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igigeeNScientificiReportscN2022cNhicNnkkk 4.9 2
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GeneeNScientificiReportscN2021cNhhcNhlkqi 4.9 3

61 ynNoptimizedNyTyCdseqNprotocolNforNgenomedwideNmappingNofNactiveNregulatoryNelementsNinN
primaryNmouseNcorticalNneuronseNSTARiProtocolscN2021cNicNhggpml 1.4 0

60 ChromatinNaccessibilityNprofilingNmethodseNNatureiReviewsiMethodsiPrimerscN2021cNhcN 21

59 InterrogatingNtheNyccessibleNChromatinNLandscapeNofNEukaryoteNGenomesNUsingNyTyCdseqeN
MethodsiiniMoleculariBiologycN2021cNiilkcNhpkdiin 1.4 3

58 HighdThroughputNκiscoveryNandNCharacterizationNofNHumanNTranscriptionalNEffectorseNCellcN2020cN
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57 InNHumanscNSexNisNzinaryNandNImmutableeNAcademiciQuestionscN2020cNkkcNioqdipp 0.9 3

56 LongdrangeNsingledmoleculeNmappingNofNchromatinNaccessibilityNinNeukaryoteseNNatureiMethodscN
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55 TheNchangingNmouseNembryoNtranscriptomeNatNwholeNtissueNandNsingledcellNresolutioneNNaturecN2020cN
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51 ChIPdpingNtheNbranchesNofNtheNtreerNfunctionalNgenomicsNandNtheNevolutionNofNeukaryoticNgeneN
regulationeNBriefingsiiniFunctionaliGenomicscN2018cNhocNhhndhko 4.9 4

50 ResponseNtoNMartinNandNcolleaguesrNmitochondriaNdoNnotNboostNtheNbioenergeticNcapacityNofN
eukaryoticNcellseNBiologyiDirectcN2018cNhkcNin 7.2 4

49 PopulationNGenomicsNofNParameciumNSpecieseNMoleculariBiologyiandiEvolutioncN2017cNklcNhhqldhihn 8.3 18
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44 TranscriptomicNanalysisNofNtheNroleNofNRasGEFhzNcircularNRNyNinNtheNTLRlfLPSNpathwayeNScientifici
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43 ynNNFd˛”zdmicroRNyNregulatoryNnetworkNtunesNmacrophageNinflammatoryNresponseseNNaturei
CommunicationscN2017cNpcNpmh 17.4 127

42 MembranescNenergeticscNandNevolutionNacrossNtheNprokaryotedeukaryoteNdivideeNELifecN2017cNncN 8.9 35

41 ConservationNandNdivergenceNofNtheNhistoneNcodeNinNnucleomorphseNBiologyiDirectcN2016cNhhcNhp 7.2 7

40 κraftNWholedGenomeNSequenceNofNHaemophilusNducreyiNStrainNyUSPNGhcNIsolatedNfromNaN
CutaneousNUlcerNofNaNChildNfromNPapuaNNewNGuineaeNGenomeiAnnouncementscN2016cNlcN 6

39 ReplyNtoNLaneNandNMartinrNMitochondriaNdoNnotNboostNtheNbioenergeticNcapacityNofNeukaryoticNcellseN
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericacN2016cNhhkcNEnnodp 11.5 13

38 InducibleNRasGEFhzNcircularNRNyNisNaNpositiveNregulatorNofNICyMdhNinNtheNTLRlfLPSNpathwayeNRNAi
BiologycN2016cNhkcNpnhdoh 4.8 93

37 SplicingdindependentNloadingNofNTREXNonNnascentNRNyNisNrequiredNforNefficientNexpressionNofN
dualdstrandNpiRNyNclustersNinNκrosophilaeNGenesiandiDevelopmentcN2016cNkgcNplgdmm 12.6 46

36 IncreasedNExpressionNofNSystemNxcdNinNGlioblastomaNConfersNanNylteredNMetabolicNStateNandN
TemozolomideNResistanceeNMoleculariCanceriResearchcN2016cNhlcNhiiqdhili 6.6 51

35 TheNMicroRNydhkiNandNMicroRNydihiNClusterNRegulatesNHematopoieticNStemNCellNMaintenanceN
andNSurvivalNwithNygeNbyNzufferingNFOXOkNExpressioneNImmunitycN2015cNlicNhgihdki 32.3 69

34 TheNelephantNinNtheNroomrNydvertisingNscienceNasNaNdriverNofNeconomicNgrowthNisNaNlongdtermNlosingN
strategyeNEMBOiReportscN2015cNhncNkqqdlgk 6.5
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33 PitfallsNofNmappingNhighdthroughputNsequencingNdataNtoNrepetitiveNsequencesrNPiwiVsNgenomicN
targetsNstillNnotNidentifiedeNDevelopmentaliCellcN2015cNkicNonmdoh 10.2 14

32 TheNbioenergeticNcostsNofNaNgeneeNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitedi
StatesiofiAmericacN2015cNhhicNhmnqgdm 11.5 242

31 MIWIiNandNMILINHaveNκifferentialNEffectsNonNpiRNyNziogenesisNandNκNyNMethylationeNCelliReportscN
2015cNhicNhikldlk 10.6 73

30 GenomeNSequenceNofNMagnetospirillumNmagnetotacticumNStrainNMSdheNGenomeiAnnouncementscN
2015cNkcN 14

29 TheNmicroRNydihifhkiNclusterNregulatesNzNcellNdevelopmentNbyNtargetingNSoxleNJournaliofi
ExperimentaliMedicinecN2015cNihicNhnoqdqi 16.6 53

28 κiversityNandNκivergenceNofNκinoflagellateNHistoneNProteinseNG3:iGenesxiGenomesxiGeneticscN2015cNncNkqodlii3.2 22

27 SingledcellNtranscriptomeNanalysisNrevealsNdynamicNchangesNinNlncRNyNexpressionNduringN
reprogrammingeNCelliStemiCellcN2015cNhncNppdhgh 18 113

26 FromNsingledcellNtoNcelldpoolNtranscriptomesrNstochasticityNinNgeneNexpressionNandNRNyNsplicingeN
GenomeiResearchcN2014cNilcNlqndmhg 9.7 363

25 yNcomparativeNencyclopediaNofNκNyNelementsNinNtheNmouseNgenomeeNNaturecN2014cNmhmcNkmmdnl 50.4 1026

24
ReplyNtoNzrunetNandNκoolittlerNzothNselectedNeffectNandNcausalNroleNelementsNcanNinfluenceNhumanN
biologyNandNdiseaseeNProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmerica
cN2014cNhhhcNEkknn

11.5 22

23 TransgenerationallyNinheritedNpiRNysNtriggerNpiRNyNbiogenesisNbyNchangingNtheNchromatinNofN
piRNyNclustersNandNinducingNprecursorNprocessingeNGenesiandiDevelopmentcN2014cNipcNhnnodpg 12.6 138

22 FullyNautomatedNhighdthroughputNchromatinNimmunoprecipitationNforNChIPdseqrNidentifyingN
ChIPdqualityNpkggNmonoclonalNantibodieseNScientificiReportscN2014cNlcNmhmi 4.9 30

21 EvidenceNforNsitedspecificNoccupancyNofNtheNmitochondrialNgenomeNbyNnuclearNtranscriptionNfactorseN
PLoSiONEcN2014cNqcNeplohk 3.7 25

20 κefiningNfunctionalNκNyNelementsNinNtheNhumanNgenomeeNProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericacN2014cNhhhcNnhkhdp 11.5 490

19 yNtransgenerationalNprocessNdefinesNpiRNyNbiogenesisNinNκrosophilaNviriliseNCelliReportscN2014cNpcNhnhodhnik10.6 36

18 LargedscaleNqualityNanalysisNofNpublishedNChIPdseqNdataeNG3:iGenesxiGenomesxiGeneticscN2014cNlcNigqdik 3.2 90

17 PiwiNinducesNpiRNydguidedNtranscriptionalNsilencingNandNestablishmentNofNaNrepressiveNchromatinN
stateeNGenesiandiDevelopmentcN2013cNiocNkqgdq 12.6 329

16 IntegratingNandNminingNtheNchromatinNlandscapeNofNcelldtypeNspecificityNusingNselfdorganizingNmapseN
GenomeiResearchcN2013cNikcNihkndlp 9.7 39

Georgi K Marinov

4



15 yntitumorNactivityNofNaNpyrroledimidazoleNpolyamideeNProceedingsiofitheiNationaliAcademyiofi
SciencesiofitheiUnitediStatesiofiAmericacN2013cNhhgcNhpnkdp 11.5 97

14 GenomedwideNanalysisNrevealsNcoatingNofNtheNmitochondrialNgenomeNbyNTFyMeNPLoSiONEcN2013cNpcNeolmhk3.7 39

13 ynNintegratedNencyclopediaNofNκNyNelementsNinNtheNhumanNgenomeeNNaturecN2012cNlpqcNmodol 50.4 11449

12 ChIPdseqNguidelinesNandNpracticesNofNtheNENCOκENandNmodENCOκENconsortiaeNGenomeiResearchcN
2012cNiicNhphkdkh 9.7 1211

11 LandscapeNofNtranscriptionNinNhumanNcellseNNaturecN2012cNlpqcNhghdp 50.4 3544

10 EffectsNofNsequenceNvariationNonNdifferentialNallelicNtranscriptionNfactorNoccupancyNandNgeneN
expressioneNGenomeiResearchcN2012cNiicNpngdq 9.7 113

9 GeneNexpressionNchangesNinNaNtumorNxenograftNbyNaNpyrroledimidazoleNpolyamideeNProceedingsiofithei
NationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericacN2012cNhgqcNhnglhdm 11.5 39

8 ynNencyclopediaNofNmouseNκNyNelementsNWMouseNENCOκEXeNGenomeiBiologycN2012cNhkcNlhp 18.3 340

7 yNuserVsNguideNtoNtheNencyclopediaNofNκNyNelementsNWENCOκEXeNPLoSiBiologycN2011cNqcNehgghgln 9.7 1060

6 TranscriptionddependentNdomaindscaleNkκNgenomeNorganizationNinNdinoflagellates 2

5 EpigenomicNreprogrammingNofNrepetitiveNnoncodingNRNysNandNIFNdstimulatedNgenesNbyNmutantNKRyS 2

4 IdentificationNandNmitigationNofNpervasiveNoffdtargetNactivityNinNCRISPRdCasqNscreensNforNessentialN
nondcodingNelements 1

3 SizedindependentNmRNyNsynthesisNandNchromatindbasedNpartitioningNmechanismsNgenerateNandN
maintainNconstantNamountsNofNproteinNperNcell 3

2 TheNdemographicNandNgeographicNimpactNofNtheNCOVIκNpandemicNinNzulgariaNandNEasternNEuropeNinNigig 1

1 IncreasingNcellNsizeNremodelsNtheNproteomeNandNpromotesNsenescence 1
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