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i Paper IF Citations

271 xenomicLandLPhenotypicLznsightsLforLToxigenicLtlinicalLVibrioLcholeraeLObeb[[LEmergingeInfectiouse
DiseasesXL2022XLciXLgbhYgce 10.2

270 NontoxigenicLVibrioLcholeraeLthallengeLStrainsLforLvvaluatingLVaccineLvfficacyLandLznferringL
MechanismsLofLProtection[[LMBioXL2022XLeaafdjcc 7.8 0

269 NucleolarLcYMycLrecruitmentLbyLaLVibrioLTdSSLeffectorLpromotesLhostLcellLproliferationLandL
bacterialLvirulence[LEMBOeJournalXL2021XLeaXLebafgjj 13 5

268 rnimalLmodelsLforLdissectingLVibrioLcholeraeLintestinalLpathogenesisLandLimmunity[LCurrenteOpinione
ineMicrobiologyXL2021XLgfXLbYh 7.9 2

267 PathogenLclonalLexpansionLunderliesLmultiorganLdisseminationLandLorganYspecificLoutcomesLduringL
murineLsystemicLinfection[LELifeXL2021XLbaXL 8.9 3

266 ProteomicLanalysisLofLtheLhostYpathogenLinterfaceLinLexperimentalLcholera[LNatureeChemicaleBiology
XL2021XLbhXLbbjjYbcai 11.7 2

265 yostYmicrobeLcrossYtalkLgovernsLaminoLacidLchiralityLtoLregulateLsurvivalLandLdifferentiationLofLsL
cells[LScienceeAdvancesXL2021XLhXL 14.3 7

264 zncreasedLListeriaLmonocytogenesLuisseminationLandLrlteredLPopulationLuynamicsLinL
MuccYueficientLMice[LInfectioneandeImmunityXL2021XLijXL 3.7 5

263
yighYthroughputLfitnessLscreeningLandLtranscriptomicsLidentifyLaLroleLforLaLtypeLzVLsecretionLsystemL
inLtheLpathogenesisLofLtrohnSsLdiseaseYassociatedLvscherichiaLcoli[LNatureeCommunicationsXL2021XL
bcXLcadc

17.4 8

262 vmbryonicLmacrophagesLfunctionLduringLearlyLlifeLtoLdetermineLinvariantLnaturalLkillerLTLcellLlevelsL
atLbarrierLsurfaces[LNatureeImmunologyXL2021XLccXLgjjYhba 19.1 4

261 ShigaLtoxinLremodelsLtheLintestinalLepithelialLtranscriptionalLresponseLtoLvnterohemorrhagicL
vscherichiaLcoli[LPLoSePathogensXL2021XLbhXLebaajcja 7.6 4

260 uissectingLserotypeYspecificLcontributionsLtoLliveLoralLcholeraLvaccineLefficacy[LProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2021XLbbiXL 11.5 2

259 siprLexertsLtemperatureYdependentLtranslationalLcontrolLofLbiofilmYassociatedLcolonyLmorphologyL
in[LELifeXL2021XLbaXL 8.9 3

258 RefinedLQuantificationLofLznfectionLsottlenecksLandLPathogenLuisseminationLwithLSTrMPR[L
MSystemsXL2021XLgXLeaaiihcb 7.6 4

257 zdentificationLofLaLwamilyLofLTypeLzzzLSecretionLSystemLvffectorsLThatLtontainLaLtonservedL
Serine]ThreonineLKinaseLuomain[LMSphereXL2021XLgXLeaafjjcb 5 2

256 rLxenomeYScaleLrntibioticLScreenLinLSerratiaLmarcescensLzdentifiesLYdgyLasLaLtonservedLModifierL
ofLtephalosporinLandLuetergentLSusceptibility[LAntimicrobialeAgentseandeChemotherapyXL2021XLgfXLeaahigcb5.9

255 TypeLzLinterferonLremodelsLlysosomeLfunctionLandLmodifiesLintestinalLepithelialLdefense[L
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2020XLbbhXLcjigcYcjihb11.5 4
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254 ModulationLofLPeptidoglycanLSynthesisLbyLRecycledLtellLWallLTetrapeptides[LCelleReportsXL2020XLdbXLbahfhi10.6 18

253 TransientLzntestinalLtolonizationLbyLaLLiveYrttenuatedLOralLtholeraLVaccineLznducesLProtectiveL
zmmuneLResponsesLinLStreptomycinYTreatedLMice[LJournaleofeBacteriologyXL2020XLcacXL 3.5 4

252 tomparativeLtRNrLsequencingLandLRNrLmassLspectrometryLforLsurveyingLtRNrLmodifications[L
NatureeChemicaleBiologyXL2020XLbgXLjgeYjhc 11.7 19

251 xeneticLuissectionLofLtheLwermentativeLandLRespiratoryLtontributionsLSupportingLVibrioLcholeraeL
yypoxicLxrowth[LJournaleofeBacteriologyXL2020XLcacXL 3.5 5

250 rnLOralLznoculationLznfantLRabbitLModelLforLznfection[LMBioXL2020XLbbXL 7.8 5

249 yumansLSurvivingLtholeraLuevelopLrntibodiesLagainstLVibrioLcholeraeLOYSpecificLPolysaccharideL
ThatLznhibitLPathogenLMotility[LMBioXL2020XLbbXL 7.8 10

248 TestingLtOVzuYbjLtherapiesLtoLpreventLprogressionLofLmildLdisease[LLanceteInfectiouseDiseasesteTheXL
2020XLcaXLbdgh 25.5 9

247 ProbingLtheLdiversityLandLregulationLofLtRNrLmodifications[LCurrenteOpinioneineMicrobiologyXL2020XL
fhXLebYei 7.9 9

246 uecipheringLfunctionalLredundancyLinLtheLhumanLmicrobiome[LNatureeCommunicationsXL2020XLbbXLgcbh 17.4 32

245 xrowthYOptimizedLrminoacylYtRNrLSynthetaseLLevelsLPreventLMaximalLtRNrLtharging[LCelle
SystemsXL2020XLbbXLbcbYbda[eg 10.6 14

244 xeneticLanalysisLofLtheLroleLofLtheLconservedLinnerLmembraneLproteinLtvprLinLvyvtLresistanceLtoL
deoxycholate[LJournaleofeBacteriologyXL2020XL 3.5 4

243 rLNewLSuiteLofLrllelicYvxchangeLVectorsLforLtheLScarlessLModificationLofLProteobacterialLxenomes[L
AppliedeandeEnvironmentaleMicrobiologyXL2019XLifXL 4.8 13

242 rnLSiSLforLingenuity[LNatureeMicrobiologyXL2019XLeXLbahbYbahc 26.6

241 OralLimmunizationLwithLaLprobioticLcholeraLvaccineLinducesLbroadLprotectiveLimmunityLagainstL
VibrioLcholeraeLcolonizationLandLdiseaseLinLmice[LPLoSeNeglectedeTropicaleDiseasesXL2019XLbdXLeaaahebh 4.8 10

240 rLstreptococcalLwicLdomainYcontainingLproteinLdisruptsLbloodYbrainLbarrierLintegrityLbyLactivatingL
moesinLinLendothelialLcells[LPLoSePathogensXL2019XLbfXLebaahhdh 7.6 9

239 UnsupervisedLLearningLrpproachLforLtomparingLMultipleLTransposonLznsertionLSequencingLStudies[L
MSphereXL2019XLeXL 5 11

238 TransposonYinsertionLsequencingLscreensLunveilLrequirementsLforLvyvtLgrowthLandLintestinalL
colonization[LPLoSePathogensXL2019XLbfXLebaahgfc 7.6 23

237 rLVibrioLcholeraeLsolrYLikeLProteinLzsLRequiredLforLProperLtellLShapeLandLtellLvnvelopeLzntegrity[L
MBioXL2019XLbaXL 7.8 14

(2019-2020)
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236 rLsacterialLPathogenLSensesLyostLMannoseLtoLtoordinateLVirulence[LIScienceXL2019XLcaXLdbaYdcd 6.1 14

235 rLtonservedLStreptococcalLVirulenceLRegulatorLtontrolsLtheLvxpressionLofLaLuistinctLtlassLofL
MYLikeLProteins[LMBioXL2019XLbaXL 7.8 4

234 rLMultiorganLTraffickingLtircuitLProvidesLPurifyingLSelectionLofLListeriaLmonocytogenesLVirulenceL
xenes[LMBioXL2019XLbaXL 7.8 15

233 rLwrtSYsasedLxenomeYwideLtRzSPRLScreenLRevealsLaLRequirementLforLtOPzLinLthlamydiaL
trachomatisLznvasion[LIScienceXL2019XLbbXLhbYie 6.1 11

232 TheLRNrLdegradosomeLpromotesLtRNrLqualityLcontrolLthroughLclearanceLofLhypomodifiedLtRNr[L
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2019XLbbgXLbdjeYbead 11.5 39

231 yostYspecificLdifferencesLinLtheLcontributionLofLanLvSsLLznczbLplasmidLtoLintestinalLcolonizationLbyL
vscherichiaLcoliLObaekye[LJournaleofeAntimicrobialeChemotherapyXL2018XLhdXLbfhjYbfif 5.1 4

230
TheLQsexLLipoproteinLzmpactsLtheLVirulenceLofLvnterohemorrhagicLvscherichiaLcoliLandLtitrobacterL
rodentiumLandLRegulatesLwlagellarLPhaseLVariationLinLSalmonellaLentericaLSerovarLTyphimurium[L
InfectioneandeImmunityXL2018XLigXL

3.7 6

229 Serine]threonineLkinaseLPpkrLcoordinatesLtheLinterplayLbetweenLTgSScLactivationLandLquorumL
sensingLinLtheLmarineLpathogenLVibrioLalginolyticus[LEnvironmentaleMicrobiologyXL2018XLcaXLjadYjbj 5.2 21

228 xeneticLueterminantsLofLPenicillinLToleranceLinLVibrioLcholerae[LAntimicrobialeAgentseande
ChemotherapyXL2018XLgcXL 5.9 22

227 VibrioLspp[Linfections[LNatureeReviewseDiseaseePrimersXL2018XLeXLi 51.1 301

226 rLliveLvaccineLrapidlyLprotectsLagainstLcholeraLinLanLinfantLrabbitLmodel[LScienceeTranslationale
MedicineXL2018XLbaXL 17.5 37

225 tRzSPRLScreenLRevealsLthatLvyvtSsLTdSSLandLShigaLToxinLRelyLonLSharedLyostLwactorsLforLznfection[L
MBioXL2018XLjXL 7.8 32

224 rnaerobicLnitrateLreductionLdivergentlyLgovernsLpopulationLexpansionLofLtheLenteropathogenL
VibrioLcholerae[LNatureeMicrobiologyXL2018XLdXLbdegYbdfd 26.6 23

223 triticalLroleLforLaLpromoterLdiscriminatorLinLRpoSLcontrolLofLvirulenceLinLvdwardsiellaLpiscicida[LPLoSe
PathogensXL2018XLbeXLebaahchc 7.6 30

222 tomprehensiveLidentificationLofLVibrioLvulnificusLgenesLrequiredLforLgrowthLinLhumanLserum[L
VirulenceXL2018XLjXLjibYjjd 4.7 10

221 uecipheringLtheLlandscapeLofLhostLbarriersLtoLinfection[LProceedingseofetheeNationaleAcademyeofe
ScienceseofetheeUnitedeStateseofeAmericaXL2017XLbbeXLgddeYgddj 11.5 44

220 TimeYResolvedLTransposonLznsertionLSequencingLRevealsLxenomeYWideLwitnessLuynamicsLduringL
znfection[LMBioXL2017XLiXL 7.8 32

219 MappingLtheLecologicalLnetworksLofLmicrobialLcommunities[LNatureeCommunicationsXL2017XLiXLcaec 17.4 77
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218 touplingLchemosensoryLarrayLformationLandLlocalization[LELifeXL2017XLgXL 8.9 23

217 TheLreplicationLinitiatorLofLtheLcholeraLpathogenSsLsecondLchromosomeLshowsLstructuralLsimilarityL
toLplasmidLinitiators[LNucleiceAcidseResearchXL2017XLefXLdhceYdhdh 20.1 13

216 tRzSPR]tasjLScreensLRevealLRequirementsLforLyostLtellLSulfationLandLwucosylationLinLsacterialL
TypeLzzzLSecretionLSystemYMediatedLtytotoxicity[LCelleHosteandeMicrobeXL2016XLcaXLccgYdh 23.4 45

215 znterplayLbetweenLmicrobialLdYaminoLacidsLandLhostLdYaminoLacidLoxidaseLmodifiesLmurineLmucosalL
defenceLandLgutLmicrobiota[LNatureeMicrobiologyXL2016XLbXLbgbcf 26.6 87

214 PhosphorylationLofLueinococcusLradioduransLRecrLRegulatesLztsLrctivityLandLMayLtontributeLtoL
Radioresistance[LJournaleofeBiologicaleChemistryXL2016XLcjbXLbgghcYif 5.4 22

213 sacterialLrdrenergicLSensorsLRegulateLVirulenceLofLvntericLPathogensLinLtheLxut[LMBioXL2016XLhXL 7.8 60

212 TheLdesignLandLanalysisLofLtransposonLinsertionLsequencingLexperiments[LNatureeReviewse
MicrobiologyXL2016XLbeXLbbjYci 22.2 126

211 themoproteomicLprofilingLofLhostLandLpathogenLenzymesLactiveLinLcholera[LNatureeChemicale
BiologyXL2016XLbcXLcgiYche 11.7 33

210
rLcellLwallLdamageLresponseLmediatedLbyLaLsensorLkinase]responseLregulatorLpairLenablesL
betaYlactamLtolerance[LProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL2016XLbbdXLeaeYj

11.5 43

209 TheLNucleoidLsindingLProteinLyYNSLsiasesLxenomeYWideLTransposonLznsertionLLandscapes[LMBioXL
2016XLhXL 7.8 16

208 rLTransposonLScreenLzdentifiesLxeneticLueterminantsLofLVibrioLcholeraeLResistanceLtoL
yighYMolecularYWeightLrntibiotics[LAntimicrobialeAgentseandeChemotherapyXL2016XLgaXLehfhYgd 5.9 16

207 xeneticLanalysisLofLVibrioLparahaemolyticusLintestinalLcolonization[LProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2016XLbbdXLgcidYi 11.5 61

206 SequenceLtagYbasedLanalysisLofLmicrobialLpopulationLdynamics[LNatureeMethodsXL2015XLbcXLccdYgXLdL
pLfollowingLccg 21.6 70

205 rLuXLuYcarboxypeptidaseLisLrequiredLforLVibrioLcholeraeLhalotolerance[LEnvironmentaleMicrobiologyXL
2015XLbhXLfchYea 5.2 21

204 yighYresolutionLgeneticLanalysisLofLtheLrequirementsLforLhorizontalLtransmissionLofLtheLvSsLL
plasmidLfromLvscherichiaLcoliLObaekye[LNucleiceAcidseResearchXL2015XLedXLdeiYga 20.1 36

203 SingleLmoleculeYlevelLdetectionLandLlongLreadYbasedLphasingLofLepigeneticLvariationsLinLbacterialL
methylomes[LNatureeCommunicationsXL2015XLgXLhedi 17.4 64

202
rLTransmissibleLPlasmidYsorneLPathogenicityLzslandLtonfersLPiscibactinLsiosynthesisLinLtheLwishL
PathogenLPhotobacteriumLdamselaeLsubsp[Lpiscicida[LAppliedeandeEnvironmentaleMicrobiologyXL2015XL
ibXLfighYhj

4.8 35

201 vndopeptidaseYmediatedLbetaLlactamLtolerance[LPLoSePathogensXL2015XLbbXLebaaeifa 7.6 31
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200 WhereLnextLforLmicrobiomeLresearchp[LPLoSeBiologyXL2015XLbdXLebaacafa 9.7 97

199 tlassicLreactionLkineticsLcanLexplainLcomplexLpatternsLofLantibioticLaction[LScienceeTranslationale
MedicineXL2015XLhXLcihrahd 17.5 51

198
PeptidoglycanLsynthesisLinLMycobacteriumLtuberculosisLisLorganizedLintoLnetworksLwithLvaryingL
drugLsusceptibility[LProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL
2015XLbbcXLbdaihYjc

11.5 64

197 RpoSLandLquorumLsensingLcontrolLexpressionLandLpolarLlocalizationLofLVibrioLcholeraeLchemotaxisL
clusterLzzzLproteinsLinLvitroLandLinLvivo[LMoleculareMicrobiologyXL2015XLjhXLggaYhf 4.1 21

196 rLtytosineLMethyltransferaseLModulatesLtheLtellLvnvelopeLStressLResponseLinLtheLtholeraL
PathogenL[corrected][LPLoSeGeneticsXL2015XLbbXLebaafggg 6 19

195 rLxenomeYWideLScreenLRevealsLthatLtheLVibrioLcholeraeLPhosphoenolpyruvateLPhosphotransferaseL
SystemLModulatesLVirulenceLxeneLvxpression[LInfectioneandeImmunityXL2015XLidXLddibYjf 3.7 21

194 MolecularLuissectionLofLtheLvssentialLweaturesLofLtheLOriginLofLReplicationLofLtheLSecondLVibrioL
choleraeLthromosome[LMBioXL2015XLgXLeaajhd 7.8 15

193 rnalysisLofLsottlenecksLinLvxperimentalLModelsLofLznfection[LPLoSePathogensXL2015XLbbXLebaaeicd 7.6 72

192 VibrioLcholeraeL2015XLcehbYcehj[ec

191 znfantLRabbitLModelLforLuiarrhealLuiseases[LCurrenteProtocolseineMicrobiologyXL2015XLdiXLgr[g[bYbf 7.1 9

190 tellLseparationLinLVibrioLcholeraeLisLmediatedLbyLaLsingleLamidaseLwhoseLactionLisLmodulatedLbyL
twoLnonredundantLactivators[LJournaleofeBacteriologyXL2014XLbjgXLdjdhYei 3.5 46

189 ReciprocalLregulationLofLresistanceYnodulationYdivisionLeffluxLsystemsLandLtheLtpxLtwoYcomponentL
systemLinLVibrioLcholerae[LInfectioneandeImmunityXL2014XLicXLcjiaYjb 3.7 27

188 uifferentialLrequirementLforLPsPbaLandLPsPbbLinLinLvivoLandLinLvitroLfitnessLofLVibrioLcholerae[L
InfectioneandeImmunityXL2014XLicXLcbbfYce 3.7 38

187 StructuralLbasisLforLtheLbroadLspecificityLofLaLnewLfamilyLofLaminoYacidLracemases[LActae
CrystallographicaeSectioneD:eBiologicaleCrystallographyXL2014XLhaXLhjYja 40

186 ParPLpreventsLdissociationLofLtherLfromLchemotacticLsignalingLarraysLandLtethersLthemLtoLaLpolarL
anchor[LProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2014XLbbbXLvcffYge11.5 33

185 rLnovelLpeptidoglycanLbindingLproteinLcrucialLforLPsPbrYmediatedLcellLwallLbiogenesisLinLVibrioL
cholerae[LPLoSeGeneticsXL2014XLbaXLebaaeedd 6 29

184
tomparativeLRNrYSeqLbasedLdissectionLofLtheLregulatoryLnetworksLandLenvironmentalLstimuliL
underlyingLVibrioLparahaemolyticusLgeneLexpressionLduringLinfection[LNucleiceAcidseResearchXL2014XL
ecXLbccbcYcd

20.1 29

183 rRTzSTkLhighYresolutionLgenomeYwideLassessmentLofLfitnessLusingLtransposonYinsertionL
sequencing[LPLoSeGeneticsXL2014XLbaXLebaaehic 6 101
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182 znsightsLintoLVibrioLcholeraeLintestinalLcolonizationLfromLmonitoringLfluorescentlyLlabeledLbacteria[L
PLoSePathogensXL2014XLbaXLebaaeeaf 7.6 116

181 rutotransportersLbutLnotLprrLareLcriticalLforLrabbitLcolonizationLbyLShigaLtoxinYproducingL
vscherichiaLcoliLObaekye[LNatureeCommunicationsXL2014XLfXLdaia 17.4 32

180 rLPolyYNYacetylglucosamineYShigaLtoxinLbroadYspectrumLconjugateLvaccineLforLShigaL
toxinYproducingLvscherichiaLcoli[LMBioXL2014XLfXLeaajheYbe 7.8 16

179 RemodelingLofLtheLintestinalLbrushLborderLunderliesLadhesionLandLvirulenceLofLanLentericLpathogen[L
MBioXL2014XLfXL 7.8 27

178
TheLVibrioLparahaemolyticusLeffectorLVoptLmediatesLtdcecYdependentLinvasionLofLculturedLcellsL
butLisLnotLrequiredLforLpathogenicityLinLanLanimalLmodelLofLinfection[LCellulareMicrobiologyXL2014XL
bgXLjdiYeh

3.9 28

177 PprrLcontributesLtoLueinococcusLradioduransLresistanceLtoLnalidixicLacidXLgenomeLmaintenanceL
afterLuNrLdamageLandLinteractsLwithLdeinococcalLtopoisomerases[LPLoSeONEXL2014XLjXLeifcii 3.7 30

176 rLVibrioLparahaemolyticusLTdSSLeffectorLmediatesLpathogenesisLbyLindependentlyLenablingL
intestinalLcolonizationLandLinhibitingLTrKbLactivation[LCelleReportsXL2013XLdXLbgjaYhac 10.6 53

175 vstablishingLpolarLidentityLinLgramYnegativeLrods[LCurrenteOpinioneineMicrobiologyXL2013XLbgXLhfcYj 7.9 17

174 TnYSeqLanalysisLofLVibrioLcholeraeLintestinalLcolonizationLrevealsLaLroleLforLTgSSYmediatedL
antibacterialLactivityLinLtheLhost[LCelleHosteandeMicrobeXL2013XLbeXLgfcYgd 23.4 171

173 yorizontalLgeneLtransferkLlinkingLsexLandLcellLfate[LCurrenteBiologyXL2013XLcdXLRbbiYj 6.3 3

172 vnteringLtheLeraLofLbacterialLepigenomicsLwithLsingleLmoleculeLrealLtimeLuNrLsequencing[LCurrente
OpinioneineMicrobiologyXL2013XLbgXLbjcYi 7.9 87

171 tomparativeLgenomicsLofLrecentLShigaLtoxinYproducingLvscherichiaLcoliLObaekyekLshortYtermL
evolutionLofLanLemergingLpathogen[LMBioXL2013XLeXLeaaefcYbc 7.8 59

170 uecipheringLtheLoriginsLandLtrackingLtheLevolutionLofLcholeraLepidemicsLwithLwholeYgenomeYbasedL
molecularLepidemiology[LMBioXL2013XLeXLeaaghaYbd 7.8 12

169 yighYresolutionLdefinitionLofLtheLVibrioLcholeraeLessentialLgeneLsetLwithLhiddenLMarkovL
modelYbasedLanalysesLofLtransposonYinsertionLsequencingLdata[LNucleiceAcidseResearchXL2013XLebXLjaddYei20.1 92

168 SubstrateLspecificityLofLanLelongationYspecificLpeptidoglycanLendopeptidaseLandLitsLimplicationsLforL
cellLwallLarchitectureLandLgrowthLofLVibrioLcholerae[LMoleculareMicrobiologyXL2013XLijXLjejYgc 4.1 39

167 NonYObLVibrioLcholeraeLunlinkedLtoLcholeraLinLyaiti[LProceedingseofetheeNationaleAcademyeofeSciencese
ofetheeUnitedeStateseofeAmericaXL2012XLbajXLvdcaglLauthorLreplyLvdcah 11.5 10

166 wucoseLsensingLregulatesLbacterialLintestinalLcolonization[LNatureXL2012XLejcXLbbdYh 50.4 312

165 xenomeYwideLmappingLofLmethylatedLadenineLresiduesLinLpathogenicLvscherichiaLcoliLusingL
singleYmoleculeLrealYtimeLsequencing[LNatureeBiotechnologyXL2012XLdaXLbcdcYj 44.5 256

(2012-2014)
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164 rLhybridLapproachLforLtheLautomatedLfinishingLofLbacterialLgenomes[LNatureeBiotechnologyXL2012XL
daXLhabYhah 44.5 157

163 znflammationLandLdisintegrationLofLintestinalLvilliLinLanLexperimentalLmodelLforLVibrioL
parahaemolyticusYinducedLdiarrhea[LPLoSePathogensXL2012XLiXLebaacfjd 7.6 110

162 TheLhydrophilicLtranslocatorLforLVibrioLparahaemolyticusXLTdSScXLisLalsoLtranslocated[LInfectioneande
ImmunityXL2012XLiaXLcjeaYh 3.7 15

161 rLmultidomainLhubLanchorsLtheLchromosomeLsegregationLandLchemotacticLmachineryLtoLtheL
bacterialLpole[LGeneseandeDevelopmentXL2012XLcgXLcdeiYga 12.6 118

160 trystalLstructuresLofLaLtTXphiLpzzzLdomainLunboundLandLinLcomplexLwithLaLVibrioLcholeraeLTolrL
domainLrevealLnovelLinteractionLinterfaces[LJournaleofeBiologicaleChemistryXL2012XLcihXLdgcfiYhc 5.4 15

159 rLdoubleXLlongLpolarLfimbriaLmutantLofLvscherichiaLcoliLObfhkyhLexpressesLturliLandLexhibitsL
reducedLinLvivoLcolonization[LInfectioneandeImmunityXL2012XLiaXLjbeYca 3.7 38

158 StudiesLofLdynamicLproteinYproteinLinteractionsLinLbacteriaLusingLRenillaLluciferaseL
complementationLareLunderminedLbyLnonspecificLenzymeLinhibition[LPLoSeONEXL2012XLhXLeedbhf 3.7 12

157 OriginsLofLtheLv[LcoliLstrainLcausingLanLoutbreakLofLhemolyticYuremicLsyndromeLinLxermany[LNewe
EnglandeJournaleofeMedicineXL2011XLdgfXLhajYbh 59.2 658

156 RNrYSeqYbasedLmonitoringLofLinfectionYlinkedLchangesLinLVibrioLcholeraeLgeneLexpression[LCelle
HosteandeMicrobeXL2011XLbaXLbgfYhe 23.4 166

155 VirulenceLofLanLemergingLpathogenicLlineageLofLVibrioLnigripulchritudoLisLdependentLonLtwoL
plasmids[LEnvironmentaleMicrobiologyXL2011XLbdXLcjgYdag 5.2 28

154 vmergingLknowledgeLofLregulatoryLrolesLofLuYaminoLacidsLinLbacteria[LCellulareandeMoleculareLifee
SciencesXL2011XLgiXLibhYdb 10.3 214

153 uistinctLpathwaysLforLmodificationLofLtheLbacterialLcellLwallLbyLnonYcanonicalLuYaminoLacids[LEMBOe
JournalXL2011XLdaXLdeecYfd 13 200

152 TypeLzzzLsecretionLisLessentialLforLtheLrapidlyLfatalLdiarrhealLdiseaseLcausedLbyLnonYObXLnonYObdjL
VibrioLcholerae[LMBioXL2011XLcXLeaabagYbb 7.8 53

151 TheLoriginLofLtheLyaitianLcholeraLoutbreakLstrain[LNeweEnglandeJournaleofeMedicineXL2011XLdgeXLddYec 59.2 559

150 rLfamilyLofLParrYlikeLrTPasesLpromotesLcellLpoleLmaturationLbyLfacilitatingLpolarLlocalizationLofL
chemotaxisLproteins[LGeneseandeDevelopmentXL2011XLcfXLbfeeYff 12.6 73

149 rnLvscherichiaLcoliLObfhYspecificLengineeredLpyocinLpreventsLandLamelioratesLinfectionLbyLv[LcoliL
ObfhkyhLinLanLanimalLmodelLofLdiarrhealLdisease[LAntimicrobialeAgentseandeChemotherapyXL2011XLffXLfegjYhe5.9 50

148 TheLthreeLvibrioLcholeraeLchromosomeLzzYencodedLParvLtoxinsLdegradeLchromosomeLzLfollowingL
lossLofLchromosomeLzz[LJournaleofeBacteriologyXL2011XLbjdXLgbbYj 3.5 44

147 tonservedLsmallLRNrsLgovernLreplicationLandLincompatibilityLofLaLdiverseLnewLplasmidLfamilyLfromL
marineLbacteria[LNucleiceAcidseResearchXL2011XLdjXLbaaeYbd 20.1 31
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146 MeetingLcholeraSsLchallengeLtoLyaitiLandLtheLworldkLaLjointLstatementLonLcholeraLpreventionLandL
care[LPLoSeNeglectedeTropicaleDiseasesXL2011XLfXLebbef 4.8 69

145 RegulatoryLcrossYtalkLlinksLVibrioLcholeraeLchromosomeLzzLreplicationLandLsegregation[LPLoSe
GeneticsXL2011XLhXLebaacbij 6 30

144 MobilizableLgenomicLislandskLgoingLmobileLwithLoriTLmimicry[LMoleculareMicrobiologyXL2010XLhiXLfdhYea 4.1 19

143 zntegrativeLandLconjugativeLelementskLmosaicLmobileLgeneticLelementsLenablingLdynamicLlateralL
geneLflow[LNatureeReviewseMicrobiologyXL2010XLiXLffcYgd 22.2 518

142 ReactogenicityLofLliveYattenuatedLVibrioLcholeraeLvaccinesLisLdependentLonLflagellins[LProceedingse
ofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2010XLbahXLedfjYge 11.5 46

141 ParrcXLaLVibrioLcholeraeLchromosomeLpartitioningLproteinXLformsLleftYhandedLhelicalLfilamentsLonL
uNr[LProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2010XLbahXLefjaYf 11.5 45

140 MiningLregulatoryLfSUTRsLfromLcuNrLdeepLsequencingLdatasets[LNucleiceAcidseResearchXL2010XLdiXLbfaeYbe20.1 20

139 VibrioLcholeraeLParvcLpoisonsLuNrLgyraseLviaLaLmechanismLdistinctLfromLotherLgyraseLinhibitors[L
JournaleofeBiologicaleChemistryXL2010XLcifXLeadjhYeai 5.4 53

138 sackLtoLtheLfuturekLstudyingLcholeraLpathogenesisLusingLinfantLrabbits[LMBioXL2010XLbXL 7.8 87

137 rLnationalLcholeraLvaccineLstockpileYYaLnewLhumanitarianLandLdiplomaticLresource[LNeweEnglande
JournaleofeMedicineXL2010XLdgdXLcchjYic 59.2 28

136 VibrioLcholeraeLinteractionsLwithLtheLgastrointestinalLtractkLlessonsLfromLanimalLstudies[LCurrente
TopicseineMicrobiologyeandeImmunologyXL2009XLddhXLdhYfj 3.3 43

135 rnalysisLofLtheLgenomeLofLtheLvscherichiaLcoliLObfhkyhLcaagLspinachYassociatedLoutbreakLisolateL
indicatesLcandidateLgenesLthatLmayLenhanceLvirulence[LInfectioneandeImmunityXL2009XLhhXLdhbdYcb 3.7 122

134 yighYthroughputLsequencingLrevealsLsuppressorsLofLVibrioLcholeraeLrpovLmutationskLoneLfewerL
porinLisLenough[LNucleiceAcidseResearchXL2009XLdhXLfhfhYgh 20.1 33

133 TargetingLtheLreplicationLinitiatorLofLtheLsecondLVibrioLchromosomekLtowardsLgenerationLofL
vibrionaceaeYspecificLantimicrobialLagents[LPLoSePathogensXL2009XLfXLebaaaggd 7.6 24

132 MobileLantibioticLresistanceLencodingLelementsLpromoteLtheirLownLdiversity[LPLoSeGeneticsXL2009XLfXLebaaahhf6 84

131 tomparativeLztvLgenomicskLinsightsLintoLtheLevolutionLofLtheLSXT]RdjbLfamilyLofLztvs[LPLoSe
GeneticsXL2009XLfXLebaaahig 6 188

130 xeneticLanalysisLofLactivationLofLtheLVibrioLcholeraeLtpxLpathway[LJournaleofeBacteriologyXL2009XL
bjbXLfaeeYfg 3.5 30

129 vxperimentalLdiscoveryLofLsRNrsLinLVibrioLcholeraeLbyLdirectLcloningXLfS]tRNrLdepletionLandL
parallelLsequencing[LNucleiceAcidseResearchXL2009XLdhXLeeg 20.1 141

(2009-2011)
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128 PivotalLroleLofLtheLwrancisellaLtularensisLheatYshockLsigmaLfactorLRpoy[LMicrobiologyeoUnitede
KingdompXL2009XLbffXLcfgaYcfhc 2.9 33

127 VibrioLcholeraeLLexrLcoordinatesLtTXLprophageLgeneLexpression[LJournaleofeBacteriologyXL2009XL
bjbXLghiiYjf 3.5 23

126 yfqLnegativelyLregulatesLtypeLzzzLsecretionLinLvyvtLandLseveralLotherLpathogens[LMoleculare
MicrobiologyXL2009XLheXLdehYgd 4.1 65

125 rLtoxinYantitoxinLsystemLpromotesLtheLmaintenanceLofLanLintegrativeLconjugativeLelement[LPLoSe
GeneticsXL2009XLfXLebaaaedj 6 160

124 uYaminoLacidsLgovernLstationaryLphaseLcellLwallLremodelingLinLbacteria[LScienceXL2009XLdcfXLbffcYf 33.3 410

123 vspwUXLaLtypeLzzzYtranslocatedLeffectorLofLactinLassemblyXLfostersLepithelialLassociationLandL
lateYstageLintestinalLcolonizationLbyLv[LcoliLObfhkyh[LCellulareMicrobiologyXL2008XLbaXLidgYeh 3.9 39

122
uamLmethyltransferaseLisLrequiredLforLstableLlysogenyLofLtheLShigaLtoxinLTStxcUYencodingL
bacteriophageLjddWLofLenterohemorrhagicLvscherichiaLcoliLObfhkyh[LJournaleofeBacteriologyXL2008XL
bjaXLediYeb

3.5 36

121 TargetingLQsetLsignalingLandLvirulenceLforLantibioticLdevelopment[LScienceXL2008XLdcbXLbahiYia 33.3 382

120 rTPLnegativelyLregulatesLtheLinitiatorLproteinLofLVibrioLcholeraeLchromosomeLzzLreplication[L
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2008XLbafXLbafhhYic 11.5 22

119 TransientLshieldingLofLintiminLandLtheLtypeLzzzLsecretionLsystemLofLenterohemorrhagicLandL
enteropathogenicLvscherichiaLcoliLbyLaLgroupLeLcapsule[LJournaleofeBacteriologyXL2008XLbjaXLfagdYhe 3.5 37

118 tadrLnegativelyLregulatesLvscherichiaLcoliLObfhkyhLadherenceLandLintestinalLcolonization[LInfectione
andeImmunityXL2008XLhgXLfahcYib 3.7 26

117 xenomicLandLfunctionalLanalysisLofLztvPdaSpabXLaLfishYpathogenYderivedLSXTYrelatedLintegratingL
conjugativeLelementLthatLcanLmobilizeLaLvirulenceLplasmid[LJournaleofeBacteriologyXL2008XLbjaXLddfdYgb 3.5 54

116 TypeLcLsecretionLpromotesLenterohemorrhagicLvscherichiaLcoliLadherenceLandLintestinalL
colonization[LInfectioneandeImmunityXL2008XLhgXLbifiYgf 3.7 50

115 yighYthroughputXLkingdomYwideLpredictionLandLannotationLofLbacterialLnonYcodingLRNrs[LPLoSeONE
XL2008XLdXLedbjh 3.7 151

114 vnterohemorrhagicLvscherichiaLcoliLObfhkyhLgalLmutantsLareLsensitiveLtoLbacteriophageLPbLandL
defectiveLinLintestinalLcolonization[LInfectioneandeImmunityXL2007XLhfXLbggbYg 3.7 49

113 rntimicrobialLpeptidesLactivateLtheLVibrioLcholeraeLsigmavLregulonLthroughLanLOmpUYdependentL
signallingLpathway[LMoleculareMicrobiologyXL2007XLgdXLieiYfi 4.1 80

112 RNaseLvYdependentLprocessingLstabilizesLMicXXLaLVibrioLcholeraeLsRNr[LMoleculareMicrobiologyXL
2007XLgfXLdhdYif 4.1 74

111 uistributionLofLcentromereYlikeLparSLsitesLinLbacteriakLinsightsLfromLcomparativeLgenomics[LJournale
ofeBacteriologyXL2007XLbijXLigjdYhad 3.5 167

MatthewuKuWaldor
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110 TheLSXT]RdjbLfamilyLofLintegrativeLconjugativeLelementsLisLcomposedLofLtwoLexclusionLgroups[L
JournaleofeBacteriologyXL2007XLbijXLddacYf 3.5 39

109 tharacterizationLofLaLhigsrLtoxinYantitoxinLlocusLinLVibrioLcholerae[LJournaleofeBacteriologyXL2007XL
bijXLejbYfaa 3.5 78

108 ueterminantsLofLentryLexclusionLwithinLvexLandLTraxLareLcytoplasmic[LJournaleofeBacteriologyXL2007XL
bijXLgegjYhd 3.5 38

107 rdrenergicLregulationLofLbacterialLvirulence[LJournaleofeInfectiouseDiseasesXL2007XLbjfXLbceiYj 7 9

106 uistinctLcentromereYlikeLparSLsitesLonLtheLtwoLchromosomesLofLVibrioLspp[LJournaleofeBacteriologyXL
2007XLbijXLfdbeYce 3.5 44

105 xlobalLgeneLexpressionLandLphenotypicLanalysisLofLaLVibrioLcholeraeLrpoyLdeletionLmutant[LJournale
ofeBacteriologyXL2007XLbijXLdfbYgc 3.5 36

104 parLgenesLandLtheLpathologyLofLchromosomeLlossLinLVibrioLcholerae[LProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2007XLbaeXLgdaYf 11.5 76

103 zdentificationLofLsmallLRNrsLinLdiverseLbacterialLspecies[LCurrenteOpinioneineMicrobiologyXL2007XLbaXLjgYbab7.9 136

102 TheLcurrentLztvLagekLbiologyLandLevolutionLofLSXTYrelatedLintegratingLconjugativeLelements[L
PlasmidXL2006XLffXLbhdYid 3.3 164

101 zdentificationLofLbhLPseudomonasLaeruginosaLsRNrsLandLpredictionLofLsRNrYencodingLgenesLinLbaL
diverseLpathogensLusingLtheLbioinformaticLtoolLsRNrPredictc[LNucleiceAcidseResearchXL2006XLdeXLdeieYjd 20.1 159

100 yorizontalLtransferLofLShigaLtoxinLandLantibioticLresistanceLgenesLamongLvscherichiaLcoliLstrainsLinL
houseLflyLTuipterakLMuscidaeULgut[LJournaleofeMedicaleEntomologyXL2006XLedXLciiYjf 2.2 38

99 uisarmingLpathogensYYaLnewLapproachLforLantibioticLdevelopment[LNeweEnglandeJournaleofeMedicine
XL2006XLdfeXLcjgYh 59.2 19

98 rctivationLofLtheLVibrioLcholeraeLSOSLresponseLisLnotLrequiredLforLintestinalLcholeraLtoxinL
productionLorLcolonization[LInfectioneandeImmunityXL2006XLheXLjchYda 3.7 15

97 SXTYrelatedLintegratingLconjugativeLelementLinLNewLWorldLVibrioLcholerae[LAppliedeande
EnvironmentaleMicrobiologyXL2006XLhcXLdafeYh 4.8 56

96 RequirementLforLVibrioLcholeraeLintegrationLhostLfactorLinLconjugativeLuNrLtransfer[LJournaleofe
BacteriologyXL2006XLbiiXLfhaeYbb 3.5 18

95 rLdynamicXLmitoticYlikeLmechanismLforLbacterialLchromosomeLsegregation[LGeneseandeDevelopmentXL
2006XLcaXLdcgjYic 12.6 203

94 LexrLrepressesLtTXphiLtranscriptionLbyLblockingLaccessLofLtheLalphaLtYterminalLdomainLofLRNrL
polymeraseLtoLpromoterLuNr[LJournaleofeBiologicaleChemistryXL2006XLcibXLdjeahYbc 5.4 16

93 rutorepressionLofLRctsXLanLinitiatorLofLVibrioLcholeraeLchromosomeLzzLreplication[LJournaleofe
BacteriologyXL2006XLbiiXLhijYjd 3.5 21

(2006-2007)
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92 zndependentLcontrolLofLreplicationLinitiationLofLtheLtwoLVibrioLcholeraeLchromosomesLbyLunarLandL
Rcts[LJournaleofeBacteriologyXL2006XLbiiXLgebjYce 3.5 61

91 yorizontalLTransferLofLShigaLToxinLandLrntibioticLResistanceLxenesLrmongvscherichiaLcoliStrainsLinL
youseLwlyLTuipterakLMuscidaeULxut[LJournaleofeMedicaleEntomologyXL2006XLedXLciiYcjf 2.2 50

90 sRNrPredictkLanLintegrativeLcomputationalLapproachLtoLidentifyLsRNrsLinLbacterialLgenomes[L
NucleiceAcidseResearchXL2005XLddXLeajgYbaf 20.1 87

89 PhageLregulatoryLcircuitsLandLvirulenceLgeneLexpression[LCurrenteOpinioneineMicrobiologyXL2005XLiXLefjYgf7.9 165

88 LexrLcleavageLisLrequiredLforLtTXLprophageLinduction[LMoleculareCellXL2005XLbhXLcjbYdaa 17.6 85

87 znteractionsLbetweenLinnerLmembraneLproteinsLinLdonorLandLrecipientLcellsLlimitLconjugalLuNrL
transfer[LDevelopmentaleCellXL2005XLiXLjgdYha 10.2 50

86 uistinctLsegregationLdynamicsLofLtheLtwoLVibrioLcholeraeLchromosomes[LMoleculareMicrobiologyXL
2005XLffXLbcfYdg 4.1 94

85 uividedLgenomeskLnegotiatingLtheLcellLcycleLinLprokaryotesLwithLmultipleLchromosomes[LMoleculare
MicrobiologyXL2005XLfgXLbbcjYdi 4.1 121

84 tTXphiLandLVibrioLcholeraekLexploringLaLnewlyLrecognizedLtypeLofLphageYhostLcellLrelationship[L
MoleculareMicrobiologyXL2005XLfhXLdehYfg 4.1 63

83 TheLlocusLofLenterocyteLeffacementYencodedLeffectorLproteinsLallLpromoteLenterohemorrhagicL
vscherichiaLcoliLpathogenicityLinLinfantLrabbits[LInfectioneandeImmunityXL2005XLhdXLbeggYhe 3.7 71

82 tharacterizationLofLtheLsmallLuntranslatedLRNrLRyhsLandLitsLregulonLinLVibrioLcholerae[LJournaleofe
BacteriologyXL2005XLbihXLeaafYbe 3.5 109

81 TheLtTXphiLrepressorLRstRLbindsLuNrLcooperativelyLtoLformLtetramericLrepressorYoperatorL
complexes[LJournaleofeBiologicaleChemistryXL2004XLchjXLcgeaYh 5.4 40

80 wormationLofLSXTLtandemLarraysLandLSXTYRdjbLhybrids[LJournaleofeBacteriologyXL2004XLbigXLcgdgYef 3.5 46

79 zdentificationLofLoperatorsLandLpromotersLthatLcontrolLSXTLconjugativeLtransfer[LJournaleofe
BacteriologyXL2004XLbigXLfjefYj 3.5 42

78 TheLVibrioLcholeraeLToxRYregulatedLporinLOmpULconfersLresistanceLtoLantimicrobialLpeptides[L
InfectioneandeImmunityXL2004XLhcXLdfhhYid 3.7 117

77 yfqLisLessentialLforLVibrioLcholeraeLvirulenceLandLdownregulatesLsigmaLexpression[LMoleculare
MicrobiologyXL2004XLfdXLdefYfe 4.1 215

76 SOSLresponseLpromotesLhorizontalLdisseminationLofLantibioticLresistanceLgenes[LNatureXL2004XLechXLhcYe 50.4 716

75 tharacterizationLofLXertYLandLXeruYdependentLtTXLphageLintegrationLinLVibrioLcholerae[LMoleculare
MicrobiologyXL2004XLfeXLjdfYeh 4.1 48
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74 SynchronousLreplicationLinitiationLofLtheLtwoLVibrioLcholeraeLchromosomes[LCurrenteBiologyXL2004XL
beXLRfabYc 6.3 46

73 ShapingLbacterialLgenomesLwithLintegrativeLandLconjugativeLelements[LResearcheineMicrobiologyXL
2004XLbffXLdhgYig 4 320

72 ueletionLofLaLVibrioLcholeraeLtltLchannelLresultsLinLacidLsensitivityLandLenhancedLintestinalL
colonization[LInfectioneandeImmunityXL2003XLhbXLebjhYcaa 3.7 10

71 triticalLrolesLforLstxcXLeaeXLandLtirLinLenterohemorrhagicLvscherichiaLcoliYinducedLdiarrheaLandL
intestinalLinflammationLinLinfantLrabbits[LInfectioneandeImmunityXL2003XLhbXLhbcjYdj 3.7 133

70 uistinctLreplicationLrequirementsLforLtheLtwoLVibrioLcholeraeLchromosomes[LCellXL2003XLbbeXLfcbYda 56.2 140

69 wilamentousLphagesLlinkedLtoLvirulenceLofLVibrioLcholerae[LCurrenteOpinioneineMicrobiologyXL2003XLgXLdfYec7.9 158

68 pzzztTXXLaLpredictedLtTXphiLminorLcoatLproteinXLcanLexpandLtheLhostLrangeLofLcoliphageLfdLtoL
includeLVibrioLcholerae[LJournaleofeBacteriologyXL2003XLbifXLbadhYee 3.5 54

67
tomparisonLofLShigaLtoxinLproductionLbyLhemolyticYuremicLsyndromeYassociatedLandL
bovineYassociatedLShigaLtoxinYproducingLvscherichiaLcoliLisolates[LAppliedeandeEnvironmentale
MicrobiologyXL2003XLgjXLbafjYgg

4.8 69

66 TranscriptionLofLtheLtoxinLgenesLpresentLwithinLtheLStaphylococcalLphageLphiSadmsLisLintimatelyL
linkedLwithLtheLphageSsLlifeLcycle[LJournaleofeBacteriologyXL2003XLbifXLgiebYfb 3.5 89

65 tontrolLofLSXTLintegrationLandLexcision[LJournaleofeBacteriologyXL2003XLbifXLfaefYfe 3.5 98

64
tomparisonLofLSXTLandLRdjbXLtwoLconjugativeLintegratingLelementskLdefinitionLofLaLgeneticL
backboneLforLtheLmobilizationLofLresistanceLdeterminants[LCellulareandeMoleculareLifeeSciencesXL2002
XLfjXLcagfYha

10.3 78

63 sacteriophageLcontrolLofLShigaLtoxinLbLproductionLandLreleaseLbyLvscherichiaLcoli[LMoleculare
MicrobiologyXL2002XLeeXLjfhYha 4.1 180

62 wilamentousLphageLintegrationLrequiresLtheLhostLrecombinasesLXertLandLXeru[LNatureXL2002XLebhXLgfgYj50.4 150

61 rLsatelliteLphageYencodedLantirepressorLinducesLrepressorLaggregationLandLcholeraLtoxinLgeneL
transfer[LEMBOeJournalXL2002XLcbXLeceaYj 13 95

60 xenomicLandLfunctionalLanalysesLofLSXTXLanLintegratingLantibioticLresistanceLgeneLtransferLelementL
derivedLfromLVibrioLcholerae[LJournaleofeBacteriologyXL2002XLbieXLecfjYgj 3.5 206

59 sacteriophageLcontrolLofLbacterialLvirulence[LInfectioneandeImmunityXL2002XLhaXLdjifYjd 3.7 353

58 MobileLxeneticLvlementsLandLsacterialLPathogenesisL2002XLbaeaYbafj 19

57
vvolutionaryLandLfunctionalLanalysesLofLvariantsLofLtheLtoxinYcoregulatedLpilusLproteinLTcprLfromL
toxigenicLVibrioLcholeraeLnonYOb]nonYObdjLserogroupLisolates[LMicrobiologyeoUnitedeKingdompXL
2002XLbeiXLbgffYbggg

2.9 54

(2002-2004)
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56 vvidenceLforLaLrollingYcircleLmechanismLofLphageLuNrLsynthesisLfromLbothLreplicativeLandL
integratedLformsLofLtTXphi[LMoleculareMicrobiologyXL2001XLebXLdbbYcd 4.1 38

55
wormationLofLchromosomalLtandemLarraysLofLtheLSXTLelementLandLRdjbXLtwoLconjugativeL
chromosomallyLintegratingLelementsLthatLshareLanLattachmentLsite[LJournaleofeBacteriologyXL2001XL
bidXLbbceYdc

3.5 80

54 yumanLneutrophilsLandLtheirLproductsLinduceLShigaLtoxinLproductionLbyLenterohemorrhagicL
vscherichiaLcoli[LInfectioneandeImmunityXL2001XLgjXLbjdeYh 3.7 113

53 RoleLforLaLphageLpromoterLinLShigaLtoxinLcLexpressionLfromLaLpathogenicLvscherichiaLcoliLstrain[L
JournaleofeBacteriologyXL2001XLbidXLcaibYf 3.5 211

52 MolecularLanalysisLofLantibioticLresistanceLgeneLclustersLinLvibrioLcholeraeLObdjLandLObLSXTL
constins[LAntimicrobialeAgentseandeChemotherapyXL2001XLefXLcjjbYdaaa 5.9 245

51 MolecularLanalysesLofLaLputativeLtTXphiLprecursorLandLevidenceLforLindependentLacquisitionLofL
distinctLtTXTphiUsLbyLtoxigenicLVibrioLcholerae[LJournaleofeBacteriologyXL2000XLbicXLffdaYi 3.5 76

50 tTXphiLcontainsLaLhybridLgenomeLderivedLfromLtandemlyLintegratedLelements[LProceedingseofethee
NationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL2000XLjhXLifhcYh 11.5 61

49 znfectiousLtTXPhiLandLtheLvibrioLpathogenicityLislandLprophageLinLVibrioLmimicuskLevidenceLforL
recentLhorizontalLtransferLbetweenLV[LmimicusLandLV[Lcholerae[LInfectioneandeImmunityXL2000XLgiXLbfahYbd3.7 116

48 MobilizationLofLplasmidsLandLchromosomalLuNrLmediatedLbyLtheLSXTLelementXLaLconstinLfoundLinL
VibrioLcholeraeLObdj[LJournaleofeBacteriologyXL2000XLbicXLcaedYh 3.5 99

47 tTXphiLinfectionLofLVibrioLcholeraeLrequiresLtheLtolQRrLgeneLproducts[LJournaleofeBacteriologyXL
2000XLbicXLbhdjYeh 3.5 88

46 tTXLprophagesLinLclassicalLbiotypeLVibrioLcholeraekLfunctionalLphageLgenesLbutLdysfunctionalLphageL
genomes[LJournaleofeBacteriologyXL2000XLbicXLgjjcYi 3.5 106

45 SunlightYinducedLpropagationLofLtheLlysogenicLphageLencodingLcholeraLtoxin[LInfectioneande
ImmunityXL2000XLgiXLehjfYiab 3.7 54

44 QuinoloneLantibioticsLinduceLShigaLtoxinYencodingLbacteriophagesXLtoxinLproductionXLandLdeathLinL
mice[LJournaleofeInfectiouseDiseasesXL2000XLbibXLggeYha 7 444

43 tonvergenceLofLtheLsecretoryLpathwaysLforLcholeraLtoxinLandLtheLfilamentousLphageXLtTXphi[L
ScienceXL2000XLciiXLdddYf 33.3 93

42 SiteYspecificLintegrationLofLtheLconjugalLVibrioLcholeraeLSXTLelementLintoLprft[LMoleculare
MicrobiologyXL1999XLdcXLjjYbba 4.1 182

41 RegulationLandLtemporalLexpressionLpatternsLofLVibrioLcholeraeLvirulenceLgenesLduringLinfection[L
CellXL1999XLjjXLgcfYde 56.2 260

40 zsogenicLlysogensLofLdiverseLshigaLtoxinLcYencodingLbacteriophagesLproduceLmarkedlyLdifferentL
amountsLofLshigaLtoxin[LInfectioneandeImmunityXL1999XLghXLghbaYe 3.7 71

39 VibrioLcholeraeLintestinalLpopulationLdynamicsLinLtheLsucklingLmouseLmodelLofLinfection[LInfectione
andeImmunityXL1999XLghXLdhddYj 3.7 86
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38 TheLVibrioLcholeraeLObdjLtalcuttaLbacteriophageLtTXphiLisLinfectiousLandLencodesLaLnovelL
repressor[LJournaleofeBacteriologyXL1999XLbibXLghhjYih 3.5 100

37 MorphologicalLandLphysicalLcharacterizationLofLtheLcapsularLlayerLofLVibrioLcholeraeLObdj[LArchivese
ofeMicrobiologyXL1998XLbhaXLddjYee 3 14

36 ReplicationLandLintegrationLofLaLVibrioLcholeraeLcrypticLplasmidLlinkedLtoLtheLtTXLprophage[L
MoleculareMicrobiologyXL1998XLciXLbcehYfe 4.1 65

35 uiverseLtTXphisLandLevolutionLofLnewLpathogenicLVibrioLcholerae[LLancetteTheXL1998XLdfcXLefhYi 40 62

34 sacteriophageLbiologyLandLbacterialLvirulence[LTrendseineMicrobiologyXL1998XLgXLcjfYh 12.4 71

33 tTXphiLimmunitykLapplicationLinLtheLdevelopmentLofLcholeraLvaccines[LProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaXL1998XLjfXLhadfYj 11.5 109

32 znLVivoLTransductionLwithLShigaLToxinLbYvncodingLPhage[LInfectioneandeImmunityXL1998XLggXLeejgYeeji 3.7 6

31 ToxRYindependentLexpressionLofLcholeraLtoxinLfromLtheLreplicativeLformLofLtTXphi[LInfectioneande
ImmunityXL1998XLggXLdjeYh 3.7 40

30 UseLofLrepresentationalLdifferenceLanalysisLtoLidentifyLgenomicLdifferencesLbetweenLpathogenicL
strainsLofLVibrioLcholerae[LInfectioneandeImmunityXL1998XLggXLiejYfc 3.7 33

29 VibrioLcholeraeLhemagglutinin]proteaseLinactivatesLtTXphi[LInfectioneandeImmunityXL1998XLggXLeacfYj 3.7 24

28 znLvivoLtransductionLwithLshigaLtoxinLbYencodingLphage[LInfectioneandeImmunityXL1998XLggXLeejgYi 3.7 121

27 tholerakLmolecularLbasisLforLemergenceLandLpathogenesis[LFEMSeImmunologyeandeMedicale
MicrobiologyXL1997XLbiXLcebYi 42

26 RegulationXLreplicationXLandLintegrationLfunctionsLofLtheLVibrioLcholeraeLtTXphiLareLencodedLbyL
regionLRSc[LMoleculareMicrobiologyXL1997XLceXLjbhYcg 4.1 171

25 LysogenicLconversionLbyLaLfilamentousLphageLencodingLcholeraLtoxin[LScienceXL1996XLchcXLbjbaYe 33.3 1396

24 rLnewLtypeLofLconjugativeLtransposonLencodesLresistanceLtoLsulfamethoxazoleXLtrimethoprimXLandL
streptomycinLinLVibrioLcholeraeLObdj[LJournaleofeBacteriologyXL1996XLbhiXLebfhYgf 3.5 304

23 VibrioLcholerae[LInfectiouseAgentseandePathogenesisXL1996XLdhYfg 9

22
vmergenceLofLaLnewLcholeraLpandemickLmolecularLanalysisLofLvirulenceLdeterminantsLinLVibrioL
choleraeLObdjLandLdevelopmentLofLaLliveLvaccineLprototype[LJournaleofeInfectiouseDiseasesXL1994XL
bhaXLchiYid

7 124

21 VibrioLcholeraeLObdjLspecificLgeneLsequences[LLancetteTheXL1994XLdedXLbdgg 40 64

(1994-1999)
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20
TheLVibrioLcholeraeLObdjLserogroupLantigenLincludesLanLOYantigenLcapsuleLandLlipopolysaccharideL
virulenceLdeterminants[LProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaXL1994XLjbXLbbdiiYjc

11.5 166

19 ToxRLregulatesLvirulenceLgeneLexpressionLinLnonYObLstrainsLofLVibrioLcholeraeLthatLcauseLepidemicL
cholera[LInfectioneandeImmunityXL1994XLgcXLhcYi 3.7 106

18 znLuteroLinfectionLdueLtoLPasteurellaLmultocidaLinLtheLfirstLtrimesterLofLpregnancykLcaseLreportLandL
review[LClinicaleInfectiouseDiseasesXL1992XLbeXLejhYfaa 11.6 20

17 StaphylococcalLPhagescjhYdbi 3

16 tontributionLofLPhagesLtoLxroupLrLStreptococcusLxeneticLuiversityLandLPathogenesisdbjYPe 1

15 PneumococcalLPhagesddfYPb 5

14 sacteriophageLvvolutionLandLtheLRoleLofLPhagesLinLyostLvvolutionffYgf 4

13 PhageLvcologyLandLsacterialLPathogenesisggYjb 4

12 LambdoidLPhagesLandLShigaLToxinbcjYbge 8

11 VirulenceYLinkedLsacteriophagesLofLPathogenicLVibriosbihYcaf 1

10 uecipheringLwunctionalLRedundancyLinLtheLyumanLMicrobiome 8

9 wunctionalLremodelingLofLlysosomesLbyLtypeLzLinterferonLmodifiesLhostLdefense 1

8 xeneticLdissectionLofLtheLfermentativeLandLrespiratoryLcontributionsLsupportingLVibrioLcholeraeL
hypoxicLgrowth 2

7 MuccLmucinLlimitsLListeriaLmonocytogenesLdisseminationLandLmodulatesLitsLpopulationLdynamics 2
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