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87 PubliclyMyvailableMandMValidatedMβNyMReferenceMSequencesMyreM×riticalMtoMFungalMIdentificationMandM
GlobalMPlantMProtectionMEffortsrMyMUsee×aseMinMffMPlantiDiseasedM2022dMPβIShqjijhpkSR 1.5 1

86 GenzankfMNucleiciAcidsiResearchdM2021dM 20.1 20

85 FungalMtaxonomyMandMsequenceebasedMnomenclaturefMNatureiMicrobiologydM2021dMndMmlhemlp 26.6 32

84 HowMtoMpublishMaMnewMfungalMspeciesdMorMnamedMversionMkfhfMIMAiFungusdM2021dMijdMii 6.8 26

83 GenzankfMNucleiciAcidsiResearchdM2021dMlqdMβqjeβqn 20.1 59

82 RibovorerMribosomalMRNyMsequenceManalysisMforMGenzankMsubmissionsMandMdatabaseMcurationfMBMCi
BioinformaticsdM2021dMjjdMlhh 3.6 2

81 SpeciesMIdentificationMinMPlanteyssociatedMProkaryotesMandMFungiMUsingMβNyffMPhytobiomesiJournaldM
2020dMldMihkeiil 4.8 6

80 UnambiguousMidentificationMofMfungirMwhereMdoMweMstandMandMhowMaccurateMandMpreciseMisMfungalM
βNyMbarcodingwfMIMAiFungusdM2020dMiidMil 6.8 101

79 N×zIMTaxonomyrMaMcomprehensiveMupdateMonMcurationdMresourcesMandMtoolsfMDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationdM2020dMjhjhdM 5 235

78 βatabaseMresourcesMofMtheMNationalM×enterMforMziotechnologyMInformationfMNucleiciAcidsiResearchdM
2019dMlodMβjkeβjp 20.1 301

77 RevisionsMtoMtheM×lassificationdMNomenclaturedMandMβiversityMofMEukaryotesfMJournaliofiEukaryotici
MicrobiologydM2019dMnndMleiiq 3.6 477

76 UsingMaverageMnucleotideMidentityMtoMimproveMtaxonomicMassignmentsMinMprokaryoticMgenomesMatM
theMN×zIfMInternationaliJournaliofiSystematiciandiEvolutionaryiMicrobiologydM2018dMnpdMjkpnejkqj 2.2 140

75 TheMN×zIMzio×ollectionsMβatabasefMDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationdM2018
dMjhipdM 5 18

74 UsingMstandardMkeywordsMinMpublicationsMtoMfacilitateMupdatesMofMnewMfungalMtaxonomicMnamesfMIMAi
FungusdM2017dMpdMyoheyok 6.8 7

73
ImprovingMtaxonomicMaccuracyMforMfungiMinMpublicMsequenceMdatabasesrMapplyingMUoneMnameMoneM
speciesUMinMwelledefinedMgeneraMwithMTrichodermagHypocreaMasMaMtestMcasefMDatabase:itheiJournaliofi
BiologicaliDatabasesiandiCurationdM2017dMjhiodM

5 21

72 ReferenceMsequenceMVRefSeqaMdatabaseMatMN×zIrMcurrentMstatusdMtaxonomicMexpansiondMandM
functionalMannotationfMNucleiciAcidsiResearchdM2016dMlldMβokkelm 20.1 2530

71 SequenceebasedMclassificationMandMidentificationMofMFungifMMycologiadM2016dMihpdMihlqeihnp 2.4 111
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70 ScalingMupMdiscoveryMofMhiddenMdiversityMinMfungirMimpactsMofMbarcodingMapproachesfMPhilosophicali
TransactionsiofitheiRoyaliSocietyiB:iBiologicaliSciencesdM2016dMkoidM 5.8 61

69 ynMoverviewMofMtheMgenusMGlyphiumMandMitsMphylogeneticMplacementMinMPatellarialesfMMycologiadM
2015dMihodMnhoeip 2.4 12

68
InternationalMSocietyMofMHumanMandMynimalMMycologyMVISHyMaeITSMreferenceMβNyMbarcodingM
databaseeetheMqualityMcontrolledMstandardMtoolMforMroutineMidentificationMofMhumanMandManimalM
pathogenicMfungifMMedicaliMycologydM2015dMmkdMkikeko

3.9 195

67 nMPezizomycotinarMβothideomycetesMandMyrthoniomycetesM2015dMilkeion 3

66
yMmultigeneMphylogeneticMsynthesisMforMtheMclassMLecanoromycetesMVyscomycotaarMikhoMfungiM
representingMiikqMinfragenericMtaxadMkioMgeneraMandMnnMfamiliesfMMoleculariPhylogeneticsiandi
EvolutiondM2014dMoqdMikjenp

4.1 203

65 TheMGeneraMofMFungirMfixingMtheMapplicationMofMtypeMspeciesMofMgenericMnamesfMIMAiFungusdM2014dMmdMilienh6.8 49

64 FindingMneedlesMinMhaystacksrMlinkingMscientificMnamesdMreferenceMspecimensMandMmolecularMdataMforM
FungifMDatabase:itheiJournaliofiBiologicaliDatabasesiandiCurationdM2014dMjhildM 5 199

63 TransposableMelementeassistedMevolutionMandMadaptationMtoMhostMplantMwithinMtheMLeptosphaeriaM
maculanseLeptosphaeriaMbiglobosaMspeciesMcomplexMofMfungalMpathogensfMBMCiGenomicsdM2014dMimdMpqi 4.5 111

62 MycozankMgearingMupMforMnewMhorizonsfMIMAiFungusdM2013dMldMkoieq 6.8 117

61 MeetingMreportrMfungalMitsMworkshopMVoctoberMjhijafMStandardsiiniGenomiciSciencesdM2013dMpdMiipejk 26

60 FillingMgapsMinMbiodiversityMknowledgeMforMmacrofungirMcontributionsMandMassessmentMofManM
herbariumMcollectionMβNyMbarcodeMsequencingMprojectfMPLoSiONEdM2013dMpdMenjliq 3.7 112

59 PleosporalesfMFungaliDiversitydM2012dMmkdMiejji 17.6 222

58 TheMrevisedMclassificationMofMeukaryotesfMJournaliofiEukaryoticiMicrobiologydM2012dMmqdMljqeqk 3.6 1118

57 NuclearMribosomalMinternalMtranscribedMspacerMVITSaMregionMasMaMuniversalMβNyMbarcodeMmarkerMforM
FungifMProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericadM2012dMihqdMnjlien11.5 2981

56 PhylogeneticMplacementMofMtheMectomycorrhizalMgenusM×enococcumMinMGloniaceaeM
VβothideomycetesafMMycologiadM2012dMihldMompenm 2.4 32

55 βiverseMlifestylesMandMstrategiesMofMplantMpathogenesisMencodedMinMtheMgenomesMofMeighteenM
βothideomycetesMfungifMPLoSiPathogensdM2012dMpdMeihhkhko 7.6 387

54 FiveMsimpleMguidelinesMforMestablishingMbasicMauthenticityMandMreliabilityMofMnewlyMgeneratedMfungalM
ITSMsequencesfMMycoKeysdM2012dMldMkoenk 2.4 126

53 yMmoleculardMmorphologicalMandMecologicalMreeappraisalMofMVenturialeseaMnewMorderMofM
βothideomycetesfMFungaliDiversitydM2011dMmidMjlqejoo 17.6 74

(2011-2016)
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52 yMreappraisalMofMMicrothyriaceaefMFungaliDiversitydM2011dMmidMipqejlp 17.6 73

51 ×apnodiaceaefMFungaliDiversitydM2011dMmidMihkeikl 17.6 93

50 GeographicdMclimaticdMandMchemicalMdifferentiationMinMtheMHypogymniaMimshaugiiMspeciesMcomplexM
VLecanoromycetesdMParmeliaceaeaMinMNorthMymericafMBryologistdM2011dMiildMmjn 0.7 7

49 HypogymniaMphylogenydMincludingM×avernulariadMrevealsMbiogeographicMstructurefMBryologistdM2011dM
iildMkqj 0.7 24

48 EffectorMdiversificationMwithinMcompartmentsMofMtheMLeptosphaeriaMmaculansMgenomeMaffectedMbyM
RepeateInducedMPointMmutationsfMNatureiCommunicationsdM2011dMjdMjhj 17.4 354

47 TestingMtheMphylogeneticMutilityMofMM×MoMinMtheMyscomycotafMMycoKeysdM2011dMidMnkeql 2.4 46

46 βolabraMnepheliaeMonMrambutanMandMlycheeMrepresentsMaMnovelMlineageMofMphytopathogenicM
EurotiomycetesfMMycosciencedM2010dMmidMkhhekhq 1.2 15

45 OnMtheMevolutionMofMtheMHysteriaceaeMandMMytilinidiaceaeMVPleosporomycetidaedMβothideomycetesdM
yscomycotaaMusingMfourMnuclearMgenesfMMycologicaliResearchdM2009dMiikdMlnieoq 55

44 TheMyscomycotaMtreeMofMliferMaMphylumewideMphylogenyMclarifiesMtheMoriginMandMevolutionMofM
fundamentalMreproductiveMandMecologicalMtraitsfMSystematiciBiologydM2009dMmpdMjjlekq 8.4 480

43 HypogymniaMminilobataMVParmeliaceaeadMaMnewMlichenMfromMcoastalM×aliforniafMBryologistdM2009dMiijdMqleihh0.7 9

42 PhylogenyMofMrockeinhabitingMfungiMrelatedMtoMβothideomycetesfMStudiesiiniMycologydM2009dMnldMijkeikkSo22.2 154

41 yMclassewideMphylogeneticMassessmentMofMβothideomycetesfMStudiesiiniMycologydM2009dMnldMieimSih 22.2 423

40 MultielocusMphylogenyMofMPleosporalesrMaMtaxonomicdMecologicalMandMevolutionaryMreeevaluationfM
StudiesiiniMycologydM2009dMnldMpmeihjSm 22.2 221

39 PhylogeneticMlineagesMinMtheM×apnodialesfMStudiesiiniMycologydM2009dMnldMioeloSo 22.2 246

38 yMmolecularMphylogeneticMreappraisalMofMtheMHysteriaceaedMMytilinidiaceaeMandMGloniaceaeM
VPleosporomycetidaedMβothideomycetesaMwithMkeysMtoMworldMspeciesfMStudiesiiniMycologydM2009dMnldMlqepkSk22.2 76

37 GeoglossomycetesMclfMnovfdMGeoglossalesMordfMnovfMandMtaxaMaboveMclassMrankMinMtheMyscomycotaM
TreeMofMLifefMPersoonia:iMoleculariPhylogenyiandiEvolutioniofiFungidM2009dMjjdMijqekp 9 44

36 GenomeMsequencingMandManalysisMofMtheMbiomassedegradingMfungusMTrichodermaMreeseiMVsynfM
HypocreaMjecorinaafMNatureiBiotechnologydM2008dMjndMmmkenh 44.5 920

35
HomologsMofMToxzdMaMhosteselectiveMtoxinMgeneMfromMPyrenophoraMtriticierepentisdMareMpresentMinMtheM
genomeMofMsisterespeciesMPyrenophoraMbromiMandMotherMmembersMofMtheMyscomycotafMFungali
GeneticsiandiBiologydM2008dMlmdMknkeoo

3.9 50
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34 βetectionMandMidentificationMofMfungiMintimatelyMassociatedMwithMtheMbrownMseaweedMFucusMserratusfM
AppliediandiEnvironmentaliMicrobiologydM2008dMoldMqkieli 4.8 113

33 ×ontributionsMofMrpbjMandMtefiMtoMtheMphylogenyMofMmushroomsMandMalliesMVzasidiomycotadMFungiafM
MoleculariPhylogeneticsiandiEvolutiondM2007dMlkdMlkhemi 4.1 264

32 MarineMfungalMlineagesMinMtheMHypocreomycetidaefMMycologicaliResearchdM2007dMiiidMimlenj 29

31 yMhigherelevelMphylogeneticMclassificationMofMtheMFungifMMycologicaliResearchdM2007dMiiidMmhqelo 1630

30 βothideomyceteMplantMinteractionsMilluminatedMbyMgenomeMsequencingMandMESTManalysisMofMtheM
wheatMpathogenMStagonosporaMnodorumfMPlantiCelldM2007dMiqdMkkloenp 11.6 205

29 TheMhalotolerantMfungusMGlomerobolusMgelineusMisMaMmemberMofMtheMOstropalesfMMycologicali
ResearchdM2006dMiihdMjmoenk 32

28 EurotiomycetesrMEurotiomycetidaeMandM×haetothyriomycetidaefMMycologiadM2006dMqpdMihmkenl 2.4 138

27
NewMinsightsMintoMclassificationMandMevolutionMofMtheMLecanoromycetesMVPezizomycotinadM
yscomycotaaMfromMphylogeneticManalysesMofMthreeMribosomalMRNyeMandMtwoMproteinecodingMgenesfM
MycologiadM2006dMqpdMihppeiihk

2.4 200

26 yMmultigeneMphylogenyMofMtheMβothideomycetesMusingMfourMnuclearMlocifMMycologiadM2006dMqpdMihliemj 2.4 231

25 ynMoverviewMofMtheMsystematicsMofMtheMSordariomycetesMbasedMonMaMfouregeneMphylogenyfMMycologiadM
2006dMqpdMihonepo 2.4 160

24 yMphylogenomicManalysisMofMtheMyscomycotafMFungaliGeneticsiandiBiologydM2006dMlkdMoimejm 3.9 92

23 yMfiveegeneMphylogenyMofMPezizomycotinafMMycologiadM2006dMqpdMihipejp 2.4 192

22 yMmultigeneMphylogenyMofMtheMβothideomycetesMusingMfourMnuclearMlocifMMycologiadM2006dMqpdMihlieihmj 2.4 298

21 EurotiomycetesrMEurotiomycetidaeMandM×haetothyriomycetidaefMMycologiadM2006dMqpdMihmkeihnl 2.4 76

20 yMfiveegeneMphylogenyMofMPezizomycotinafMMycologiadM2006dMqpdMihipeihjp 2.4 255

19 ynMoverviewMofMtheMsystematicsMofMtheMSordariomycetesMbasedMonMaMfouregeneMphylogenyfMMycologiadM
2006dMqpdMihoneihpo 2.4 227

18
NewMinsightsMintoMclassificationMandMevolutionMofMtheMLecanoromycetesMVPezizomycotinadM
yscomycotaaMfromMphylogeneticManalysesMofMthreeMribosomalMRNyeMandMtwoMproteinecodingMgenesfM
MycologiadM2006dMqpdMihppeiihk

2.4 126

17 ReconstructingMtheMearlyMevolutionMofMFungiMusingMaMsixegeneMphylogenyfMNaturedM2006dMllkdMpipejj 50.4 1392

(2006-2008)
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16 EvolutionMofMhelotialeanMfungiMVLeotiomycetesdMPezizomycotinaarMaMnuclearMrβNyMphylogenyfM
MoleculariPhylogeneticsiandiEvolutiondM2006dMlidMjqmekij 4.1 137

15 yssemblingMtheMfungalMtreeMofMliferMprogressdMclassificationdMandMevolutionMofMsubcellularMtraitsfM
AmericaniJournaliofiBotanydM2004dMqidMillneph 2.7 640

14
βeletionMofMallM×ochliobolusMheterostrophusMmonofunctionalMcatalaseeencodingMgenesMrevealsMaMroleM
forMoneMinMsensitivityMtoMoxidativeMstressMbutMnoneMwithMaMroleMinMvirulencefMMoleculariPlant-Microbei
InteractionsdM2003dMindMihikeji

3.6 27

13 yMcompleteMinventoryMofMfungalMkinesinsMinMrepresentativeMfilamentousMascomycetesfMFungali
GeneticsiandiBiologydM2003dMkqdMieim 3.9 53

12 FemaleMFertilityMandMSingleMNucleotideMPolymorphismM×omparisonsMinM×ylindrocladiumM
pauciramosumfMPlantiDiseasedM2001dMpmdMqlieqln 1.5 16

11
SpeciesMconceptsMinMtheM×ylindrocladiumMfloridanumMandM×yfMspathiphylliMcomplexesMVHypocreaceaeaM
basedMonMmultieallelicMsequenceMdatadMsexualMcompatibilityMandMmorphologyfMSystematiciandiAppliedi
MicrobiologydM2001dMjldMjhneio

4.2 32

10 PhylogenyMofM×alonectriaMbasedMonMcomparisonsMofM˛†etubulinMβNyMsequencesfMMycologicaliResearchdM
2001dMihmdMihlmeihmj 27

9 RecombinationMinM×alonectriaMmorganiiMandMPhylogenyMwithMOtherMHeterothallicMSmalleSporedM
×alonectriaMSpeciesfMMycologiadM2000dMqjdMnnm 2.4 10

8 ×ylindrocladiumMangustatumMspfMnovfdMaMnewMleafMspotMpathogenMofMTillandsiaMcapitataMfromMFloridadM
UfSfyfMMycosciencedM2000dMlidMmjiemjn 1.2 5

7 RecombinationMinM×alonectriaMmorganiiMandMphylogenyMwithMotherMheterothallicMsmallesporedM
×alonectriaMspeciesfMMycologiadM2000dMqjdMnnmenok 2.4 14

6
PhylogeneticMrelationshipsMof×ylindrocladiumMpseudogracileand×ylindrocladiumMrumohraewithM
morphologicallyMsimilarMtaxadMbasedMonMmorphologyMandMβNyMsequencesMofMinternalMtranscribedM
spacersMandMbetaetubulinfMCanadianiJournaliofiBotanydM2000dMoodMipikeipjh

0

5 TheM×ylindrocladiumMcandelabrumMspeciesMcomplexMincludesMfourMdistinctMmatingMpopulationsfM
MycologiadM1999dMqidMjpnejqp 2.4 48

4 FirstMreportMofM×ylindrocladiumMrootMandMpetioleMrotMofMSpathiphyllumMinMSouthMyfricafMSouthiAfricani
JournaliofiBotanydM1999dMnmdMjhpejii 2.9 6

3 TheM×ylindrocladiumMcandelabrumMSpeciesM×omplexMIncludesMFourMβistinctMMatingMPopulationsfM
MycologiadM1999dMqidMjpn 2.4 29

2
PhylogeneticMrelationshipsMofM×ylindrocladiumMpseudogracileMandM×ylindrocladiumMrumohraeMwithM
morphologicallyMsimilarMtaˆ�adMbasedMonMmorphologyMandMβNyMsequencesMofMinternalMtranscribedM
spacersMandMbetaetubulinfMCanadianiJournaliofiBotanydM1999dMoodMipikeipjh

29

1 yMSaccharomycesMcerevisiaeMmutantMdefectiveMinMtheMkinesinelikeMproteinMKarkMisMsensitiveMtoM
Na×lestressfMCurrentiGeneticsdM1997dMkjdMkimejj 2.9 6
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