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484 sutHmicrobiotaHcompositionHcorrelatesHwithHdietHandHhealthHinHtheHelderlyVHNatureTH2012TH]ddTHYcdUd] 50.4 1987

483 oompositionTHvariabilityTHandHtemporalHstabilityHofHtheHintestinalHmicrobiotaHofHtheHelderlyVH
ProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2011THYXdHαupplHYTH]adbUeY11.5 1105

482 nacteriaHasHvitaminHsuppliersHtoHtheirHhostfHaHgutHmicrobiotaHperspectiveVHCurrentgOpinionging
BiotechnologyTH2013THZ]THYbXUd 11.4 766

481 senomicsHofHmctinobacteriafHtracingHtheHevolutionaryHhistoryHofHanHancientHphylumVHMicrobiologyg
andgMoleculargBiologygReviewsTH2007THcYTH]eaUa]d 13.2 680

480 βheHrirstHyicrobialHoolonizersHofHtheHtumanHsutfHoompositionTHmctivitiesTHandHtealthHumplicationsHofH
theHunfantHsutHyicrobiotaVHMicrobiologygandgMoleculargBiologygReviewsTH2017THdYTH 13.2 626

479 βUcellHactivationHbyHtransitoryHneoUantigensHderivedHfromHdistinctHmicrobialHpathwaysVHNatureTH2014TH
aXeTH[bYUa 50.4 492

478 oarbohydrateHmetabolismHinHnifidobacteriaVHGenesgandgNutritionTH2011THbTHZdaU[Xb 4.3 445

477 piversityHofHbifidobacteriaHwithinHtheHinfantHgutHmicrobiotaVHPLoSgONETH2012THcTHe[beac 3.7 415

476 nifidobacteriaHandHβheirHÖoleHasHyembersHofHtheHtumanHsutHyicrobiotaVHFrontiersgingMicrobiologyTH
2016THcTHeZa 5.7 366

475
nifidobacterialHsurfaceUexopolysaccharideHfacilitatesHcommensalUhostHinteractionHthroughHimmuneH
modulationHandHpathogenHprotectionVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaTH2012THYXeTHZYXdUY[

11.5 364

474 senomeUscaleHanalysesHofHhealthUpromotingHbacteriafHprobiogenomicsVHNaturegReviewsgMicrobiology
TH2009THcTHbYUcY 22.2 334

473 oompleteHgenomeHsequenceHofHtheHprototypeHlacticHacidHbacteriumHxactococcusHlactisHsubspVH
cremorisHysY[b[VHJournalgofgBacteriologyTH2007THYdeTH[ZabUcX 3.5 314

472 rermentedHfunctionalHfoodsHbasedHonHprobioticsHandHtheirHbiogenicHmetabolitesVHCurrentgOpinionging
BiotechnologyTH2005THYbTHYedUZX[ 11.4 301

471
runctionalHgenomeHanalysisHofHnifidobacteriumHbreveHUooZXX[HrevealsHtypeHuVbHtightHadherenceH
PβadQHpiliHasHanHessentialHandHconservedHhostUcolonizationHfactorVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2011THYXdTHYYZYcUZZ

11.5 290

470 αtressH™hysiologyHofHxacticHmcidHnacteriaVHMicrobiologygandgMoleculargBiologygReviewsTH2016THdXTHd[cUeX 13.2 276

469 αequenceHandHanalysisHofHtheHgeneticHlocusHresponsibleHforHsurfactinHsynthesisHinHnacillusHsubtilisVH
MoleculargMicrobiologyTH1993THdTHdZYU[Y 4.1 274

468
senomeHanalysisHofHnifidobacteriumHbifidumH™ÖxZXYXHrevealsHmetabolicHpathwaysHforHhostUderivedH
glycanHforagingVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH
2010THYXcTHYeaY]Ue

11.5 266
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467 nUgroupHvitaminHproductionHbyHlacticHacidHbacteriaUUcurrentHknowledgeHandHpotentialHapplicationsVH
JournalgofgAppliedgMicrobiologyTH2011THYYYTHYZecU[Xe 4.7 263

466 settingHbetterHwithHbifidobacteriaVHJournalgofgAppliedgMicrobiologyTH2005THedTHY[X[UYa 4.7 244

465 umprovementHofHtheHqualityHandHshelfHlifeHofHwheatHbreadHbyHfermentationHwithHtheHantifungalH
strainHxactobacillusHplantarumHrαβHYVcVHJournalgofgCerealgScienceTH2007TH]aTH[XeU[Yd 3.8 238

464 qxploringHtheHdiversityHofHtheHbifidobacterialHpopulationHinHtheHhumanHintestinalHtractVHAppliedgandg
EnvironmentalgMicrobiologyTH2009THcaTHYa[]U]a 4.8 237

463 αtableHqngraftmentHofHnifidobacteriumHlongumHmtYZXbHinHtheHtumanHsutHpependsHonH
undividualizedHreaturesHofHtheHÖesidentHyicrobiomeVHCellgHostgandgMicrobeTH2016THZXTHaYaUaZb 23.4 222

462 mssessingHtheHfecalHmicrobiotafHanHoptimizedHionHtorrentHYbαHrÖzmHgeneUbasedHanalysisHprotocolVH
PLoSgONETH2013THdTHebdc[e 3.7 205

461
oharacterizationHofHtheHgeneticHlocusHresponsibleHforHtheHproductionHofHmn™UYYdTHaHnovelH
bacteriocinHproducedHbyHtheHprobioticHbacteriumHxactobacillusHsalivariusHsubspVHsalivariusHUooYYdVH
MicrobiologygpUnitedgKingdomrTH2002THY]dTHec[Ued]

2.9 199

460 comwHencodesHtheHcompetenceHtranscriptionHfactorTHtheHkeyHregulatoryHproteinHforHcompetenceH
developmentHinHnacillusHsubtilisVHMoleculargMicrobiologyTH1995THYaTH]aaUbZ 4.1 198

459 ourrentHperspectivesHonHantifungalHlacticHacidHbacteriaHasHnaturalHbioUpreservativesVHTrendsgingFoodg
SciencegandgTechnologyTH2013TH[[THe[UYXe 15.3 189

458 yolecularHdialogueHbetweenHtheHhumanHgutHmicrobiotaHandHtheHhostfHaHxactobacillusHandH
nifidobacteriumHperspectiveVHCellulargandgMoleculargLifegSciencesTH2014THcYTHYd[UZX[ 10.3 188

457 yultirepliconHgenomeHarchitectureHofHxactobacillusHsalivariusVHProceedingsgofgthegNationalgAcademyg
ofgSciencesgofgthegUnitedgStatesgofgAmericaTH2006THYX[THbcYdUZ[ 11.5 183

456
ÖoleHofHsortaseUdependentHpiliHofHnifidobacteriumHbifidumH™ÖxZXYXHinHmodulatingHbacteriumUhostH
interactionsVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2013TH
YYXTHYYYaYUb

11.5 172

455 αequenceHanalysisHandHmolecularHcharacterizationHofHtheHtemperateHlactococcalHbacteriophageHrYtVH
MoleculargMicrobiologyTH1996THYeTHY[][Uaa 4.1 170

454 nifidobacteriaHexhibitHsocialHbehaviorHthroughHcarbohydrateHresourceHsharingHinHtheHgutVHScientificg
ReportsTH2015THaTHYacdZ 4.9 168

453 ÖiboflavinHproductionHinHxactococcusHlactisfHpotentialHforHinHsituHproductionHofHvitaminUenrichedH
foodsVHAppliedgandgEnvironmentalgMicrobiologyTH2004THcXTHacbeUcc 4.8 166

452 yaternalHinheritanceHofHbifidobacterialHcommunitiesHandHbifidophagesHinHinfantsHthroughHverticalH
transmissionVHMicrobiomeTH2017THaTHbb 16.6 163

451 senomicHencyclopediaHofHtypeHstrainsHofHtheHgenusHnifidobacteriumVHAppliedgandgEnvironmentalg
MicrobiologyTH2014THdXTHbZeXU[XZ 4.8 162

450 tumanHgutHmicrobiotaHandHbifidobacteriafHfromHcompositionHtoHfunctionalityVHAntoniegVang
LeeuwenhoekTH2008THe]TH[aUaX 2.1 158

(2008-2011)
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449
mHsmallHgeneTHdesignatedHcomαTHlocatedHwithinHtheHcodingHregionHofHtheHfourthHaminoH
acidUactivationHdomainHofHsrfmTHisHrequiredHforHcompetenceHdevelopmentHinHnacillusHsubtilisVH
MoleculargMicrobiologyTH1995THYaTHaaUb[

4.1 153

448 qxploringHVerticalHβransmissionHofHnifidobacteriaHfromHyotherHtoHohildVHAppliedgandgEnvironmentalg
MicrobiologyTH2015THdYTHcXcdUdc 4.8 150

447 unsightsHintoHtheHtaxonomyTHgeneticsHandHphysiologyHofHbifidobacteriaVHAntoniegVangLeeuwenhoekTH
2004THdbTHZXaUZ[ 2.1 150

446 αelectiveHcarbohydrateHutilizationHbyHlactobacilliHandHbifidobacteriaVHJournalgofgAppliedgMicrobiologyTH
2013THYY]THYY[ZU]b 4.7 147

445 nacteriophagesHasHbiocontrolHagentsHofHfoodHpathogensVHCurrentgOpiniongingBiotechnologyTH2011THZZTHYacUb[11.4 141

444 tostUmicrobeHinteractionsHthatHfacilitateHgutHcolonizationHbyHcommensalHbifidobacteriaVHTrendsging
MicrobiologyTH2012THZXTH]bcUcb 12.4 139

443 mnalysisHofHbifidobacterialHevolutionHusingHaHmultilocusHapproachVHInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyTH2006THabTHZcd[UZceZ 2.2 136

442 sutHmicrobiotaHcompositionHandHolostridiumHdifficileHinfectionHinHhospitalizedHelderlyHindividualsfHaH
metagenomicHstudyVHScientificgReportsTH2016THbTHZae]a 4.9 132

441 xacticHacidHbacteriaHwithHpotentialHtoHeliminateHfungalHspoilageHinHfoodsVHJournalgofgAppliedg
MicrobiologyTH2008THYX]THeYaUZ[ 4.7 129

440 αcreeningHforHandHidentificationHofHstarchUTHamylopectinUTHandHpullulanUdegradingHactivitiesHinH
bifidobacterialHstrainsVHAppliedgandgEnvironmentalgMicrobiologyTH2006THcZTHaZdeUeb 4.8 128

439 qnhancingHtheHyicrobiologicalHαtabilityHofHyaltHandHneerHâ��HmHÖeviewVHJournalgofgthegInstitutegofg
BrewingTH2005THYYYTH[aaU[cY 2 124

438 orossUfeedingHbyHnifidobacteriumHbreveHUooZXX[HduringHcoUcultivationHwithHnifidobacteriumH
bifidumH™ÖxZXYXHinHaHmucinUbasedHmediumVHBMCgMicrobiologyTH2014THY]THZdZ 4.5 122

437 senomicsHofHtheHsenusHnifidobacteriumHÖevealsHαpeciesUαpecificHmdaptationHtoHtheHslycanUÖichHsutH
qnvironmentVHAppliedgandgEnvironmentalgMicrobiologyTH2016THdZTHedXUeeY 4.8 121

436 βheHnifidobacteriumHdentiumHndYHgenomeHsequenceHreflectsHitsHgeneticHadaptationHtoHtheHhumanH
oralHcavityVHPLoSgGeneticsTH2009THaTHeYXXXcda 6 120

435 nacterialHvitaminHnZTHnYYHandHnYZHoverproductionfHmnHoverviewVHInternationalgJournalgofgFoodg
MicrobiologyTH2009THY[[THYUc 5.8 117

434 nacteriophageHorphanHpzmHmethyltransferasesfHinsightsHfromHtheirHbacterialHoriginTHfunctionTHandH
occurrenceVHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTHca]cUaa 4.8 116

433
oomparativeHgenomicsHrevealsHcloseHgeneticHrelationshipsHbetweenHphagesHfromHdairyHbacteriaHandH
pathogenicHαtreptococcifHevolutionaryHimplicationsHforHprophageUhostHinteractionsVHVirologyTH2001TH
ZddTH[ZaU]Y

3.6 115

432 oomparativeHandHfunctionalHanalysisHofHsortaseUdependentHproteinsHinHtheHpredictedHsecretomeHofH
xactobacillusHsalivariusHUooYYdVHAppliedgandgEnvironmentalgMicrobiologyTH2006THcZTH]Y][Ua[ 4.8 114
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431 yicrobiomicHanalysisHofHtheHbifidobacterialHpopulationHinHtheHhumanHdistalHgutVHISMEgJournalTH2009TH
[THc]aUaY 11.9 111

430 udentificationHandHcharacterizationHofHphageUresistanceHgenesHinHtemperateHlactococcalH
bacteriophagesVHMoleculargMicrobiologyTH2002TH][THaXeUZX 4.1 109

429 oharacterizationHofHbacteriocinUlikeHinhibitoryHsubstancesHPnxuαQHfromHsourdoughHlacticHacidHbacteriaH
andHevaluationHofHtheirHinHvitroHandHinHsituHactivityVHJournalgofgAppliedgMicrobiologyTH2004THebTHaZYU[] 4.7 108

428 slycanHUtilizationHandHorossUreedingHmctivitiesHbyHnifidobacteriaVHTrendsgingMicrobiologyTH2018THZbTH[[eU[aX12.4 107

427 pecipheringHbifidobacterialUmediatedHmetabolicHinteractionsHandHtheirHimpactHonHgutHmicrobiotaHbyH
aHmultiUomicsHapproachVHISMEgJournalTH2016THYXTHYbabUbd 11.9 107

426 βheHgenusHxactobacillusUUaHgenomicHbasisHforHunderstandingHitsHdiversityVHFEMSgMicrobiologygLettersTH
2007THZbeTHZZUd 2.9 107

425 oharacterizationHofHvirusUlikeHparticlesHassociatedHwithHtheHhumanHfaecalHandHcaecalHmicrobiotaVH
ResearchgingMicrobiologyTH2014THYbaTHdX[UYZ 4 105

424 senomicsHandHecologicalHoverviewHofHtheHgenusHnifidobacteriumVHInternationalgJournalgofgFoodg
MicrobiologyTH2011THY]eTH[cU]] 5.8 104

423 βheHdilemmaHofHphageHtaxonomyHillustratedHbyHcomparativeHgenomicsHofHαfiZYUlikeHαiphoviridaeHinH
lacticHacidHbacteriaVHJournalgofgBacteriologyTH2002THYd]THbXZbU[b 3.5 103

422 reedingHtheHmicrobiotafHtransducerHofHnutrientHsignalsHforHtheHhostVHGutTH2017THbbTHYcXeUYcYc 19.2 102

421 piversityHofHtheHgenusHxactobacillusHrevealedHbyHcomparativeHgenomicsHofHfiveHspeciesVHMicrobiologyg
pUnitedgKingdomrTH2006THYaZTH[YdaU[Yeb 2.9 102

420 αequenceHanalysisHandHcharacterizationHofHphiH—YZXaTHaHtemperateHbacteriophageHinfectingH
αtreptococcusHthermophilusHozÖZYZXaVHMicrobiologygpUnitedgKingdomrTH1997THY][HPH™tHYYQTH[]YcU[]Ze 2.9 101

419 tighHresolutionHinHvivoHbioluminescentHimagingHforHtheHstudyHofHbacterialHtumourHtargetingVHPLoSg
ONETH2012THcTHe[Xe]X 3.7 100

418
αtructureHofHtheHphageHβ™eXYUYHYVdHypaHbaseplateHsuggestsHanHalternativeHhostHadhesionH
mechanismVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2012TH
YXeTHdea]Ud

11.5 100

417 yultivitaminHproductionHinHxactococcusHlactisHusingHmetabolicHengineeringVHMetabolicgEngineeringTH
2004THbTHYXeUYa 9.7 100

416
βwoHgroupsHofHbacteriophagesHinfectingHαtreptococcusHthermophilusHcanHbeHdistinguishedHonHtheH
basisHofHmodeHofHpackagingHandHgeneticHdeterminantsHforHmajorHstructuralHproteinsVHAppliedgandg
EnvironmentalgMicrobiologyTH1997THb[TH[Z]bUa[

4.8 100

415 udentificationHofHuniversalHgutHmicrobialHbiomarkersHofHcommonHhumanHintestinalHdiseasesHbyH
metaUanalysisVHFEMSgMicrobiologygEcologyTH2017THe[TH 4.3 99

414 oomparativeHgenomicsHofHtheHnifidobacteriumHbreveHtaxonVHBMCgGenomicsTH2014THYaTHYcX 4.5 99

(2014-2009)
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413 yetabolismHofHsialicHacidHbyHnifidobacteriumHbreveHUooZXX[VHAppliedgandgEnvironmentalg
MicrobiologyTH2014THdXTH]]Y]UZb 4.8 98

412 unvestigationHofHtheHevolutionaryHdevelopmentHofHtheHgenusHnifidobacteriumHbyHcomparativeH
genomicsVHAppliedgandgEnvironmentalgMicrobiologyTH2014THdXTHb[d[Ue] 4.8 95

411 umprovementHandHoptimizationHofHtwoHengineeredHphageHresistanceHmechanismsHinHxactococcusH
lactisVHAppliedgandgEnvironmentalgMicrobiologyTH2001THbcTHbXdUYb 4.8 95

410 niotechnologicalHproductionHofHvitaminHnZUenrichedHbreadHandHpastaVHJournalgofgAgriculturalgandg
FoodgChemistryTH2011THaeTHdXY[UZX 5.7 94

409 yetabolicHengineeringHofHlacticHacidHbacteriaHforHtheHproductionHofHnutraceuticalsVHAntoniegVang
LeeuwenhoekTH2002THdZTHZYcUZ[a 2.1 93

408 oomparativeHgenomicsHofHtheHgenusHnifidobacteriumVHMicrobiologygpUnitedgKingdomrTH2010THYabTH[Z][U[Za]2.9 92

407 βranscriptionalHregulationHandHcharacterizationHofHaHnovelHbetaUfructofuranosidaseUencodingHgeneH
fromHnifidobacteriumHbreveHUooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2005THcYTH[]caUdZ 4.8 91

406 nifidobacteriumHasteroidesH™ÖxZXYYHgenomeHanalysisHrevealsHcluesHforHcolonizationHofHtheHinsectH
gutVHPLoSgONETH2012THcTHe]]ZZe 3.7 91

405 oharacterizationHofHmpunTHanHextracellularHtypeHuuHamylopullulanaseHfromHnifidobacteriumHbreveH
UooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2008THc]THbZcYUe 4.8 90

404 αhapingHtheHrutureHofH™robioticsHandH™rebioticsVHTrendsgingMicrobiologyTH2021THZeTHbbcUbda 12.4 90

403 unsightsHintoHtheHbiodiversityHofHtheHgutHmicrobiotaHofHbroilerHchickensVHEnvironmentalgMicrobiologyTH
2016THYdTH]cZcU]c[d 5.2 89

402 —rallyHadministeredHbifidobacteriaHasHvehiclesHforHdeliveryHofHagentsHtoHsystemicHtumorsVHMolecularg
TherapyTH2010THYdTHY[ecU]Xc 11.7 87

401 —vercomingHtheHrestrictionHbarrierHtoHplasmidHtransformationHandHtargetedHmutagenesisHinH
nifidobacteriumHbreveHUooZXX[VHMicrobialgBiotechnologyTH2009THZTH[ZYU[Z 6.3 87

400 senomicsHasHaHmeansHtoHunderstandHbacterialHphylogenyHandHecologicalHadaptationfHtheHcaseHofH
bifidobacteriaVHAntoniegVangLeeuwenhoekTH2007THeYTH[aYUcZ 2.1 87

399 mHgeneralHmethodHforHselectionHofHriboflavinUoverproducingHfoodHgradeHmicroUorganismsVHMicrobialg
CellgFactoriesTH2006THaTHZ] 6.4 85

398 xactobacillusHphylogenomicsUUtowardsHaHreclassificationHofHtheHgenusVHInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyTH2008THadTHZe]aUa] 2.2 85

397 yetaUanalysisHofHtheHhumanHgutHmicrobiomeHfromHurbanizedHandHpreUagriculturalHpopulationsVH
EnvironmentalgMicrobiologyTH2017THYeTHY[ceUY[eX 5.2 83

396
βheHαurfaceUmssociatedHqxopolysaccharideHofHnifidobacteriumHlongumH[abZ]H™laysHanHqssentialH
ÖoleHinHpampeningHtostH™roinflammatoryHÖesponsesHandHÖepressingHxocalHβtYcHÖesponsesVH
AppliedgandgEnvironmentalgMicrobiologyTH2016THdZTHcYdaUcYeb

4.8 83
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395 unvestigationHofHtheHrelationshipHbetweenHlactococcalHhostHcellHwallHpolysaccharideHgenotypeHandH
e[bHphageHreceptorHbindingHproteinHphylogenyVHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTH][daUeZ4.8 83

394
nifidobacteriumHlactisHpαyHYXY]XfHidentificationHofHtheHatpHPatpnqrtmspoQHoperonHandHanalysisHofH
itsHgeneticHstructureTHcharacteristicsTHandHphylogenyVHAppliedgandgEnvironmentalgMicrobiologyTH2004TH
cXTH[YYXUZY

4.8 83

393 oharacterizationHofHtheHgroqxHandHgroqαHlociHinHnifidobacteriumHbreveHUooHZXX[fHgeneticTH
transcriptionalTHandHphylogeneticHanalysesVHAppliedgandgEnvironmentalgMicrobiologyTH2004THcXTHbYecUZXe 4.8 82

392 nifidobacteriaHandHtheHinfantHgutfHanHexampleHofHcoUevolutionHandHnaturalHselectionVHCellulargandg
MoleculargLifegSciencesTH2018THcaTHYX[UYYd 10.3 81

391 piversityTHecologyHandHintestinalHfunctionHofHbifidobacteriaVHMicrobialgCellgFactoriesTH2014THY[HαupplH
YTHα] 6.4 81

390 mnHanalysisHofHbacteriocinsHproducedHbyHlacticHacidHbacteriaHisolatedHfromHmaltedHbarleyVHJournalgofg
AppliedgMicrobiologyTH2001THeYTHY[YUd 4.7 81

389 nifidobacteriumHbreveHUooZXX[HmetabolisesHtheHhumanHmilkHoligosaccharidesHlactoUzUtetraoseHandH
lactoUzUneoUtetraoseHthroughHoverlappingTHyetHdistinctHpathwaysVHScientificgReportsTH2016THbTH[dabX 4.9 80

388 nifidobacteriaHandHhumansfHourHspecialHfriendsTHfromHecologicalHtoHgenomicsHperspectivesVHJournalg
ofgthegSciencegofgFoodgandgAgricultureTH2014THe]THYb[Ud 4.3 78

387 pifferencesHinHlactococcalHcellHwallHpolysaccharideHstructureHareHmajorHdeterminingHfactorsHinH
bacteriophageHsensitivityVHMBioTH2014THaTHeXXddXUY] 7.8 76

386 nacteriophageHβucZXXeHencodesHaHtailUassociatedHcellHwallUdegradingHactivityVHJournalgofg
BacteriologyTH2004THYdbTH[]dXUeY 3.5 76

385 qlucidatingHtheHgutHmicrobiomeHofHulcerativeHcolitisfHbifidobacteriaHasHnovelHmicrobialHbiomarkersVH
FEMSgMicrobiologygEcologyTH2016THeZTH 4.3 75

384 yqsmnnotatorfHaHuserUfriendlyHpipelineHforHmicrobialHgenomesHassemblyHandHannotationVHFEMSg
MicrobiologygLettersTH2016TH[b[TH 2.9 73

383 nifidobacteriumHbifidumHasHanHexampleHofHaHspecializedHhumanHgutHcommensalVHFrontiersging
MicrobiologyTH2014THaTH][c 5.7 73

382 seneticHanalysisHandHmorphologicalHidentificationHofHpilusUlikeHstructuresHinHmembersHofHtheHgenusH
nifidobacteriumVHMicrobialgCellgFactoriesTH2011THYXHαupplHYTHαYb 6.4 73

381 udentificationHandHcharacterizationHofHlactococcalUprophageUcarriedHsuperinfectionHexclusionHgenesVH
AppliedgandgEnvironmentalgMicrobiologyTH2008THc]THbZXbUYa 4.8 73

380 yetabolismHofHaHplantHderivedHgalactoseUcontainingHpolysaccharideHbyHnifidobacteriumHbreveH
UooZXX[VHMicrobialgBiotechnologyTH2011TH]TH]X[UYb 6.3 72

379 udentificationHandHcharacterizationHofHaHfructoseHphosphotransferaseHsystemHinHnifidobacteriumH
breveHUooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2007THc[THa]aUa[ 4.8 72

378 runctionalHcharacterizationHofHaHcompositeHbacteriocinHlocusHfromHmaltHisolateHxactobacillusHsakeiHaVH
AppliedgandgEnvironmentalgMicrobiologyTH2003THbeTHcYe]UZX[ 4.8 72

(2003-2013)
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377 tumanHmilkHoligosaccharidesfHαhapingHtheHinfantHgutHmicrobiotaHandHsupportingHhealthVHJournalgofg
FunctionalgFoodsTH2020THcZTHYX]Xc] 5.1 71

376 βheHlactococcalHphagesHβucZXXeHandHβ™eXYUYHincorporateHtwoHalternateHformsHofHtheirHtailHfiberH
intoHtheirHvirionsHforHinfectionHspecializationVHJournalgofgBiologicalgChemistryTH2013THZddTHaadYUeX 5.4 70

375 qvaluationHofHgeneticHdiversityHamongHstrainsHofHtheHhumanHgutHcommensalHnifidobacteriumH
adolescentisVHScientificgReportsTH2016THbTHZ[ecY 4.9 70

374 UnveilingHtheHgutHmicrobiotaHcompositionHandHfunctionalityHassociatedHwithHconstipationHthroughH
metagenomicHanalysesVHScientificgReportsTH2017THcTHedce 4.9 67

373 piscoveringHlacticHacidHbacteriaHbyHgenomicsVHAntoniegVangLeeuwenhoekTH2002THdZTHZeUad 2.1 67

372 UnveilingHbifidobacterialHbiogeographyHacrossHtheHmammalianHbranchHofHtheHtreeHofHlifeVHISMEg
JournalTH2017THYYTHZd[]UZd]c 11.9 66

371 oomparativeHgenomicsHofHnifidobacteriumHanimalisHsubspVHlactisHrevealsHaHstrictHmonophyleticH
bifidobacterialHtaxonVHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTH][X]UYa 4.8 66

370 βheHriboflavinHtransporterHÖibUHinHxactococcusHlactisfHmolecularHcharacterizationHofHgeneHexpressionH
andHtheHtransportHmechanismVHJournalgofgBacteriologyTH2006THYddTHZcaZUbX 3.5 66

369 mnatomyHofHaHlactococcalHphageHtailVHJournalgofgBacteriologyTH2006THYddTH[ecZUdZ 3.5 66

368 xactobacillusHrossiiHspVHnovVTHisolatedHfromHwheatHsourdoughVHInternationalgJournalgofgSystematicgandg
EvolutionarygMicrobiologyTH2005THaaTH[aU]X 2.2 65

367 αixHputativeHtwoUcomponentHregulatoryHsystemsHisolatedHfromHxactococcusHlactisHsubspVHcremorisH
ysY[b[VHMicrobiologygpUnitedgKingdomrTH2000THY]bHPH™tH]QTHe[aUe]c 2.9 65

366 yolecularHgeneticsHofHbacteriophageHandHnaturalHphageHdefenceHsystemsHinHtheHgenusHxactococcusVH
InternationalgDairygJournalTH1995THaTHeXaUe]c 3.5 65

365 yucosalHmicrobiotaHofHintestinalHpolypsHrevealsHputativeHbiomarkersHofHcolorectalHcancerVHScientificg
ReportsTH2018THdTHY[ec] 4.9 65

364 senomicHdiversityHandHdistributionHofHnifidobacteriumHlongumHsubspVHlongumHacrossHtheHhumanH
lifespanVHScientificgReportsTH2018THdTHda 4.9 63

363
βranscriptionalHandHfunctionalHcharacterizationHofHgeneticHelementsHinvolvedHinH
galactoUoligosaccharideHutilizationHbyHnifidobacteriumHbreveHUooZXX[VHMicrobialgBiotechnologyTH
2013THbTHbcUce

6.3 63

362 —micsHofHbifidobacteriafHresearchHandHinsightsHintoHtheirHhealthUpromotingHactivitiesVHBiochemicalg
JournalTH2017TH]c]TH]Y[cU]YaZ 3.8 63

361 rromHbacterialHgenomeHtoHfunctionalitygHcaseHbifidobacteriaVHInternationalgJournalgofgFoodg
MicrobiologyTH2007THYZXTHZUYZ 5.8 63

360 ™robingHdirectHinteractionsHbetweenHoodYHandHtheHopppHpromoterHofHxactococcusHlactisVHJournalgofg
BacteriologyTH2005THYdcTHaYZUZY 3.5 63
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359 qvaluationHofHbifidobacterialHcommunityHcompositionHinHtheHhumanHgutHbyHmeansHofHaHtargetedH
ampliconHsequencingHPuβαQHprotocolVHFEMSgMicrobiologygEcologyTH2014THeXTH]e[UaX[ 4.3 62

358 oomparativeHgenomicHandHphylogenomicHanalysesHofHtheHnifidobacteriaceaeHfamilyVHBMCgGenomicsTH
2017THYdTHabd 4.5 62

357 yetagenomicHmpproachesHtoHmssessHnacteriophagesHinHVariousHqnvironmentalHzichesVHVirusesTH2017
THeTH 6.2 62

356 oellodextrinHutilizationHbyHbifidobacteriumHbreveHUooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH
2011THccTHYbdYUeX 4.8 62

355
seneHstructureHandHtranscriptionalHorganizationHofHtheHdnawHoperonHofHnifidobacteriumHbreveHUooH
ZXX[HandHapplicationHofHtheHoperonHinHbifidobacterialHtracingVHAppliedgandgEnvironmentalg
MicrobiologyTH2005THcYTH]dcUaXX

4.8 62

354 unsightsHfromHgenomesHofHrepresentativesHofHtheHhumanHgutHcommensalHnifidobacteriumHbifidumVH
EnvironmentalgMicrobiologyTH2015THYcTHZaYaU[Y 5.2 61

353 —besityHandHmicrobiotafHanHexampleHofHanHintricateHrelationshipVHGenesgandgNutritionTH2017THYZTHYd 4.3 61

352 ™rogressHinHgenomicsTHmetabolismHandHbiotechnologyHofHbifidobacteriaVHInternationalgJournalgofg
FoodgMicrobiologyTH2011THY]eTH]UYd 5.8 61

351 pevelopmentHofHaHluciferaseUbasedHreporterHsystemHtoHmonitorHnifidobacteriumHbreveHUooZXX[H
persistenceHinHmiceVHBMCgMicrobiologyTH2008THdTHYbY 4.5 61

350 αequenceHandHcomparativeHgenomicHanalysisHofHlactococcalHbacteriophagesHjjaXTHcYZHandH™XXdfH
evolutionaryHinsightsHintoHtheHe[bHphageHspeciesVHFEMSgMicrobiologygLettersTH2006THZbYTHZa[UbY 2.9 61

349 senomicHcharacterizationHandHtranscriptionalHstudiesHofHtheHstarchUutilizingHstrainHnifidobacteriumH
adolescentisHZZxVHAppliedgandgEnvironmentalgMicrobiologyTH2014THdXTHbXdXUeX 4.8 60

348 yicrobialHdiversityHinHtheHhumanHintestineHandHnovelHinsightsHfromHmetagenomicsVHFrontiersging
BiosciencegvgLandmarkTH2009THY]TH[ZY]UZY 2.8 60

347 yolecularHcloningHandHsequenceHofHcomwTHaHgeneHrequiredHforHgeneticHcompetenceHinHnacillusH
subtilisVHMoleculargMicrobiologyTH1994THYYTHbeaUcX[ 4.1 60

346 seneticHstrategiesHforHmucinHmetabolismHinHnifidobacteriumHbifidumH™ÖxZXYXfHanHexampleHofH
possibleHhumanUmicrobeHcoUevolutionVHGutgMicrobesTH2011THZTHYd[Ue 8.8 59

345
unHsituHactivityHofHaHbacteriocinUproducingHxactococcusHlactisHstrainVHunfluenceHonHtheHinteractionsH
betweenHlacticHacidHbacteriaHduringHsourdoughHfermentationVHJournalgofgAppliedgMicrobiologyTH2005TH
eeTHbcXUdY

4.7 59

344 slycanHcrossUfeedingHactivitiesHbetweenHbifidobacteriaHunderHinHvitroHconditionsVHFrontiersging
MicrobiologyTH2015THbTHYX[X 5.7 58

343 oharacterizationHofHtheHserpinUencodingHgeneHofHnifidobacteriumHbreveHZYXnVHAppliedgandg
EnvironmentalgMicrobiologyTH2010THcbTH[ZXbUYe 4.8 58

342 mnHinteractiveHregulatoryHnetworkHcontrolsHstressHresponseHinHnifidobacteriumHbreveHUooZXX[VH
JournalgofgBacteriologyTH2009THYeYTHcX[eU]e 3.5 58

(2009-2014)
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341 nileUinducibleHeffluxHtransporterHfromHnifidobacteriumHlongumHzooZcXaTHconferringHbileHresistanceVH
AppliedgandgEnvironmentalgMicrobiologyTH2009THcaTH[Ya[UbX 4.8 58

340
oomparativeHgenomicsHandHtranscriptionalHanalysisHofHprophagesHidentifiedHinHtheHgenomesHofH
xactobacillusHgasseriTHxactobacillusHsalivariusTHandHxactobacillusHcaseiVHAppliedgandgEnvironmentalg
MicrobiologyTH2006THcZTH[Y[XU]b

4.8 57

339 usolationHandHcharacterizationHofHcomxTHaHtranscriptionHunitHinvolvedHinHcompetenceHdevelopmentHofH
nacillusHsubtilisVHMoleculargGeneticsgandgGenomicsTH1990THZZ]TH[ebU]X] 57

338 oomparativeHandHfunctionalHgenomicsHofHtheHxactococcusHlactisHtaxongHinsightsHintoHevolutionHandH
nicheHadaptationVHBMCgGenomicsTH2017THYdTHZbc 4.5 56

337 ™revalenceHofHmntibioticHÖesistanceHsenesHamongHtumanHsutUperivedHnifidobacteriaVHAppliedgandg
EnvironmentalgMicrobiologyTH2017THd[TH 4.8 56

336 udentificationHofHtheHlowerHbaseplateHproteinHasHtheHantireceptorHofHtheHtemperateHlactococcalH
bacteriophagesHβ™eXYUYHandHβucZXXeVHJournalgofgBacteriologyTH2006THYddTHaaUb[ 3.5 56

335 senomeHmnalysisHandHoharacterisationHofHtheHqxopolysaccharideH™roducedHbyHnifidobacteriumH
longumHsubspVHlongumH[abZ]â�¢VHPLoSgONETH2016THYYTHeXYbZed[ 3.7 56

334 ™rophageUlikeHelementsHinHbifidobacteriafHinsightsHfromHgenomicsTHtranscriptionTHintegrationTH
distributionTHandHphylogeneticHanalysisVHAppliedgandgEnvironmentalgMicrobiologyTH2005THcYTHdbeZUcXa 4.8 55

333 udentificationHofHfourHlociHisolatedHfromHtwoHαtreptococcusHthermophilusHphageHgenomesH
responsibleHforHmediatingHbacteriophageHresistanceVHFEMSgMicrobiologygLettersTH2000THYdZTHZcYUc 2.9 55

332 ÖegulatedHexpressionHofHtheHdinÖHandHrecmHgenesHduringHcompetenceHdevelopmentHandHα—αH
inductionHinHnacillusHsubtilisVHMoleculargMicrobiologyTH1996THZZTHcaUda 4.1 55

331 towHtoHreedHtheHyammalianHsutHyicrobiotafHnacterialHandHyetabolicHyodulationHbyHpietaryHribersVH
FrontiersgingMicrobiologyTH2017THdTHYc]e 5.7 54

330 αtructuralHcharacterizationHandHassemblyHofHtheHdistalHtailHstructureHofHtheHtemperateHlactococcalH
bacteriophageHβ™eXYUYVHJournalgofgBacteriologyTH2005THYdcTH]YdcUec 3.5 54

329 oarbohydrateHcatabolicHdiversityHofHbifidobacteriaHandHlactobacilliHofHhumanHoriginVHInternationalg
JournalgofgFoodgMicrobiologyTH2015THZX[THYXeUZY 5.8 53

328 —ccurrenceHandHpiversityHofHoÖuα™ÖUoasHαystemsHinHtheHsenusHnifidobacteriumVHPLoSgONETH2015THYXTHeXY[[bbY3.7 53

327 usolationHandHcharacterisationHofHaHnovelHbacteriocinHproducedHbyHnacillusHthuringiensisHstrainHn][eVH
FEMSgMicrobiologygLettersTH2003THZZXTHYZcU[Y 2.9 53

326 mnalysisHofHpredictedHcarbohydrateHtransportHsystemsHencodedHbyHnifidobacteriumHbifidumH
™ÖxZXYXVHAppliedgandgEnvironmentalgMicrobiologyTH2012THcdTHaXXZUYZ 4.8 52

325 yolecularHcharacterizationHofHaHphageUencodedHresistanceHsystemHinHxactococcusHlactisVHAppliedgandg
EnvironmentalgMicrobiologyTH1999THbaTHYdeYUe 4.8 52

324 nifidobacteriumHbifidumH™ÖxZXYXHmodulatesHtheHhostHinnateHimmuneHresponseVHAppliedgandg
EnvironmentalgMicrobiologyTH2014THdXTHc[XU]X 4.8 51
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323 nioprotectiveHpotentialHofHlacticHacidHbacteriaHinHmaltingHandHbrewingVHJournalgofgFoodgProtectionTH
2008THcYTHYcZ]U[[ 2.5 51

322 wefirHfermentedHmilkHandHkefiranHpromoteHgrowthHofHnifidobacteriumHbifidumH™ÖxZXYXHandH
modulateHitsHgeneHexpressionVHInternationalgJournalgofgFoodgMicrobiologyTH2014THYcdTHaXUe 5.8 50

321 ourrentHtaxonomyHofHphagesHinfectingHlacticHacidHbacteriaVHFrontiersgingMicrobiologyTH2014THaTHc 5.7 50

320 pistributionHofHmegaplasmidsHinHxactobacillusHsalivariusHandHotherHlactobacilliVHJournalgofg
BacteriologyTH2007THYdeTHbYZdU[e 3.5 50

319 ÖapidHdifferentiationHandHinHsituHdetectionHofHYbHsourdoughHlactobacillusHspeciesHbyHmultiplexH™oÖVH
AppliedgandgEnvironmentalgMicrobiologyTH2005THcYTH[X]eUae 4.8 50

318 xactobacillusHrossiaeTHaHvitaminHnYZHproducerTHrepresentsHaHmetabolicallyHversatileHspeciesHwithinH
theHsenusHxactobacillusVHPLoSgONETH2014THeTHeYXcZ[Z 3.7 50

317 βheHinfantHgutHmicrobiomeHasHaHmicrobialHorganHinfluencingHhostHwellUbeingVHItaliangJournalgofg
PediatricsTH2020TH]bTHYb 3.2 49

316 ™rophagesHofHtheHgenusHnifidobacteriumHasHmodulatingHagentsHofHtheHinfantHgutHmicrobiotaVH
EnvironmentalgMicrobiologyTH2016THYdTHZYebUZY[ 5.2 49

315 mutoinducerUZHplaysHaHcrucialHroleHinHgutHcolonizationHandHprobioticHfunctionalityHofHnifidobacteriumH
breveHUooZXX[VHPLoSgONETH2014THeTHeedYYY 3.7 49

314 mHtopologicalHmodelHofHtheHbaseplateHofHlactococcalHphageHβucZXXeVHJournalgofgBiologicalgChemistryTH
2008THZd[THZcYbUZ[ 5.4 49

313 xactococcalHe[bUtypeHphagesHandHdairyHfermentationHproblemsfHfromHdetectionHtoHevolutionHandH
preventionVHFrontiersgingMicrobiologyTH2012TH[TH[[a 5.7 48

312 ÖiboseHutilizationHbyHtheHhumanHcommensalHnifidobacteriumHbreveHUooZXX[VHMicrobialg
BiotechnologyTH2010TH[TH[YYUZ[ 6.3 48

311 αtructuralHandHfunctionalHanalysisHofHpoubastTHaHbVaHkbHplasmidHfromHαtreptococcusHthermophilusH
zpuUbVHMicrobiologygpUnitedgKingdomrTH1999THY]aHPH™tHYQTHYZcUY[] 2.9 48

310 oomparativeHgenomicsHandHfunctionalHanalysisHofHtheHe[bHgroupHofHlactococcalHαiphoviridaeHphagesVH
ScientificgReportsTH2016THbTHZY[]a 4.9 47

309 seneUtraitHmatchingHacrossHtheHnifidobacteriumHlongumHpanUgenomeHrevealsHconsiderableHdiversityH
inHcarbohydrateHcatabolismHamongHhumanHinfantHstrainsVHBMCgGenomicsTH2018THYeTH[[ 4.5 47

308 nroadUspectrumHantifungalUproducingHlacticHacidHbacteriaHandHtheirHapplicationHinHfruitHmodelsVHFoliag
MicrobiologicaTH2013THadTHZeYUe 2.8 47

307 oharacterizationHofHtwoHnovelHalphaUglucosidasesHfromHnifidobacteriumHbreveHUooZXX[VHAppliedg
andgEnvironmentalgMicrobiologyTH2009THcaTHYY[aU][ 4.8 47

306
nifidobacteriumHbreveHUooZXX[HsurfaceHexopolysaccharideHproductionHisHaHbeneficialHtraitH
mediatingHcommensalUhostHinteractionHthroughHimmuneHmodulationHandHpathogenHprotectionVHGutg
MicrobesTH2012TH[TH]ZXUa

8.8 47

(2012-2008)
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305 runctionalHanalysisHofHtheHpnoYHrepliconHfromHnifidobacteriumHcatenulatumHx]dVHAppliedg
MicrobiologygandgBiotechnologyTH2007THcbTHY[eaU]XZ 5.7 47

304 xactococcalHplasmidHpz™]XHencodesHaHnovelTHtemperatureUsensitiveHrestrictionUmodificationH
systemVHAppliedgandgEnvironmentalgMicrobiologyTH2004THcXTHaa]bUab 4.8 47

303 oharacterizationHofHtheHsrfmHlocusHofHnacillusHsubtilisfHonlyHtheHvalineUactivatingHdomainHofHsrfmHisH
involvedHinHtheHestablishmentHofHgeneticHcompetenceVHMoleculargMicrobiologyTH1993THdTHd[[U]Y 4.1 47

302 qxploitingHnifidobacteriumHgenomesfHtheHmolecularHbasisHofHstressHresponseVHInternationalgJournalg
ofgFoodgMicrobiologyTH2007THYZXTHY[UZ] 5.8 46

301 unHVitroHoharacteristicsHofH™hagesHtoHsuideHOÖealHxifeOH™hageHβherapyHαuitabilityVHVirusesTH2018THYXTH 6.2 45

300 piscoveringHnovelHbileHprotectionHsystemsHinHnifidobacteriumHbreveHUooZXX[HthroughHfunctionalH
genomicsVHAppliedgandgEnvironmentalgMicrobiologyTH2012THcdTHYYZ[U[Y 4.8 45

299 mHoomparativeHαtudyHofHyalthouseHandHnrewhouseHyicrofloraVHJournalgofgthegInstitutegofgBrewingTH
1999THYXaTHaaUbY 2 45

298 βheHαtreptococcusHthermophilusHautolyticHphenotypeHresultsHfromHaHleakyHprophageVHAppliedgandg
EnvironmentalgMicrobiologyTH2000THbbTHaadUba 4.8 44

297 nifidobacteriumHbreveHreducesHapoptoticHepithelialHcellHsheddingHinHanHexopolysaccharideHandH
yypddUdependentHmannerVHOpengBiologyTH2017THcTH 7 43

296 udentificationHofHaHnewH™[[aHsubgroupHthroughHmolecularHanalysisHofHlactococcalHphagesHQ[[HandH
nyY[VHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTH]]XYUe 4.8 43

295 αequenceHanalysisHofHtheHlactococcalHplasmidHpz™]XfHaHmobileHrepliconHforHcopingHwithH
environmentalHhazardsVHJournalgofgBacteriologyTH2006THYddTHbbZeU[e 3.5 43

294 oellHWallUmssociatedH™roteasesHofHαtreptococcusHcremorisHWgZVHAppliedgandgEnvironmentalg
MicrobiologyTH1987THa[THda[Ue 4.8 43

293
™lantaricyclinHmTHaHzovelHoircularHnacteriocinH™roducedHbyHxactobacillusHplantarumHzu[ZbfH
™urificationTHoharacterizationTHandHteterologousH™roductionVHAppliedgandgEnvironmentalg
MicrobiologyTH2018THd]TH

4.8 42

292 udentificationHandHmnalysisHofHaHzovelHsroupHofHnacteriophagesHunfectingHtheHxacticHmcidHnacteriumH
αtreptococcusHthermophilusVHAppliedgandgEnvironmentalgMicrobiologyTH2016THdZTHaYa[Uba 4.8 42

291 βheHmtomicHαtructureHofHtheH™hageHβucZXXeHnaseplateHβripodHαuggestsHthatHtostHÖecognitionH
unvolvesHβwoHpifferentHoarbohydrateHnindingHyodulesVHMBioTH2016THcTHeXYcdYUYa 7.8 42

290 yetabolismHofHfourH˛–UglycosidicHlinkageUcontainingHoligosaccharidesHbyHnifidobacteriumHbreveH
UooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTHbZdXUeZ 4.8 42

289 αtructureHandHfunctionalHanalysisHofHtheHhostHrecognitionHdeviceHofHlactococcalHphageHtucZXXeVH
JournalgofgVirologyTH2013THdcTHd]ZeU]X 6.6 42

288 qvidenceHforHcholesterolUloweringHactivityHbyHnifidobacteriumHbifidumH™ÖxZXYXHthroughHgutH
microbiotaHmodulationVHAppliedgMicrobiologygandgBiotechnologyTH2015THeeTHbdY[UZe 5.7 41
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287 qxpressionHofHsortaseUdependentHpiliHofHnifidobacteriumHbifidumH™ÖxZXYXHinHresponseHtoH
environmentalHgutHconditionsVHFEMSgMicrobiologygLettersTH2014TH[acTHZ[U[[ 2.9 41

286 qvaluationHofHadhesionHpropertiesHandHantibacterialHactivitiesHofHtheHinfantHgutHcommensalH
nifidobacteriumHbifidumH™ÖxZXYXVHAnaerobeTH2013THZYTHeUYc 2.8 41

285 ViralHinfectionHmodulationHandHneutralizationHbyHcamelidHnanobodiesVHProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaTH2013THYYXTHqY[cYUe 11.5 41

284 senomeHanalysisHofHtheHolostridiumHdifficileHphageH™hiopb[abTHaHtemperateHphageHofHtheH
αiphoviridaeHfamilyVHGeneTH2010TH]bZTH[]U][ 3.8 41

283 oharacterizationHofHendogenousHplasmidsHfromHxactobacillusHsalivariusHUooYYdVHAppliedgandg
EnvironmentalgMicrobiologyTH2008THc]TH[ZYbUZd 4.8 41

282 towHhighHsSoHsramUpositiveHbacteriaHandHinHparticularHbifidobacteriaHcopeHwithHheatHstressfHproteinH
playersHandHregulatorsVHFEMSgMicrobiologygReviewsTH2006TH[XTHc[]Uae 15.1 41

281 βheHnacillusHsubtilisHtransitionHstateHregulatorHmbrnHbindsHtoHtheHU[aHpromoterHregionHofHcomwVH
FEMSgMicrobiologygLettersTH2003THZYdTHZeeU[X] 2.9 41

280 mntimicrobialU™roducingHxacticHmcidHnacteriaHusolatedHfromHÖawHnarleyHandHαorghumVHJournalgofgtheg
InstitutegofgBrewingTH2002THYXdTHYbeUYcc 2 41

279
udentificationHandHcharacterizationHofHaHlysisHmoduleHpresentHinHaHlargeHproportionHofH
bacteriophagesHinfectingHαtreptococcusHthermophilusVHAppliedgandgEnvironmentalgMicrobiologyTH
1999THbaTHabeUcc

4.8 41

278 runctionalHandHstructuralHdissectionHofHtheHtapeHmeasureHproteinHofHlactococcalHphageHβ™eXYUYVH
ScientificgReportsTH2016THbTH[bbbc 4.9 40

277 βheHxactococcusHlactisHplasmidomefHmuchHlearntTHyetHstillHlotsHtoHdiscoverVHFEMSgMicrobiologyg
ReviewsTH2014TH[dTHYXbbUdd 15.1 40

276 oomparativeHanalysesHofHprophageUlikeHelementsHpresentHinHbifidobacterialHgenomesVHAppliedgandg
EnvironmentalgMicrobiologyTH2009THcaTHbeZeU[b 4.8 40

275 βheHhumanHgutHmicrobiotaHandHitsHinteractiveHconnectionsHtoHdietVHJournalgofgHumangNutritiongandg
DieteticsTH2016THZeTHa[eU]b 3.1 40

274 yetabolismHofHtheHpredominantHhumanHmilkHoligosaccharideHfucosyllactoseHbyHanHinfantHgutH
commensalVHScientificgReportsTH2019THeTHYa]Zc 4.9 39

273 yolecularHandHtranscriptionalHanalysisHofHtheHtemperateHlactococcalHbacteriophageHβucZXXeVH
VirologyTH2004TH[ZeTH]XUaZ 3.6 39

272 mbilityHofHnifidobacteriumHbreveHtoHgrowHonHdifferentHtypesHofHmilkfHexploringHtheHmetabolismHofH
milkHthroughHgenomeHanalysisVHAppliedgandgEnvironmentalgMicrobiologyTH2011THccTHc]XdUYc 4.8 38

271 yolecularHcharacterizationHofHhspZXTHencodingHaHsmallHheatHshockHproteinHofHbifidobacteriumHbreveH
UooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2007THc[TH]beaUcX[ 4.8 38

270 βheHclpnHgeneHofHnifidobacteriumHbreveHUooHZXX[fHtranscriptionalHanalysisHandHfirstHinsightsHintoH
stressHinductionVHMicrobiologygpUnitedgKingdomrTH2005THYaYTHZdbYUZdcZ 2.9 38

(2005-2014)
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269 βheHolgÖHproteinHregulatesHtranscriptionHofHtheHclp™HoperonHinHnifidobacteriumHbreveHUooHZXX[VH
JournalgofgBacteriologyTH2005THYdcTHd]YYUZb 3.5 38

268 βrackingHtheHβaxonomyHofHtheHsenusHnifidobacteriumHnasedHonHaH™hylogenomicHmpproachVHAppliedg
andgEnvironmentalgMicrobiologyTH2018THd]TH 4.8 38

267 udentificationHandHcharacterizationHofHanHoleateHhydrataseUencodingHgeneHfromHnifidobacteriumH
breveVHBioengineeredTH2013TH]TH[Y[UZY 5.7 37

266 oomparativeHanalysesHofHprophageUlikeHelementsHpresentHinHtwoHxactococcusHlactisHstrainsVHAppliedg
andgEnvironmentalgMicrobiologyTH2007THc[THcccYUdX 4.8 37

265 yolecularHcharacterizationHofHcadmiumHresistanceHinHαtreptococcusHthermophilusHstrainH]Y[]fHanH
exampleHofHlateralHgeneHtransferVHAppliedgandgEnvironmentalgMicrobiologyTH2002THbdTHaaXdUYb 4.8 37

264 yetagenomicHdissectionHofHtheHcanineHgutHmicrobiotafHinsightsHintoHtaxonomicTHmetabolicHandH
nutritionalHfeaturesVHEnvironmentalgMicrobiologyTH2019THZYTHY[[YUY[][ 5.2 36

263 βracingHmotherUinfantHtransmissionHofHbacteriophagesHbyHmeansHofHaHnovelHanalyticalHtoolHforH
shotgunHmetagenomicHdatasetsfHyqβmnnotatorXVHMicrobiomeTH2018THbTHY]a 16.6 36

262 nifidobacterialHpialogueHWithHutsHtumanHtostHandHoonsequentHyodulationHofHtheHummuneHαystemVH
FrontiersgingImmunologyTH2019THYXTHZ[]d 8.4 36

261 oomparativeHanalysisHofHtwoHantifungalHxactobacillusHplantarumHisolatesHandHtheirHapplicationHasH
bioprotectantsHinHrefrigeratedHfoodsVHJournalgofgAppliedgMicrobiologyTH2012THYY[THY]YcUZc 4.7 36

260 unvestigationHofHproteinHexportHinHnifidobacteriumHbreveHUooZXX[VHAppliedgandgEnvironmentalg
MicrobiologyTH2003THbeTHbee]UcXXY 4.8 36

259 mHnifidobacterialHpilusUassociatedHproteinHpromotesHcolonicHepithelialHproliferationVHMolecularg
MicrobiologyTH2019THYYYTHZdcU[XY 4.1 36

258 nifidobacteriumHbifidumHandHtheHinfantHgutHmicrobiotafHanHintriguingHcaseHofHmicrobeUhostH
coUevolutionVHEnvironmentalgMicrobiologyTH2019THZYTH[bd[U[bea 5.2 35

257 ™hageUtostHunteractionsHofHoheeseUyakingHxacticHmcidHnacteriaVHAnnualgReviewgofgFoodgSciencegandg
TechnologyTH2016THcTHZbcUda 14.7 35

256 oompleteHsenomeHofHxactococcusHlactisHsubspVHcremorisHUoaXeVeTHtostHforHaHyodelHxactococcalH
™[[aHnacteriophageVHGenomegAnnouncementsTH2013THYTH 35

255 usolationHofHaHvirulentHxactobacillusHbrevisHphageHandHitsHapplicationHinHtheHcontrolHofHbeerHspoilageVH
JournalgofgFoodgProtectionTH2011THc]THZYacUbY 2.5 35

254 ungestionHofHmilkHfermentedHbyHgeneticallyHmodifiedHxactococcusHlactisHimprovesHtheHriboflavinH
statusHofHdeficientHratsVHJournalgofgDairygScienceTH2005THddTH[][aU]Z 4 35

253 βranscriptionalHÖegulationHofHoarbohydrateHUtilizationH™athwaysHinHtheHnifidobacteriumHsenusVH
FrontiersgingMicrobiologyTH2016THcTHYZX 5.7 35

252 fHmHweyHyemberHofHtheHqarlyHtumanHsutHyicrobiotaVHMicroorganismsTH2019THcTH 4.9 35
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251 niodiversityHofHlactococcalHbacteriophagesHisolatedHfromH[HsoudaUtypeHcheeseUproducingHplantsVH
JournalgofgDairygScienceTH2013THebTH]e]aUac 4 34

250 βheHimpactHofHbacteriophagesHonHprobioticHbacteriaHandHgutHmicrobiotaHdiversityVHGenesgandg
NutritionTH2011THbTHZXaUc 4.3 34

249
yolecularHcharacterizationHofHtheHlactococcalHplasmidHpouα[fHnaturalHstackingHofHspecificityHsubunitsH
ofHaHtypeHuHrestrictionWmodificationHsystemHinHaHsingleHlactococcalHstrainVHMicrobiologygpUnitedg
KingdomrTH2000THY]bHPH™tHZQTH][aU]][

2.9 34

248 UntanglingHtheHcecalHmicrobiotaHofHferalHchickensHbyHculturomicHandHmetagenomicHanalysesVH
EnvironmentalgMicrobiologyTH2017THYeTH]ccYU]cd[ 5.2 33

247 yodulationHofHtheHepsUomeHtranscriptionHofHbifidobacteriaHthroughHsimulationHofHhumanHintestinalH
environmentVHFEMSgMicrobiologygEcologyTH2016THeZTHfiwXab 4.3 33

246 αolutionHandHelectronHmicroscopyHcharacterizationHofHlactococcalHphageHbaseplatesHexpressedHinH
qscherichiaHcoliVHJournalgofgStructuralgBiologyTH2010THYcZTHcaUd] 3.4 33

245 xactococcusHlactisHisHcapableHofHimprovingHtheHriboflavinHstatusHinHdeficientHratsVHBritishgJournalgofg
NutritionTH2005THe]THZbZUc 3.6 33

244 zextUgenerationHsequencingHasHanHapproachHtoHdairyHstarterHselectionVHDairygSciencegandgTechnologyTH
2015THeaTHa]aUabd 32

243 oompleteHgenomeHsequenceHofHnifidobacteriumHbifidumHαYcVHJournalgofgBacteriologyTH2011THYe[TH[XYUZ 3.5 32

242 ™robiogenomicsHasHaHtoolHtoHobtainHgeneticHinsightsHintoHadaptationHofHprobioticHbacteriaHtoHtheH
humanHgutVHBioengineeredTH2012TH[THc[Ue 5.7 32

241 nacteriophagesHinHdairyHproductsfHprosHandHconsVHBiotechnologygJournalTH2007THZTH]aXUa 5.6 32

240 pifferentialHexpressionHofHtwoHcloselyHrelatedHdeoxyribonucleaseHgenesTHnucmHandHnucnTHinHnacillusH
subtilisVHMoleculargMicrobiologyTH1995THYaTHZY[UZ[ 4.1 32

239 mncientHbacteriaHofHtheHˆ�tziOsHmicrobiomefHaHgenomicHtaleHfromHtheHoopperHmgeVHMicrobiomeTH2017TH
aTHa 16.6 31

238 qxploringHmminoHmcidHmuxotrophyHinHnifidobacteriumHbifidumH™ÖxZXYXVHFrontiersgingMicrobiologyTH
2015THbTHY[[Y 5.7 31

237 βransposonHmutagenesisHinHnifidobacteriumHbrevefHconstructionHandHcharacterizationHofHaHβnaH
transposonHmutantHlibraryHforHnifidobacteriumHbreveHUooZXX[VHPLoSgONETH2013THdTHeb]bee 3.7 31

236 xactococcalHe]eHgroupHphagesHrecognizeHaHcarbohydrateHreceptorHonHtheHhostHcellHsurfaceVHAppliedg
andgEnvironmentalgMicrobiologyTH2015THdYTH[ZeeU[Xa 4.8 30

235 xyticHinfectionHofHxactococcusHlactisHbyHbacteriophagesHβucZXXeHandHcZHtriggersHalternativeH
transcriptionalHhostHresponsesVHAppliedgandgEnvironmentalgMicrobiologyTH2013THceTH]cdbUed 4.8 30

234 nifidobacteriafHfromHecologyHtoHgenomicsVHFrontiersgingBiosciencegvgLandmarkTH2009THY]TH]bc[Ud] 2.8 30
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233 βwoHmembraneHproteinsHfromHnifidobacteriumHbreveHUooZXX[HconstituteHanHmnoUtypeHmultidrugH
transporterVHMicrobiologygpUnitedgKingdomrTH2006THYaZTH[]ecU[aXa 2.9 30

232
oombinationHofHmultiplexH™oÖHandH™oÖUdenaturingHgradientHgelHelectrophoresisHforHmonitoringH
commonHsourdoughUassociatedHxactobacillusHspeciesVHAppliedgandgEnvironmentalgMicrobiologyTH2006
THcZTH[ce[Ub

4.8 30

231 usolationHofHnovelHgutHbifidobacteriaHusingHaHcombinationHofHmetagenomicHandHcultivationH
approachesVHGenomegBiologyTH2019THZXTHeb 18.3 29

230 unsightsHintoHphysiologicalHandHgeneticHmupirocinHsusceptibilityHinHbifidobacteriaVHAppliedgandg
EnvironmentalgMicrobiologyTH2011THccTH[Y]YUb 4.8 29

229 αtructuralHaspectsHofHtheHinteractionHofHdairyHphagesHwithHtheirHhostHbacteriaVHVirusesTH2012TH]THY]YXUZ] 6.2 29

228 qxpressionHofHtheHmβ™UdependentHdeoxyribonucleaseHofHnacillusHsubtilisHisHunderH
competenceUmediatedHcontrolVHMoleculargMicrobiologyTH1995THYaTHZX[UYY 4.1 29

227 mnHimprovedHbetaUgalactosidaseHalphaUcomplementationHsystemHforHmolecularHcloningHinHnacillusH
subtilisVHGeneTH1990THe[TH]YUc 3.8 29

226 slycosulfataseUqncodingHseneHolusterHinHnifidobacteriumHbreveHUooZXX[VHAppliedgandg
EnvironmentalgMicrobiologyTH2016THdZTHbbYYUbbZ[ 4.8 29

225
™hylogeneticHclassificationHofHsixHnovelHspeciesHbelongingHtoHtheHgenusHnifidobacteriumHcomprisingH
nifidobacteriumHanserisHspVHnovVTHnifidobacteriumHcricetiHspVHnovVTHnifidobacteriumHimperatorisHspVH
novVTHnifidobacteriumHitalicumHspVHnovVTHnifidobacteriumHmargollesiiHspVHnovVHandHnifidobacteriumH
parmaeHspVHnovVHSystematicgandgAppliedgMicrobiologyTH2018TH]YTHYc[UYd[

4.2 28

224 ™hagesHofHlacticHacidHbacteriafHtheHroleHofHgeneticsHinHunderstandingHphageUhostHinteractionsHandH
theirHcoUevolutionaryHprocessesVHVirologyTH2012TH][]THY][UaX 3.6 28

223 yolecularHdissectionHofHaHbifidobacterialHrepliconVHAppliedgandgEnvironmentalgMicrobiologyTH2007THc[THcdadUbb4.8 28

222 zovelHphageHgroupHinfectingHxactobacillusHdelbrueckiiHsubspVHlactisTHasHrevealedHbyHgenomicHandH
proteomicHanalysisHofHbacteriophageHxdlYVHAppliedgandgEnvironmentalgMicrobiologyTH2015THdYTHY[YeUZb 4.8 27

221 oomparativeHgenomeHandHmethylomeHanalysisHrevealsHrestrictionWmodificationHsystemHdiversityHinH
theHgutHcommensalHnifidobacteriumHbreveVHNucleicgAcidsgResearchTH2018TH]bTHYdbXUYdcc 20.1 27

220 oomparativeHgenomicsHandHgenotypeUphenotypeHassociationsHinHnifidobacteriumHbreveVHScientificg
ReportsTH2018THdTHYXb[[ 4.9 27

219 mnotherHnrickHinHtheHWallfHaHÖhamnanH™olysaccharideHβrappedHinsideH™eptidoglycanHofVHMBioTH2017TH
dTH 7.8 27

218 seneticHcharacterizationHofHtheHnifidobacteriumHbreveHUooHZXX[HhrcmHlocusVHAppliedgandg
EnvironmentalgMicrobiologyTH2005THcYTHdeedUeXXc 4.8 27

217 oolonizationHofHtheHhumanHgutHbyHbovineHbacteriaHpresentHinH™armesanHcheeseVHNatureg
CommunicationsTH2019THYXTHYZdb 17.4 26

216 zovelHstrategiesHtoHpreventHorHexploitHphagesHinHfermentationsTHinsightsHfromHphageUhostH
interactionsVHCurrentgOpiniongingBiotechnologyTH2015TH[ZTHdUY[ 11.4 26
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215 mHbileUinducibleHmembraneHproteinHmediatesHbifidobacterialHbileHresistanceVHMicrobialgBiotechnology
TH2012THaTHaZ[U[a 6.3 26

214 mHtwoUcomponentHregulatoryHsystemHcontrolsHautoregulatedHserpinHexpressionHinHnifidobacteriumH
breveHUooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2012THcdTHcX[ZU]Y 4.8 26

213
βranscriptionHofHtwoHadjacentHcarbohydrateHutilizationHgeneHclustersHinHnifidobacteriumHbreveH
UooZXX[HisHcontrolledHbyHxacuUHandHrepressorHopenHreadingHframeHkinaseHPÖ—wQUtypeHregulatorsVH
AppliedgandgEnvironmentalgMicrobiologyTH2014THdXTH[bX]UY]

4.8 25

212 ™rogressHinHlacticHacidHbacterialHphageHresearchVHMicrobialgCellgFactoriesTH2014THY[HαupplHYTHαY 6.4 25

211 oompleteHsenomeHαequenceHofHxactobacillusHplantarumHαtrainHYbTHaHnroadUαpectrumH
mntifungalU™roducingHxacticHmcidHnacteriumVHGenomegAnnouncementsTH2013THYTH 25

210 qxpandingHtheHmolecularHtoolboxHforHxactococcusHlactisfHconstructionHofHanHinducibleHthioredoxinH
geneHfusionHexpressionHsystemVHMicrobialgCellgFactoriesTH2011THYXTHbb 6.4 25

209 oharacterizationHofHplasmidHpmαV]ceHfromHnifidobacteriumHpseudolongumHsubspVHglobosumHandHitsH
useHforHexpressionHvectorHconstructionVHPlasmidTH2007THadTHY]XUc 3.3 25

208 wlebsiellaHpneumoniaeHsubspVHpneumoniaeUbacteriophageHcombinationHfromHtheHcaecalHeffluentHofH
aHhealthyHwomanVHPeerJTH2015TH[THeYXbY 3.1 25

207 rromHlabHbenchHtoHformulatedHingredientfHoharacterizationTHproductionTHandHcommercializationHofH
humanHmilkHoligosaccharidesVHJournalgofgFunctionalgFoodsTH2020THcZTHYX]XaZ 5.1 24

206 umpactHofHthermalHandHbiocidalHtreatmentsHonHlactococcalHe[bUtypeHphagesVHInternationalgDairyg
JournalTH2014TH[]THabUbY 3.5 24

205 tostHrecognitionHbyHlacticHacidHbacterialHphagesVHFEMSgMicrobiologygReviewsTH2017TH]YTHαYbUαZb 15.1 24

204
slobalHgenomeHtranscriptionHprofilingHofHnifidobacteriumHbifidumH™ÖxZXYXHunderHinHvitroH
conditionsHandHidentificationHofHreferenceHgenesHforHquantitativeHrealUtimeH™oÖVHAppliedgandg
EnvironmentalgMicrobiologyTH2011THccTHdacdUdc

4.8 24

203 βheHimpactHofHbacteriophageHgenomicsVHCurrentgOpiniongingBiotechnologyTH2004THYaTHe]Ue 11.4 24

202 seneticHandHtranscriptionalHorganizationHofHtheHclpoHlocusHinHnifidobacteriumHbreveHUooHZXX[VH
AppliedgandgEnvironmentalgMicrobiologyTH2005THcYTHbZdZUeY 4.8 24

201 oharacterisationHofHmntimicrobialH™roducingHxacticHmcidHnacteriaHfromHyaltedHnarleyVHJournalgofgtheg
InstitutegofgBrewingTH2000THYXbTH]X[U]YX 2 24

200 UnveilingHsenomicHpiversityHamongHyembersHofHtheHαpeciesHTHaHWidelyHpistributedHsutHoommensalH
ofHtheHmnimalHwingdomVHAppliedgandgEnvironmentalgMicrobiologyTH2019THdaTH 4.8 23

199 oomparativeHsenomicsHÖevealsHtheHÖegulatoryHoomplexityHofHnifidobacterialHmrabinoseHandH
mrabinoU—ligosaccharideHUtilizationVHFrontiersgingMicrobiologyTH2018THeTHccb 5.7 23

198
oharacterizationHofHtheHphylogeneticHdiversityHofHfiveHnovelHspeciesHbelongingHtoHtheHgenusH
nifidobacteriumfHnifidobacteriumHcastorisHspVHnovVTHnifidobacteriumHcallimiconisHspVHnovVTH
nifidobacteriumHgoeldiiHspVHnovVTHnifidobacteriumHsamiriiHspVHnovVHandHnifidobacteriumHdolichotidisH
spVHnovVHInternationalgJournalgofgSystematicgandgEvolutionarygMicrobiologyTH2019THbeTHYZddUYZed

2.2 23
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197 runctionalHcarbohydrateHbindingHmodulesHidentifiedHinHevolvedHditsHfromHsiphophagesHinfectingH
variousHsramUpositiveHbacteriaVHMoleculargMicrobiologyTH2018THYYXTHcccUcea 4.1 23

196 yolecularHcharacterizationHofHthreeHxactobacillusHdelbrueckiiHsubspVHbulgaricusHphagesVHAppliedgandg
EnvironmentalgMicrobiologyTH2014THdXTHabZ[U[a 4.8 22

195 ribrinogenUbindingHandHplateletUaggregationHactivitiesHofHaHxactobacillusHsalivariusHsepticaemiaH
isolateHareHmediatedHbyHaHnovelHfibrinogenUbindingHproteinVHMoleculargMicrobiologyTH2012THdaTHdbZUcc 4.1 22

194 udentificationHofHrestrictionUmodificationHsystemsHofHnifidobacteriumHanimalisHsubspVHlactisHozoyH
uUZ]e]HbyHαyÖβHsequencingHandHassociatedHmethylomeHanalysisVHPLoSgONETH2014THeTHee]dca 3.7 22

193 mpplicationHofHniologicalHmcidificationHtoHumproveHtheHQualityHandH™rocessabilityHofHWortH™roducedH
fromHaXMHÖawHnarleyVHJournalgofgthegInstitutegofgBrewingTH2004THYYXTHY[[UY]X 2 22

192 seneticHandHfunctionalHcharacterisationHofHtheHlactococcalH™[[aHphageUhostHinteractionsVHBMCg
GenomicsTH2017THYdTHY]b 4.5 21

191
™olyphasicHanalysisHindicatesHthatHxactobacillusHsalivariusHsubspVHsalivariusHandHxactobacillusH
salivariusHsubspVHsaliciniusHdoHnotHmeritHseparateHsubspeciesHstatusVHInternationalgJournalgofg
SystematicgandgEvolutionarygMicrobiologyTH2006THabTHZ[ecUZ]X[

2.2 21

190 qxopolysaccharideHfromHnifidobacteriumHlongumHsubspVHlongumH[abZ]â�¢HmodulatesHmurineHallergicH
airwayHresponsesVHBeneficialgMicrobesTH2018THeTHcbYUcc[ 4.9 20

189 slobalHαurveyHandHsenomeHqxplorationHofHnacteriophagesHunfectingHtheHxacticHmcidHnacteriumVH
FrontiersgingMicrobiologyTH2017THdTHYca] 5.7 20

188 ÖiskHassessmentHofHgeneticallyHmodifiedHlacticHacidHbacteriaHusingHtheHconceptHofHsubstantialH
equivalenceVHCurrentgMicrobiologyTH2010THbYTHaeXUa 2.4 20

187 xactobacillusHhordeiHspVHnovVTHaHbacteriocinogenicHstrainHisolatedHfromHmaltedHbarleyVHInternationalg
JournalgofgSystematicgandgEvolutionarygMicrobiologyTH2008THadTHZXY[Uc 2.2 20

186 nacteriophageUderivedHgeneticHtoolsHforHuseHinHlacticHacidHbacteriaVHInternationalgDairygJournalTH2002TH
YZTH[UYa 3.5 20

185 piscoveryHofHaHconjugativeHmegaplasmidHinHnifidobacteriumHbreveVHAppliedgandgEnvironmentalg
MicrobiologyTH2015THdYTHYbbUcb 4.8 19

184 mHpecadeHofHαtreptococcusHthermophilusH™hageHqvolutionHinHanHurishHpairyH™lantVHAppliedgandg
EnvironmentalgMicrobiologyTH2018THd]TH 4.8 19

183 oloningTHexpressionHandHcharacterizationHofHaH˛†UpUxylosidaseHfromHxactobacillusHrossiaeHpαyH
YadY]PβQVHMicrobialgCellgFactoriesTH2016THYaTHcZ 6.4 19

182 mnHefficientHandHreproducibleHmethodHforHtransformationHofHgeneticallyHrecalcitrantHbifidobacteriaVH
FEMSgMicrobiologygLettersTH2012TH[[[THY]bUaZ 2.9 19

181 βheHαortaseUpependentHrimbriomeHofHtheHsenusHnifidobacteriumfHqxtracellularHαtructuresHwithH
™otentialHβoHyodulateHyicrobeUtostHpialogueVHAppliedgandgEnvironmentalgMicrobiologyTH2017THd[TH 4.8 19

180 mHgeneticHdissectionHofHtheHxlavuHrestrictionHcassetteHrevealsHinsightsHonHaHnovelHbacteriophageH
resistanceHsystemVHBMCgMicrobiologyTH2006THbTH]X 4.5 19
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179 yacrolideHresistanceHmediatedHbyHaHnifidobacteriumHbreveHmembraneHproteinVHAntimicrobialgAgentsg
andgChemotherapyTH2005TH]eTH][ceUdY 5.9 19

178 pecipheringHtheHnifidobacterialH™opulationsHwithinHtheHoanineHandHrelineHsutHyicrobiotaVHAppliedg
andgEnvironmentalgMicrobiologyTH2020THdbTH 4.8 19

177 βheHumpactHofH™rimerHpesignHonHmmpliconUnasedHyetagenomicH™rofilingHmccuracyfHpetailedHunsightsH
intoHnifidobacterialHoommunityHαtructureVHMicroorganismsTH2020THdTH 4.9 19

176 niodiversityHofHbacteriophagesHinfectingHxactococcusHlactisHstarterHculturesVHJournalgofgDairygScienceTH
2018THYXYTHebUYXa 4 19

175
slycosideHhydrolaseHfamilyHY[H˛–UglucosidasesHencodedHbyHnifidobacteriumHbreveHUooZXX[gHmH
comparativeHanalysisHofHfunctionTHstructureHandHphylogenyVHInternationalgJournalgofgFoodg
MicrobiologyTH2016THZZ]THaaUba

5.8 18

174 βheHimpactHofHhumanUfacilitatedHselectionHonHtheHgutHmicrobiotaHofHdomesticatedHmammalsVHFEMSg
MicrobiologygEcologyTH2019THeaTH 4.3 18

173 oompleteHgenomeHsequenceHofHnifidobacteriumHanimalisHsubspVHlactisHnxoYVHJournalgofgBacteriologyTH
2011THYe[THb[dcUd 3.5 18

172 oharacterizationHofHtheHlyticUlysogenicHswitchHofHtheHlactococcalHbacteriophageHβucZXXeVHVirologyTH
2006TH[]cTH][]U]b 3.6 18

171 niodiversityHofH™hagesHinHslobalHpairyHrermentationsVHVirusesTH2018THYXTH 6.2 18

170 αourdoughHauthenticationfHquantitativeH™oÖHtoHdetectHtheHlacticHacidHbacterialHmicrobiotaHinHbreadsVH
ScientificgReportsTH2017THcTHbZ] 4.9 17

169 oompositionalHassessmentHofHbacterialHcommunitiesHinHprobioticHsupplementsHbyHmeansHofH
metagenomicHtechniquesVHInternationalgJournalgofgFoodgMicrobiologyTH2019THZe]THYUe 5.8 17

168 qcologicalHumportanceHofHorossUreedingHofHtheHuntermediateHyetaboliteHYTZU™ropanediolHbetweenH
nacterialHsutHαymbiontsVHAppliedgandgEnvironmentalgMicrobiologyTH2020THdbTH 4.8 17

167 mssessingHtheHfunctionalityHandHgeneticHdiversityHofHlactococcalHprophagesVHInternationalgJournalgofg
FoodgMicrobiologyTH2018THZcZTHZeU]X 5.8 17

166 oharacterizationHandHinductionHofHprophagesHinHhumanHgutUassociatedHnifidobacteriumHhostsVH
ScientificgReportsTH2018THdTHYZccZ 4.9 17

165 petectingH™rophagesHbyHyitomycinHoUyediatedHunductionHooupledHtoHrlowHoytometryHmnalysisVH
FrontiersgingMicrobiologyTH2017THdTHY[][ 5.7 17

164 zextHgenerationHsequencingUbasedHmultigeneHpanelHforHhighHthroughputHdetectionHofHfoodUborneH
pathogensVHInternationalgJournalgofgFoodgMicrobiologyTH2017THZabTHZXUZe 5.8 16

163 oomparativeHgenomeHanalysisHofHtheHxactobacillusHbrevisHspeciesVHBMCgGenomicsTH2019THZXTH]Yb 4.5 16

162 mbilityHofHbifidobacteriaHtoHmetabolizeHchitinUglucanHandHitsHimpactHonHtheHgutHmicrobiotaVHScientificg
ReportsTH2019THeTHacaa 4.9 16

(2019-2005)
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161 unvestigatingHbifidobacteriaHandHhumanHmilkHoligosaccharideHcompositionHofHlactatingHmothersVH
FEMSgMicrobiologygEcologyTH2020THebTH 4.3 16

160
nifidobacteriumHbreveHUooZXX[HqmploysHyultipleHβranscriptionalHÖegulatorsHβoHoontrolH
yetabolismHofH™articularHtumanHyilkH—ligosaccharidesVHAppliedgandgEnvironmentalgMicrobiologyTH
2018THd]TH

4.8 16

159 βheHessentialHgenomicHlandscapeHofHtheHcommensalHnifidobacteriumHbreveHUooZXX[VHScientificg
ReportsTH2017THcTHab]d 4.9 16

158 slobalHtranscriptionalHlandscapeHandHpromoterHmappingHofHtheHgutHcommensalHnifidobacteriumH
breveHUooZXX[VHBMCgGenomicsTH2017THYdTHeeY 4.5 16

157 ™hageHniodiversityHinHmrtisanalHoheeseHWheysHÖeflectsHtheHoomplexityHofHtheHrermentationH
™rocessVHVirusesTH2017THeTH 6.2 16

156 yethyltransferasesHacquiredHbyHlactococcalHe[bUtypeHphageHprovideHprotectionHagainstHrestrictionH
endonucleaseHactivityVHBMCgGenomicsTH2014THYaTHd[Y 4.5 16

155 oonstructionHofHtwoHxactococcusHlactisHexpressionHvectorsHcombiningHtheHsatewayHandHtheHzusinH
oontrolledHqxpressionHsystemsVHPlasmidTH2011THbbTHYZeU[a 3.3 16

154 udentificationHofHironUregulatedHgenesHofHnifidobacteriumHbreveHUooZXX[HasHaHbasisHforHcontrolledH
geneHexpressionVHBioengineeredTH2012TH[THYacUbc 5.7 16

153 βranscriptionalHanalysisHofHbacteriocinHproductionHbyHmaltHisolateHxactobacillusHsakeiHaVHFEMSg
MicrobiologygLettersTH2004THZ[aTH[ccU[d] 2.9 16

152 senerationHofHnacteriophageUunsensitiveHyutantsHofHαtreptococcusHthermophilusHviaHanHmntisenseH
ÖzmHoÖuα™ÖUoasHαilencingHmpproachVHAppliedgandgEnvironmentalgMicrobiologyTH2018THd]TH 4.8 16

151 mHsntÖUtypeHtranscriptionalHrepressorHcontrolsHsialicHacidHutilizationHinHnifidobacteriumHbreveH
UooZXX[VHFEMSgMicrobiologygLettersTH2015TH[bZTH 2.9 15

150
qxplorationHofHtheHgenomicHdiversityHandHcoreHgenomeHofHtheHnifidobacteriumHadolescentisH
phylogeneticHgroupHbyHmeansHofHaHpolyphasicHapproachVHAppliedgandgEnvironmentalgMicrobiologyTH
2013THceTH[[bU]b

4.8 15

149 niocidalHunactivationHofHnacteriophagesfHqfficacyHandHβargetsHofHoommonlyHUsedHαanitizersVH
FrontiersgingMicrobiologyTH2017THdTHYXc 5.7 15

148 βheHplasmidHcomplementHofHxactococcusHlactisHUoaXeVeHencodesHmultipleHbacteriophageHresistanceH
systemsVHAppliedgandgEnvironmentalgMicrobiologyTH2014THdXTH][]YUe 4.8 15

147 unHsilicoHassignedHresistanceHgenesHconferHnifidobacteriumHwithHpartialHresistanceHtoH
aminoglycosidesHbutHnotHtoH˛†UlactamsVHPLoSgONETH2013THdTHedZba[ 3.7 15

146 mHconservedHtwoUcomponentHsignalHtransductionHsystemHcontrolsHtheHresponseHtoHphosphateH
starvationHinHnifidobacteriumHbreveHUooZXX[VHAppliedgandgEnvironmentalgMicrobiologyTH2012THcdTHaZadUbe4.8 15

145 tighUβhroughputHusolationHofHnacteriocinU™roducingHxacticHmcidHnacteriaTHwithH™otentialHmpplicationH
inHtheHnrewingHundustryVHJournalgofgthegInstitutegofgBrewingTH2007THYY[THZabUZbZ 2 15

144
udentificationHofHtwoUcomponentHregulatoryHsystemsHinHnifidobacteriumHinfantisHbyHfunctionalH
complementationHandHdegenerateH™oÖHapproachesVHAppliedgandgEnvironmentalgMicrobiologyTH2003TH
beTH]ZYeUZb

4.8 14
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143 mHdichotomousHepigeneticHmechanismHgovernsHexpressionHofHtheHxlavuHrestrictionWmodificationH
systemVHMoleculargMicrobiologyTH2005THacTHYa[ZU]] 4.1 14

142 αtructureHandHmssemblyHofHβ™eXYUYHVirionHUnveiledHbyHyutagenesisVHPLoSgONETH2015THYXTHeXY[Ybcb 3.7 14

141 nifidobacterialHbiofilmHformationHisHaHmultifactorialHadaptiveHphenomenonHinHresponseHtoHbileH
exposureVHScientificgReportsTH2020THYXTHYYaed 4.9 14

140 yicrobiotaHandHoancerfHβheHqmergingHneneficialHÖoleHofHnifidobacteriaHinHoancerHummunotherapyVH
FrontiersgingMicrobiologyTH2020THYYTHacaXcZ 5.7 14

139 mnalysisHofHαelectionHyethodsHtoHpevelopHzovelH™hageHβherapyHoocktailsHmgainstHmntimicrobialH
ÖesistantHolinicalHusolatesHofHnacteriaVHFrontiersgingMicrobiologyTH2021THYZTHbY[aZe 5.7 14

138 yobilomeHandHÖesistomeHÖeconstructionHfromHsenomesHnelongingHtoHyembersHofHtheHsenusVH
MicroorganismsTH2019THcTH 4.9 14

137 unvestigatingHtheHrequirementHforHcalciumHduringHlactococcalHphageHinfectionVHInternationalgJournalg
ofgFoodgMicrobiologyTH2015THZXYTH]cUaY 5.8 13

136
™roductiveHmÖzmHstemHloopUmediatedHtranscriptionalHslippagefHorucialHfeaturesHinHcommonHwithH
intrinsicHterminatorsVHProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaTH2015THYYZTHqYed]Ue[

11.5 13

135 niochemicalHanalysisHofHcrossUfeedingHbehaviourHbetweenHtwoHcommonHgutHcommensalsHwhenH
cultivatedHonHplantUderivedHarabinogalactanVHMicrobialgBiotechnologyTH2020THY[THYc[[UYc]c 6.3 13

134 αelectedHaspectsHofHtheHhumanHgutHmicrobiotaVHCellulargandgMoleculargLifegSciencesTH2018THcaTHdYUdZ 10.3 13

133 oharacterizationHofHstZHandHst]ZH˛†UgalactosidasesHderivedHfromHbifidobacterialHinfantHisolatesVH
AMBgExpressTH2019THeTHe 4.1 13

132
yetagenomicHmnalysisHofHpairyHnacteriophagesfHqxtractionHyethodHandH™ilotHαtudyHonHWheyH
αamplesHperivedHfromHUsingHUndefinedHandHpefinedHyesophilicHαtarterHoulturesVHAppliedgandg
EnvironmentalgMicrobiologyTH2017THd[TH

4.8 13

131 mnalysesHofHbifidobacterialHprophageUlikeHsequencesVHAntoniegVangLeeuwenhoekTH2010THedTH[eUaX 2.1 13

130
™hylotypeUxevelH™rofilingHofHxactobacilliHinHtighlyHoomplexHqnvironmentsHbyHyeansHofHanHunternalH
βranscribedHαpacerUnasedHyetagenomicHmpproachVHAppliedgandgEnvironmentalgMicrobiologyTH2018TH
d]TH

4.8 12

129 UbiquitousHoarbohydrateHnindingHyodulesHpecorateHe[bHxactococcalHαiphophageHVirionsVHVirusesTH
2019THYYTH 6.2 12

128 mHdualUchainHassemblyHpathwayHgeneratesHtheHhighHstructuralHdiversityHofHcellUwallHpolysaccharidesH
inVHJournalgofgBiologicalgChemistryTH2019THZe]THYcbYZUYcbZa 5.4 12

127 mHgenomeUbasedHidentificationHapproachHforHmembersHofHtheHgenusHnifidobacteriumVHFEMSg
MicrobiologygEcologyTH2015THeYTH 4.3 12

126 udentificationHandHcharacterisationHofHaHgeneHencodingHaminoacylaseHactivityHfromHxactococcusH
lactisHysY[b[VHFEMSgMicrobiologygLettersTH2000THYd[THYccUdZ 2.9 12
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125 oatchingHaHglimpseHofHtheHbacterialHgutHcommunityHofHcompanionHanimalsfHaHcanineHandHfelineH
perspectiveVHMicrobialgBiotechnologyTH2020THY[THYcXdUYc[Z 6.3 12

124 βheH™anU™lasmidomeVHFrontiersgingMicrobiologyTH2019THYXTHcXc 5.7 11

123 peterminationHofHtheHcellHwallHpolysaccharideHandHteichoicHacidHstructuresHfromHxactococcusHlactisH
uxY]X[VHCarbohydrategResearchTH2018TH]bZTH[eU]] 2.9 11

122 umpactHofHgutUassociatedHbifidobacteriaHandHtheirHphagesHonHhealthfHtwoHsidesHofHtheHsameHcoinkVH
AppliedgMicrobiologygandgBiotechnologyTH2018THYXZTHZXeYUZXee 5.7 11

121 phageHβ™eXYUYHasHaHmodelHforHvirionHassemblyVHBacteriophageTH2016THbTHeYYZ[cea 11

120 oarbohydrateHαyntrophyHenhancesHtheHestablishmentHofHnifidobacteriumHbreveHUooZXX[HinHtheH
neonatalHgutVHScientificgReportsTH2018THdTHYXbZc 4.9 11

119 senomeUWideHαearchHforHsenesHÖequiredHforHnifidobacterialHsrowthHunderHuronUximitationVH
FrontiersgingMicrobiologyTH2017THdTHeb] 5.7 11

118 yetabolismHofHbiosyntheticHoligosaccharidesHbyHhumanUderivedHnifidobacteriumHbreveHUooZXX[H
andHnifidobacteriumHlongumHzouynHddXeVHInternationalgJournalgofgFoodgMicrobiologyTH2020TH[YbTHYXd]cb5.8 11

117 umpactHofHaHbathingHtraditionHonHsharedHgutHmicrobeHamongHvapaneseHfamiliesVHScientificgReportsTH
2019THeTH][dX 4.9 10

116 αtructuralHinvestigationHofHcellHwallHpolysaccharidesHofHxactobacillusHdelbrueckiiHsubspVHbulgaricusH
YcVHCarbohydrategResearchTH2015TH]Y[THe[Ue 2.9 10

115 unsightsHintoHteichoicHacidHbiosynthesisHbyHnifidobacteriumHbifidumH™ÖxZXYXVHFEMSgMicrobiologyg
LettersTH2015TH[bZTHfnvY]Y 2.9 10

114 αtructuralHstudiesHofHtheHcellHwallHpolysaccharideHfromHxactococcusHlactisHUoaXeVeVHCarbohydrateg
ResearchTH2018TH]bYTHZaU[Y 2.9 10

113
βranscriptomicHandHmorphologicalHprofilingHofHmspergillusHfumigatusHmfZe[HinHresponseHtoH
antifungalHactivityHproducedHbyHxactobacillusHplantarumHYbVHMicrobiologygpUnitedgKingdomrTH2013TH
YaeTHZXY]UZXZ]

2.9 10

112 untertwinementHofHstressHresponseHregulonsHinHnifidobacteriumHbreveHUooZXX[VHGutgMicrobesTH2010TH
YTHYXXUYXZ 8.8 10

111 unvestigatingHtheHmntimicrobialHqfficacyHofHaHxactococcalHnacteriocinHforHtheHpevelopmentHofH
yicrobiologicallyHαtableHneerVHJournalgofgthegInstitutegofgBrewingTH2004THYYXTHYdYUYdd 2 10

110 ™lantHslycanHyetabolismHbyHnifidobacteriaVHFrontiersgingMicrobiologyTH2021THYZTHbXe]Yd 5.7 10

109
yultiUpopulationHcohortHmetaUanalysisHofHhumanHintestinalHmicrobiotaHinHearlyHlifeHrevealsHtheH
existenceHofHinfantHcommunityHstateHtypesHPuoαβsQVHComputationalgandgStructuralgBiotechnologyg
JournalTH2020THYdTHZ]dXUZ]e[

6.8 10

108 oharacterisationHofHaHtydroxycinnamicHmcidHqsteraseHrromHtheHsubspVHβaxonVHFrontiersging
MicrobiologyTH2018THeTHZbeX 5.7 10
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107 senomeHαequenceHofH™hageHnrVHGenomegAnnouncementsTH2017THaTH 9

106 ÖevisitingHtheHhostHadhesionHdeterminantsHofHαtreptococcusHthermophilusHsiphophagesVHMicrobialg
BiotechnologyTH2020THY[THYcbaUYcce 6.3 9

105
ÖeconstructionHofHtheHnifidobacterialH™anUαecretomeHÖevealsHtheHzetworkHofHqxtracellularH
unteractionsHbetweenHnifidobacteriaHandHtheHunfantHsutVHAppliedgandgEnvironmentalgMicrobiologyTH
2018THd]TH

4.8 9

104 senomeHsequenceHofH™arascardoviaHdenticolensHu™xmHZXXYeTHisolatedHfromHhumanHbreastHmilkVH
JournalgofgBacteriologyTH2012THYe]TH]ccbUc 3.5 9

103 unsertionalHmutagenesisHofHanHindustrialHstrainHofHαtreptococcusHthermophilusVHFEMSgMicrobiologyg
LettersTH2001THZXXTHdaUeX 2.9 9

102 VaginotypesHofHtheHhumanHvaginalHmicrobiomeVHEnvironmentalgMicrobiologyTH2021THZ[THYcdXUYceZ 5.2 9

101 udentificationHofHpualHÖeceptorHnindingH™roteinHαystemsHinHxactococcalHe[bHsroupH™hagesVHVirusesTH
2018THYXTH 6.2 9

100 salactoUoligosaccharidesHasHinfantHprebioticsfHproductionTHapplicationTHbioactiveHactivitiesHandH
futureHperspectivesVHCriticalgReviewsgingFoodgSciencegandgNutritionTH2021THYUY] 11.5 9

99 nifidobacteriaHofHtheHtumanHsutH2015TH]YUaY 8

98 mHcellHwallUassociatedHpolysaccharideHisHrequiredHforHbacteriophageHadsorptionHtoHtheHαtreptococcusH
thermophilusHcellHsurfaceVHMoleculargMicrobiologyTH2020THYY]TH[YU]a 4.1 8

97 βheHnaseplateHofHxactobacillusHdelbrueckiiHnacteriophageHxdYcHtarborsHaH
slycerophosphodiesteraseVHJournalgofgBiologicalgChemistryTH2016THZeYTHYbdYbUZc 5.4 8

96 ™urificationHandHcharacterisationHofHaHlactococcalHaminoacylaseVHArchivesgofgMicrobiologyTH2003THYceTH]XZUd3 8

95 qxploringHtheHqcologyHofHnifidobacteriaHandHβheirHseneticHmdaptationHtoHtheHyammalianHsutVH
MicroorganismsTH2020THeTH 4.9 8

94 yultiUomicsHmpproachesHβoHpecipherHtheHumpactHofHpietHandHtostH™hysiologyHonHtheHyammalianH
sutHyicrobiomeVHAppliedgandgEnvironmentalgMicrobiologyTH2020THdbTH 4.8 8

93 UooZXX[HqxopolysaccharideHyodulatesHtheHqarlyHxifeHyicrobiotaHbyHmctingHasHaH™otentialHpietaryH
αubstrateVHNutrientsTH2020THYZTH 6.7 8

92 nifidobacterialHβransferHfromHyotherHtoHohildHasHqxaminedHbyHanHmnimalHyodelVHMicroorganismsTH
2019THcTH 4.9 7

91 pissectingHtheHqvolutionaryHpevelopmentHofHtheHαpeciesHthroughHoomparativeHsenomicsHmnalysesVH
AppliedgandgEnvironmentalgMicrobiologyTH2019THdaTH 4.8 7

90 usolationHandHoharacterizationHofH™hagesVHVirusesTH2019THYYTH 6.2 7

(2019-2017)
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89 sramUpositiveHphageUhostHinteractionsVHFrontiersgingMicrobiologyTH2015THbTHbY 5.7 7

88 qvolutionaryHdevelopmentHandHcoUphylogenyHofHprimateUassociatedHbifidobacteriaVHEnvironmentalg
MicrobiologyTH2020THZZTH[[caU[[e[ 5.2 7

87 neerHspoilageHandHlowHptHtoleranceHisHlinkedHtoHmanganeseHhomeostasisHinHselectedHxactobacillusH
brevisHstrainsVHJournalgofgAppliedgMicrobiologyTH2020THYZeTHY[XeUY[ZX 4.7 7

86 mH™lasmidUqncodedH™utativeHslycosyltransferaseHusHunvolvedHinHtopHβoleranceHandHneerHαpoilageHinH
xactobacillusHbrevisVHAppliedgandgEnvironmentalgMicrobiologyTH2020THdbTH 4.8 7

85 αpecificHreverseHtranscriptaseHslippageHatHtheHtuVHribosomalHframeshiftHsequencefHpotentialH
implicationsHforHmodulationHofHsag™olHsynthesisVHNucleicgAcidsgResearchTH2017TH]aTHYXYabUYXYbc 20.1 7

84 oarbohydrateHyetabolismHinHnifidobacteriaH2018THY]aUYb] 7

83 rromHpzmHsequenceHtoHapplicationfHpossibilitiesHandHcomplicationsVHAntoniegVangLeeuwenhoekTH1999
THcbTH[UZ[ 2.1 7

82 yqβmnnotatorXZfHaHoomprehensiveHβoolHforHpeepHandHαhallowHyetagenomicHpataHαetHmnalysesVH
MSystemsTH2021THeXXad[ZY 7.6 7

81 βranscriptionalHcontrolHofHcentralHcarbonHmetabolicHfluxHinHnifidobacteriaHbyHtwoHfunctionallyH
similarTHyetHdistinctHxacuUtypeHregulatorsVHScientificgReportsTH2019THeTHYcdaY 4.9 7

80
βheHgenusHbifidobacteriumfHrromHgenomicsHtoHfunctionalityHofHanHimportantHcomponentHofHtheH
mammalianHgutHmicrobiotaHrunningHtitlefHnifidobacterialHadaptationHtoHandHinteractionHwithHtheH
hostVHComputationalgandgStructuralgBiotechnologygJournalTH2021THYeTHY]cZUY]dc

6.8 7

79 mHQuestHofHsreatHumportanceUpevelopingHaHnroadHαpectrumH™hageHoollectionVHVirusesTH2019THYYTH 6.2 6

78 qvaluationHofHmethodsHforHtheHreductionHofHcontaminatingHhostHreadsHwhenHperformingHshotgunH
metagenomicHsequencingHofHtheHmilkHmicrobiomeVHScientificgReportsTH2020THYXTHZYbba 4.9 6

77 βhreeHdistinctHglycosylationHpathwaysHareHinvolvedHinHtheHdecorationHofHcellHwallHglycopolymersVH
JournalgofgBiologicalgChemistryTH2020THZeaTHaaYeUaa[Z 5.4 6

76 nifidobacteriumHbreveHUooZXX[HunducesHaHpistinctHslobalHβranscriptomicH™rogramHinHzeonatalH
yurineHuntestinalHqpithelialHoellsVHIScienceTH2020THZ[THYXY[[b 6.1 6

75
βheHsenomeHαequenceHofHnifidobacteriumHmoukalabenseHpαyHZc[ZYHtighlightsHtheHoloseH
™hylogeneticHÖelatednessHwithHtheHnifidobacteriumHdentiumHβaxonVHGenomegAnnouncementsTH2014TH
ZTH

6

74 ÖiboflavinHniosynthesisHandH—verproductionHbyHaHperivativeHofHtheHtumanHsutHoommensalHsubspVH
mβooHYabecVHFrontiersgingMicrobiologyTH2020THYYTHac[[[a 5.7 6

73 udentificationHofHpzmHnaseHyodificationsHbyHyeansHofH™acificHniosciencesHÖαHαequencingH
βechnologyVHMethodsgingMoleculargBiologyTH2018THYbdYTHYZcUY[c 1.4 6

72 nifidobacteriumHbifidumH™ÖxZXYXHalleviatesHintestinalHischemiaWreperfusionHinjuryVHPLoSgONETH2018TH
Y[THeXZXZbcX 3.7 6
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71 αtimulationHofHreverseHtranscriptaseHgeneratedHcpzmsHwithHspecificHindelsHbyHtemplateHÖzmH
structurefHretrotransposonTHdzβ™HbalanceTHÖβUreagentHusageVHNucleicgAcidsgResearchTH2017TH]aTHYXY][UYXYaa20.1 5

70 mHmicrobiomeHrealityHcheckfHlimitationsHofHinHsilicoUbasedHmetagenomicHapproachesHtoHstudyH
complexHbacterialHcommunitiesVHEnvironmentalgMicrobiologygReportsTH2019THYYTHd]XUd]c 3.7 5

69 tighUQualityHpraftHsenomeHαequenceHofHnifidobacteriumHlongumHqYdTHusolatedHfromHaHtealthyH
mdultVHGenomegAnnouncementsTH2013THYTH 5

68 senomeHsequenceHofHnifidobacteriumHbreveHp™oHb[[XTHaHstrainHisolatedHfromHtheHhumanHintestineVH
JournalgofgBacteriologyTH2011THYe[THbceeUdXX 3.5 5

67
mHcomprehensiveHreviewHonHtheHimpactHofH˛†UglucanHmetabolismHbyHnacteroidesHandHnifidobacteriumH
speciesHasHmembersHofHtheHgutHmicrobiotaVHInternationalgJournalgofgBiologicalgMacromoleculesTH2021TH
YdYTHdccUdde

7.9 5

66 xysogenizationHofHaHxactococcalHtostHwithHβhreeHpistinctHβemperateH™hagesH™rovidesHtomologousH
andHteterologousH™hageHÖesistanceVHMicroorganismsTH2020THdTH 4.9 4

65 yaternalHandHinfantHfactorsHthatHshapeHneonatalHgutHcolonizationHbyHbacteriaVHExpertgReviewgofg
GastroenterologygandgHepatologyTH2020THY]THbaYUbb] 4.2 4

64 βheHoW™αHÖubikOsHcubefHxinkingHdiversityHofHcellHwallHpolysaccharideHstructuresHwithHtheHencodedH
biosyntheticHmachineryHofHselectedHxactococcusHlactisHstrainsVHMoleculargMicrobiologyTH2020THYY]THadZUaeb4.1 4

63 UncoveringHnifidobacteriaHviaHβargetedHαequencingHofHtheHyammalianHsutHyicrobiotaVH
MicroorganismsTH2019THcTH 4.9 4

62 niodiversityHandHolassificationHofH™hagesHunfectingVHFrontiersgingMicrobiologyTH2019THYXTHZ[eb 5.7 4

61
oomparativeHgenomeHanalysesHofHisolatedHfromHdifferentHecologicalHnichesHrevealHanHenvironmentalH
adaptationHofHthisHspeciesHtoHtheHhumanHvaginalHenvironmentVHAppliedgandgEnvironmentalg
MicrobiologyTH2021TH

4.8 4

60 nifidobacterialHpistributionHmcrossHutalianHoheesesH™roducedHfromHÖawHyilkVHMicroorganismsTH2019TH
cTH 4.9 4

59 tealthHbenefitsHconferredHbyHtheHhumanHgutHmicrobiotaHduringHinfancyVHMicrobialgBiotechnologyTH
2019THYZTHZ][UZ]d 6.3 4

58 xacticHmcidHnacteriaHpiversityHandHoharacterizationHofH™robioticHoandidatesHinHrermentedHyeatsVH
FoodsTH2021THYXTH 4.9 4

57 βheHhumanHgutHmicrobiotaHduringHtheHinitialHstagesHofHlifefHinsightsHfromHbifidobacteriaVHCurrentg
OpiniongingBiotechnologyTH2021THc[THdYUdc 11.4 4

56 tumanHmilkHoligosaccharideUsharingHbyHaHconsortiumHofHinfantHderivedHnifidobacteriumHspeciesVVH
ScientificgReportsTH2022THYZTH]Y][ 4.9 4

55 oanHaHprobioticHsupplementHinHpregnancyHresultHinHtransferHtoHtheHneonatalHgutfHmHsystematicH
reviewVHActagObstetriciagEtgGynecologicagScandinavicaTH2020THeeTHYZbeUYZcc 3.8 3

54 nifidobacteriafHqcologyHandHooevolutionHWithHtheHtostH2018THZY[UZZX 3

(2018-2017)
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53 nlastXtractUUaHnewHwayHofHexploringHtranslatedHsearchesVHBioinformaticsTH2005THZYTH[bbcUd 7.2 3

52 nifiHdobacteriafHtheHyodelHtumanHsutHoommensal[aUaX 3

51 UntanglingHαpeciesUxevelHoompositionHofHoomplexHnacterialHoommunitiesHthroughHaHzovelH
yetagenomicHmpproachVHMSystemsTH2020THaTH 7.6 3

50 mmoxicillinUolavulanicHmcidHÖesistanceHinHtheHsenusVHAppliedgandgEnvironmentalgMicrobiologyTH2021TH
dcTH 4.8 3

49 seneticHpissectionHofHaH™revalentH™lasmidUqncodedHoonjugationHαystemHinVHFrontiersgingMicrobiologyTH
2021THYZTHbdXeZX 5.7 3

48 unfantUmssociatedHnifidobacterialH˛†UsalactosidasesHandHβheirHmbilityHtoHαynthesizeH
salactoU—ligosaccharidesVHFrontiersgingMicrobiologyTH2021THYZTHbbZeae 5.7 3

47 qcologyHofHxactobacilliH™resentHinHutalianHoheesesH™roducedHfromHÖawHyilkVHAppliedgandg
EnvironmentalgMicrobiologyTH2020THdbTH 4.8 3

46 αtayingHalivefHgrowthHandHsurvivalHofHnifidobacteriumHanimalisHsubspVHanimalisHunderHinHvitroHandHinH
vivoHconditionsVHAppliedgMicrobiologygandgBiotechnologyTH2018THYXZTHYXb]aUYXbb[ 5.7 3

45 βranscriptionalHanalysisHofHbacteriocinHproductionHbyHmaltHisolateHxactobacillusHsakeiHaVHFEMSg
MicrobiologygLettersTH2004THZ[aTH[ccUd] 2.9 3

44 nacteriophagesHunfectingHxacticHmcidHnacteriaH2017THZ]eUZcZ 2

43 qxtractionHofHtheHsameHnovelHhomoglycanHmixtureHfromHtwoHdifferentHstrainsHofHnifidobacteriumH
animalisHandHthreeHstrainsHofHnifidobacteriumHbreveVHBeneficialgMicrobesTH2018THeTHbb[Ubc] 4.9 2

42 senomeHαequencesHofHqightH™rophagesHusolatedHfromHxactococcusHlactisHpairyHαtrainsVHGenomeg
AnnouncementsTH2016TH]TH 2

41 αtressHÖesponsesHofHnifidobacteriaH2011TH[Z[U[]c 2

40 nrussowvirusHαWY[HrequiresHaHcellHsurfaceUassociatedHpolysaccharideHtoHrecogniseHitsHhostVHAppliedg
andgEnvironmentalgMicrobiologyTH2021THmqyXYcZ[ZY 4.8 2

39 zovelHαiphoviridaeHphageH™ynβ]HbelongingHtoHtheHgroupHbHxactobacillusHdelbrueckiiHsubspVH
bulgaricusHphagesVHVirusgResearchTH2021TH[XdTHYedb[a 6.4 2

38 βheHunfantUperivedHαtrainHozoyHuU][YeHαtrengthensHsutHrunctionalityVHMicroorganismsTH2020THdTH 4.9 2

37 seneticHinsightsHintoHtheHdarkHmatterHofHtheHmammalianHgutHmicrobiotaHthroughHtargetedHgenomeH
reconstructionVHEnvironmentalgMicrobiologyTH2021THZ[TH[Ze]U[[Xa 5.2 2

36 oompleteHsenomeHαequenceHofHxactococcusHlactisHsubspVHcremorisH[YXcTHtostHforHtheHyodelH
xactococcalH™[[aHnacteriophageHβ™eXYUYVHMicrobiologygResourcegAnnouncementsTH2019THdTH 1.3 2
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35 yappingHbacterialHdiversityHandHmetabolicHfunctionalityHofHtheHhumanHrespiratoryHtractH
microbiomeVVHJournalgofgOralgMicrobiologyTH2022THY]THZXaY[[b 6.3 2

34 umplementationHofHβransposonHyutagenesisHinHnifidobacteriumVHMethodsgingMoleculargBiologyTH2019
THZXYbTHaYUbZ 1.4 1

33 oompleteHgenomeHsequenceHofHtheHe[bUtypeHlactococcalHbacteriophageHoaseusvyYVHGenomeg
AnnouncementsTH2013THYTHeXXXaeY[ 1

32 βaleHofHtheHunseenHphageVHBacteriophageTH2013TH[THeZaeda 1

31 βheH™robioticHudentityHoardfHmHzovelHJ™robiogenomicsJHmpproachHtoHunvestigateH™robioticH
αupplementsVVHFrontiersgingMicrobiologyTH2021THYZTHceXddY 5.7 1

30 udentificationHandHcharacterisationHofHaHgeneHencodingHaminoacylaseHactivityHfromHxactococcusH
lactisHysY[b[ 1

29 qxopolysaccharideHnlocksHpendriticHoellHyaturationHandHmctivationHofHop]HβHoellsVHFrontiersging
MicrobiologyTH2021THYZTHba[adc 5.7 1

28 qnvisioningHemergingHfrontiersHonHhumanHgutHmicrobiotaHandHitsHapplicationsVHMicrobialg
BiotechnologyTH2021THY]THYZUYc 6.3 1

27 ™rotocolHtoHαelectHnifidobacteriaHfromHrecalHandHqnvironmentalHαamplesVHMethodsgingMolecularg
BiologyTH2021THZZcdTHbYUcX 1.4 1

26 nroadH™urposeHVectorHforHαiteUpirectedHunsertionalHyutagenesisHinVHFrontiersgingMicrobiologyTH2021TH
YZTHb[bdZZ 5.7 1

25 oreatingHanHatlasHtoHvisualizeHtheHbiodiversityHofHtheHmammalianHgutHmicrobiotaVHCurrentgOpinionging
BiotechnologyTH2021THc[THZdU[[ 11.4 1

24 ViromeHstudiesHofHfoodHproductionHsystemsfHtimeHforHOfarmHtoHforkOHanalysesVHCurrentgOpinionging
BiotechnologyTH2021THc[THZZUZc 11.4 1

23 zeedleHinHaHWheyUαtackfH™hÖmoαHasHaHpiscoveryHβoolHforHUnknownH™hageUtostHoombinationsVVHMBioTH
2022THeX[[[]ZY 7.8 0

22 pietHandHmentalHhealthHinHpregnancyfHzutrientsHofHimportanceHbasedHonHlargeHobservationalHcohortH
dataVVHNutritionTH2022THebTHYYYadZ 4.8 0

21 αimultaneousH™roductionHofHyultipleHmntimicrobialHoompoundsHbyHyxYZZUZHusolatedHrromHmssamH
βeaHxeafH[HvarVHPvVWVyastVQHwitamV]VVHFrontiersgingMicrobiologyTH2021THYZTHcde[bZ 5.7 0

20 βheHimpactHofHprobioticHsupplementationHonHmetabolicHhealthHinHhealthyHwomenHofHreproductiveH
agefHaHsystematicHreviewVHFoodgandgFunctionTH2020THYYTHYXZceUYXZde 6.1 0

19 yeasuringHoonjugatedHxinoleicHmcidHPoxmQH™roductionHbyHnifidobacteriaVHMethodsgingMolecularg
BiologyTH2021THZZcdTHdcUYXX 1.4 0

18 usolationHofHohromosomalHandH™lasmidHpzmHfromHnifidobacteriaVHMethodsgingMoleculargBiologyTH
2021THZZcdTHZYUZe 1.4 0

(2021-2022)

27



17 ViralHsenomicsHandHqvolutionfHβheHrascinatingHαtoryHofHpairyH™hagesH2021THYcYUYdc 0

16 oellHwallHpolysaccharidesHofHsramHpositiveHovococcoidHbacteriaHandHtheirHroleHasHbacteriophageH
receptorsVHComputationalgandgStructuralgBiotechnologygJournalTH2021THYeTH]XYdU]X[Y 6.8 0

15 αiteUpirectedHyutagenesisHofHnifidobacteriumHαtrainsVHMethodsgingMoleculargBiologyTH2021THZZcdTH]aUbX 1.4 0

14 zaturalHβransformationHinHsramU™ositiveHnacteriaHandHutsHniotechnologicalHÖelevanceHtoHxacticHmcidH
nacteriaVVHAnnualgReviewgofgFoodgSciencegandgTechnologyTH2022THY[TH]XeU][Y 14.7 0

13 pisclosingHtheHsenomicHpiversityHamongHyembersHofHtheHsenusHofHoanineHandHrelineH—riginHwithH
ÖespectHtoHβhoseHfromHtumanVVHAppliedgandgEnvironmentalgMicrobiologyTH2022THeXZX[dZY 4.8 0

12 qvaluationHofHyodulatoryHmctivitiesHofHxactobacillusHcrispatusHαtrainsHinHtheHoontextHofHtheHVaginalH
yicrobiotaVVHMicrobiologygSpectrumTH2022THeXZc[[ZY 8.9 0

11 oomparativeHsenomicsHofHnacteriophageHunfectingHxacticHmcidHnacteriaH2003TH]aUe]

10 oomparativeHsenomicsHofHnacteriophageHunfectingHxacticHmcidHnacteriaH2003TH]aUe]

9 nifidobacteriaH2019THYZaUY[c

8
mH™roposedHrrameworkHtoHudentifyHpispensableHandHqssentialHrunctionsHinHnifidobacteriafHoaseH
αtudyHofHnifidobacteriumHbreveHUooZXX[HasHaH™rototypeHofHutsHsenusVHMethodsgingMoleculargBiologyTH
2022THZ[ccTHZc[U[XZ

1.4

7 nifidobacterialH˛†UsalactosidaseUyediatedH™roductionHofHsalactoU—ligosaccharidesfHαtructuralHandH
™reliminaryHrunctionalHmssessmentsVHFrontiersgingMicrobiologyTH2021THYZTHcaXb[a 5.7

6 yolecularHanalysisHofHtheHreplicationHfunctionsHofHtheHbifidobacterialHconjugativeHmegaplasmidH
py™cXYcVHMicrobialgBiotechnologyTH2021THY]THY]e]UYaYY 6.3

5 ™hageomeHmnalysisHofHnifidobacteriaUÖichHαamplesVHMethodsgingMoleculargBiologyTH2021THZZcdTHcYUda 1.4

4 mHÖesourceHforHoloningHandHqxpressionHVectorsHpesignedHforHnifidobacteriafH—verviewHofHmvailableH
βoolsHandHniotechnologicalHmpplicationsVHMethodsgingMoleculargBiologyTH2021THZZcdTHYacUYdZ 1.4

3 peterminationHofHnifidobacterialHoarbohydrateHUtilizationHmbilitiesHandHmssociatedHyetabolicHqndH
™roductsVHMethodsgingMoleculargBiologyTH2021THZZcdTHYYcUYZe 1.4

2 nifidobacteriumHsenomeHmssemblyHandHyethylomeHmnalysisHUsingH™acbioHαyÖβHαequencingVH
MethodsgingMoleculargBiologyTH2021THZZcdTHZZaUZ[Z 1.4

1 nifidobacteriumHβransformationVHMethodsgingMoleculargBiologyTH2021THZZcdTHY[UYe 1.4
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