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Apoptosis-mediated vasa down-regulation controls developmental transformation in Japanese
Copidosoma floridanum female soldiers. Developmental Biology, 2019, 456, 226-233.

Superoxide dismutase down-regulation and the oxidative stress is required to initiate pupation in

Bombyx mori. Scientific Reports, 2019, 9, 14693. L6 14
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and increased cuticle pigmentation in Tribolium castaneum. Scientific Reports, 2016, 6, 29583. 16 2



20

22

24

26

28

30

32

34

36

HIROKO TABUNOKI

ARTICLE IF CITATIONS

Expression of the fructose receptor BmGr9 and its involvement in the promotion of feeding,
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A cadherin-like protein functions as a receptor forBacillus thuringiensisCrylAa and CrylAc toxins on

midgut epithelial cells ofBombyx morilarvae. FEBS Letters, 2003, 538, 29-34.

Isolation, Characterization, and cDNA Sequence of a Carotenoid Binding Protein from the Silk Gland 16 92
of Bombyx mori Larvae. Journal of Biological Chemistry, 2002, 277, 32133-32140. )



