidLprawnLspeciesLtoLgillbassociatedLvirusLUGwVVL
infectioncLDiseasesmofmAquaticmOrganismsaL2000aLigaLggfbk 1.7 28

25 GillbassociatedLvirusLofLPenaeusLmonodonLprawnspLanLinvertebrateLvirusLwithLORβfaLandLORβfbL
genesLrelatedLtoLarteribLandLcoronavirusescLJournalmofmGeneralmVirologyaL2000aLnfaLfimhbni 4.9 114

24 YellowLheadLvirusLfromLThailandLandLgillbassociatedLvirusLfromLwustraliaLareLcloselyLrelatedLbutL
distinctLprawnLvirusescLDiseasesmofmAquaticmOrganismsaL1999aLhlaLfkhbm 1.7 54

23 wLyellowbheadLlikeLvirusLfromLPenaeusLmonodonLculturedLinLwustraliacLDiseasesmofmAquaticm
OrganismsaL1997aLhfaLflobfmo 1.7 75

22
VacciniaLvirusbexpressedLbovineLephemeralLfeverLvirusLGLbutLnotLGUNSVLglycoproteinLinducesL
neutralizingLantibodiesLandLprotectsLagainstLexperimentalLinfectioncLJournalmofmGeneralmVirologyaL
1996aLmmLULPtLiVaLlhfbie

4.9 29

21 wdelaideLRiverLvirusLnucleoproteinLgenepLanalysisLofLphylogeneticLrelationshipsLofLephemerovirusesL
andLotherLrhabdovirusescLJournalmofmGeneralmVirologyaL1995aLmlLULPtLiVaLookbo 4.9 15

20 StructuralLandLantigenicLanalysisLofLtheLnucleoproteinLofLbovineLephemeralLfeverLrhabdoviruscL
JournalmofmGeneralmVirologyaL1994aLmkLULPtLnVaLfnnoboo 4.9 36

19 yomplexLgenomeLorganizationLinLtheLGNSbLLintergenicLregionLofLwdelaideLRiverLrhabdoviruscL
VirologyaL1994aLgehaLlhbmg 3.6 31

18 αffectiveLvaccinationLofLcattleLusingLtheLvirionLGLproteinLofLbovineLephemeralLfeverLvirusLasLanL
antigencLVaccineaL1994aLfgaLnikbke 4.1 24

17 wdelaideLriverLrhabdovirusLexpressesLconsecutiveLglycoproteinLgenesLasLpolycistronicLmRNwspLnewL
evidenceLofLgeneLduplicationLasLanLevolutionaryLprocesscLVirologyaL1993aLfokaLmfobhf 3.6 31

16 InfectivityLofLbovineLleukaemiaLvirusLinfectedLcattlepLanLαLISwLforLdetectingLantigensLexpressedLinLinL
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