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leadingItoIseVSIclusterIassemblyWIJournalfoffInorganicfBiochemistryUI2018UIZe]UIZYdVZZc 4.2 35

206 pomparisonIofItheIaccuracyIofIproteinIsolutionIstructuresIderivedIfromIconventionalIandI
networkVeditedI†·rSYIdataWIProteinfScienceUI1995UIaUI[[efVff 6.3 35

205 ThreeVdimensionalIstructureIandIdeterminantsIofIstabilityIofItheIironVsulfurIclusterIscaffoldIproteinI
vscUIfromIrscherichiaIcoliWIBiochemistryUI2012UIbZUIbbbdVc] 3.2 34

204 UseIofI†zRIsaturationItransferIdifferenceIspectroscopyItoIstudyIligandIbindingItoImembraneI
proteinsWIMethodsfinfMolecularfBiologyUI2012UIfZaUIadVc] 1.4 34

203 RoleIofIaminotransferasesIinIglutamateImetabolismIofIhumanIerythrocytesWIJournalfoff
BiomolecularfNMRUI2011UIafUI[[ZVf 3 34

202 †zRImethodIforImeasuringIcarbonVZ]IisotopicIenrichmentIofImetabolitesIinIcomplexIsolutionsWI
AnalyticalfChemistryUI2010UIe[UIabbeVc] 7.8 34

201 TwoVdimensionalI†zRIstudiesIofIxazalIproteinaseIinhibitorsWIZWISequenceVspecificIassignmentsIandI
secondaryIstructureIofIturkeyIovomucoidIthirdIdomainWIBiochemistryUI1988UI[dUI[bZfV[f 3.2 34

200 ponnectivityIofIprotonIandIcarbonIspectraIofItheIblueIcopperIproteinUIplastocyaninUIestablishedIbyI
twoVdimensionalInuclearImagneticIresonanceWIFEBSfLettersUI1983UIZc[UIb[Vbc 3.8 34

199
zeasurementIofIabsoluteIconcentrationsIofIindividualIcompoundsIinImetaboliteImixturesIbyI
gradientVselectiveItimeVzeroIZuVZ]pIuSαpIwithItwoIconcentrationIreferencesIandIfastImaximumI
likelihoodIreconstructionIanalysisWIAnalyticalfChemistryUI2011UIe]UIf]b[VcY

7.8 33

198 StructureIofIhumanIwVtypeIcoVchaperoneIuscoIrevealsIaItetracysteineImetalVbindingIdomainWI
JournalfoffBiologicalfChemistryUI2008UI[e]UI]YZeaVf[ 5.4 33

197
RedoxVqependentIzagneticInlignmentIofIplostridiumIpasteurianumIRubredoxingIIzeasurementIofI
zagneticISusceptibilityInnisotropyIandI−redictionIofI−seudocontactIShiftIpontributionsWIJournalfoff
thefAmericanfChemicalfSocietyUI1999UIZ[ZUIacddVace]

16.4 33

196 nnnouncingImandatoryIsubmissionIofI−qoxXmmpvsIformatIfilesIforIcrystallographicIdepositionsItoI
theI−roteinIqataIoankIQ−qoRWIActafCrystallographicafSectionfD:fStructuralfBiologyUI2019UIdbUIabZVaba 5.5 32

195 −·†qrR·SnVpXSgIclientVserverIbasedIsoftwareIpackageIforIautomatedIproteinI]qIstructureI
determinationWIJournalfoffBiomolecularfNMRUI2014UIcYUId]Vb 3 31

194 WorldwideI−roteinIqataIoankIbiocurationIsupportingIopenIaccessItoIhighVqualityI]qIstructuralI
biologyIdataWIDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationUI2018UI[YZeUI 5 31

193 zol−robityIforItheImassesVofIdataWIJournalfoffBiomolecularfNMRUI2015UIc]UIddVe] 3 30
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192
TangledIwebIofIinteractionsIamongIproteinsIinvolvedIinIironVsulfurIclusterIassemblyIasIunraveledI
byI†zRUISnXSUIchemicalIcrosslinkingUIandIfunctionalIstudiesWIBiochimicafEtfBiophysicafActafuf
MolecularfCellfResearchUI2015UIZeb]UIZaZcV[e

4.9 30

191 ThreeIhydrophobicIaminoIacidsIinIrscherichiaIcoliIuscoImakeItheIgreatestIcontributionItoItheI
stabilityIofItheIuscoVvscUIcomplexWIBMCfBiochemistryUI2011UIZ[UI] 4.8 30

190 porrelationIbetweenIhydrogenIbondIlengthsIandIreductionIpotentialsIinIplostridiumIpasteurianumI
rubredoxinWIJournalfoffthefAmericanfChemicalfSocietyUI2003UIZ[bUIZacaVb 16.4 30

189 SolutionIstructureIofIturkeyIovomucoidIthirdIdomainIasIdeterminedIfromInuclearImagneticI
resonanceIdataWIJournalfoffMolecularfBiologyUI1994UI[a[UI[Y]VZa 6.5 30

188 ZuI†zRIspectraIofIvertebrateI[[seV[S]IferredoxinsWIuyperfineIresonancesIsuggestIdifferentI
electronIdelocalizationIpatternsIfromIplantIferredoxinsWIBiochemistryUI1991UI]YUIfYdeVe] 3.2 30

187 qetectionIandIclassificationIofIhyperfineVshiftedIZuUI[uUIandIZb†IresonancesIofItheIRieskeI
ferredoxinIcomponentIofItolueneIaVmonooxygenaseWIBiochemistryUI1999UI]eUId[dV]f 3.2 29

186 TwoVdimensionalIexchangeIspectroscopyIofIproteinsWIMethodsfinfEnzymologyUI1994UI[]fUIZYcVaa 1.7 29

185 †aturalIabundanceIZ]pI†zRIspectraIofIhumanImuscleUInormalIandIdiseasedWIMagneticfResonancefinf
MedicineUI1984UIZUI]YVa] 4.4 29

184 pellVfreeIproteinIsynthesisItechnologyIinI†zRIhighVthroughputIstructureIdeterminationWIMethodsf
infMolecularfBiologyUI2010UIcYdUIZ[dVad 1.4 29

183 vnteractionsIbetweenImetalVbindingIdomainsImodulateIintracellularItargetingIofIpuQvRVnT−aseI
nT−doUIasIrevealedIbyInanobodyIbindingWIJournalfoffBiologicalfChemistryUI2014UI[efUI][ce[Vf] 5.4 28

182
uyperfineVshiftedIZ]pIresonanceIassignmentsIinIanIironVsulfurIproteinIwithIquantumIchemicalI
verificationgIaliphaticIpVu´•´•´•SI]VcenterVaVelectronIinteractionsWIJournalfoffthefAmericanfChemicalf
SocietyUI2011UIZ]]UIZ]ZYVc

16.4 28

181 TwoVdimensionalIcorrelatedIspectroscopyIQp·SYRIofIintactIfrogImusclegIspectralIpatternI
characterizationIandIlactateIquantitationWIMagneticfResonancefinfMedicineUI1989UIZZUI]ZcV]Y 4.4 28

180
ueteronuclearIQprotonUIcarbonVZ]RItwoVdimensionalIchemicalIshiftIcorrelationI†zRIspectroscopyI
ofIaIproteinWIserredoxinIfromInnabaenaIvariabilisWIJournalfoffthefAmericanfChemicalfSocietyUI1982UI
ZYaUIaYZYVaYZZ

16.4 28

179
nctiveIsiteIinIzymogensWI−rotonImagneticIresonanceIpuItitrationIcurvesIofIhistidineVbdIinIporcineI
andIbovineItrypsinogensIandIinItheirIcomplexesIwithIbovineIpancreaticItrypsinIinhibitorIQxunitzRWI
BiochemistryUI1978UIZdUIacaYVd

3.2 28

178 SmallVscaleUIsemiVautomatedIpurificationIofIeukaryoticIproteinsIforIstructureIdeterminationWI
JournalfoffStructuralfandfFunctionalfGenomicsUI2007UIeUIZb]Vcc 27

177 porrelationIofItheIsweetnessIofIvariantsIofItheIproteinIbrazzeinIwithIpatternsIofIhydrogenIbondsI
detectedIbyI†zRIspectroscopyWIJournalfoffBiologicalfChemistryUI2003UI[deUI]Z]]ZVf 5.4 27

176
rvidenceIforIaIstrongIhydrogenIbondIinItheIcatalyticIdyadIofItransitionVstateIanalogueIinhibitorI
complexesIofIchymotrypsinIfromIprotonVtritonI†zRIisotopeIshiftsWIJournalfoffthefAmericanf
ChemicalfSocietyUI2002UIZ[aUIaZfcVd

16.4 27

175 RefinementIofItheI†zRIsolutionIstructureIofIaIproteinItoIremoveIdistortionsIarisingIfromIneglectI
ofIinternalImotionWIBiochemistryUI1991UI]YUI]eYdVZZ 3.2 27

(1991-2015)
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174 vV−v†rIwebIservergIanIintegrativeIprobabilisticI†zRIassignmentIsystemIforIproteinsWIJournalfoff
BiomolecularfNMRUI2019UId]UI[Z]V[[[ 3 26

173 †zRIrxchangeIsormatgIaIunifiedIandIopenIstandardIforIrepresentationIofI†zRIrestraintIdataWI
NaturefStructuralfandfMolecularfBiologyUI2015UI[[UIa]]Va 17.6 26

172
SolutionIstructuresIofIstaphylococcalInucleaseIfromImultidimensionalUImultinuclearI†zRgI
nucleaseVuZ[ayIandIitsIternaryIcomplexIwithIpa[TIandIthymidineV]PUbPVbisphosphateWIJournalfoff
BiomolecularfNMRUI1997UIZYUIZa]Vca

3 26

171 uighVthroughputIautomatedIplatformIforInuclearImagneticIresonanceVbasedIstructuralIproteomicsWI
ExpertfReviewfoffProteomicsUI2005UI[UIafVbb 4.2 26

170 SolutionIstructureIofItheItolueneIaVmonooxygenaseIeffectorIproteinIQTamoqRWIBiochemistryUI2001UI
aYUI]bZ[V[a 3.2 26

169
vnadequaciesIofItheI−ointVqipoleInpproximationIforIqescribingIrlectronâ��†uclearIvnteractionsIinI
−aramagneticI−roteinsgIIuybridIqensityIsunctionalIpalculationsIandItheInnalysisIofI†zRIRelaxationI
ofIuighVSpinIvronQvvvRIRubredoxinWIJournalfoffPhysicalfChemistryfBUI1998UIZY[UIe]YYVe]Yb

3.4 26

168 WaterIpermeabilityIofIchloroplastIenvelopeImembranesWIvnIvivoImeasurementIbyI
saturationVtransferI†zRWIFEBSfLettersUI1985UIZe]UI]b]Ve 3.8 26

167 TheIpenterIforIrukaryoticIStructuralItenomicsWIJournalfoffStructuralfandfFunctionalfGenomicsUI2009UI
ZYUIZcbVdf 25

166 TheI†zRIrestraintsIgridIatIozRoIforIbU[ccIproteinIandInucleicIacidI−qoIentriesWIJournalfoff
BiomolecularfNMRUI2009UIabUI]efVfc 3 25

165 StructureIofItheIputativeI][IkqaImyrosinaseVbindingIproteinIfromInrabidopsisIQnt]gZcabYWZRI
determinedIbyISnvyV†zRWIFEBSfJournalUI2008UI[dbUIbed]Vea 5.7 25

164 qetailedIanalysisIofIcarbonVZ]I†zRIspinIsystemsIinIaIuniformlyIcarbonVZ]IenrichedIproteingI
flavodoxinIfromInnabaenaIdZ[YWIJournalfoffthefAmericanfChemicalfSocietyUI1988UIZZYUIaYfbVaYfc 16.4 25

163 zetamorphicIproteinIvscUIchangesIconformationIbyIcisVtransIisomerizationsIofItwoIpeptidylVprolylI
peptideIbondsWIBiochemistryUI2012UIbZUIfbfbVcY[ 3.2 24

162 uydrogenIexchangeIduringIcellVfreeIincorporationIofIdeuteratedIaminoIacidsIandIanIapproachItoI
itsIinhibitionWIJournalfoffBiomolecularfNMRUI2011UIbZUIacdVdc 3 24

161 −·†qrR·SnUIanIautomatedI]qV†·rSYIpeakIpickingIprogramUIenablesIautomatedIproteinI
structureIdeterminationWIBioinformaticsUI2011UI[dUIZd[dVe 7.2 24

160 SolutionIstructureIofIisoformIZIofIRoadblockXypdUIaIlightIchainIinItheIdyneinIcomplexWIJournalfoff
MolecularfBiologyUI2005UI]baUIZYa]VbZ 6.5 24

159 zonkeyIelectrophysiologicalIandIhumanIpsychophysicalIresponsesItoImutantsIofItheIsweetIproteinI
brazzeingIdelineatingIbrazzeinIsweetnessWIChemicalfSensesUI2003UI[eUIafZVe 4.8 24

158 TheInUqn†nIalgorithmIforIautomatedIproteinI]qIstructureIdeterminationIfromI†zRI†·rIdataWI
JournalfoffBiomolecularfNMRUI2016UIcbUIbZVd 3 24

157 zitochondrialIpysteineIqesulfuraseIandIvSqZZIpoexpressedIinIrscherichiaIcoliIYieldIpomplexI
pontainingIncylIparrierI−roteinWIACSfChemicalfBiologyUI2017UIZ[UIfZeVf[Z 4.9 23
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156 rmpiricalIcorrelationIbetweenIproteinIbackboneIZb†IandIZ]pIsecondaryIchemicalIshiftsIandIitsI
applicationItoInitrogenIchemicalIshiftIreVreferencingWIJournalfoffBiomolecularfNMRUI2009UIaaUIfbVf 3 23

155
αuantumIchemicalIcalculationsIonIstructuralImodelsIofItheIcatalyticIsiteIofIchymotrypsingI
comparisonIofIcalculatedIresultsIwithIexperimentalIdataIfromI†zRIspectroscopyWIJournalfoffthef
AmericanfChemicalfSocietyUI2002UIZ[aUIZa]d]VeZ

16.4 23

154
nmplificationIofI·neVoondZuX[uIvsotopeIrffectsIonZb†IphemicalIShiftsIinplostridiumI
pasteurianumRubredoxinIbyIsermiVpontactIrffectsIthroughIuydrogenIoondsWIJournalfoffthef
AmericanfChemicalfSocietyUI1998UIZ[YUIaef]Vaefa

16.4 23

153 palculationIofInuclearIspinVspinIcouplingIconstantsIwithIabIinitioImolecularIorbitalIwaveIfunctionsWI
ThefJournalfoffPhysicalfChemistryUI1993UIfdUIZZcbdVZZccb 23

152 TheIarchivingIandIdisseminationIofIbiologicalIstructureIdataWICurrentfOpinionfinfStructuralfBiologyUI
2016UIaYUIZdV[[ 8.1 23

151 −npSYUIaIrelationalIdatabaseImanagementIsystemIforIproteinIstructureIandIchemicalIshiftIanalysisWI
JournalfoffBiomolecularfNMRUI2012UIbaUIZcfVdf 3 22

150
StructuralIcharacterizationIofIuspZ[UItheIheatIshockIproteinIfromISaccharomycesIcerevisiaeUIinI
aqueousIsolutionIwhereIitIisIintrinsicallyIdisorderedIandIinIdetergentImicellesIwhereIitIisIlocallyI
˛–VhelicalWIJournalfoffBiologicalfChemistryUI2011UI[ecUIa]aadVb]

5.4 22

149 qataImanagementIinIstructuralIgenomicsgIanIoverviewWIMethodsfinfMolecularfBiologyUI2008UIa[cUIafVdf 1.4 22

148 ReplyItogIouildingImeaningfulImodelsIofIglycoproteinsWINaturefStructuralfandfMolecularfBiologyUI
2007UIZaUI]baV]bb 17.6 22

147 −roductionIinItwoVliterIbeverageIbottlesIofIproteinsIforI†zRIstructureIdeterminationIlabeledIwithI
eitherIZb†VIorIZ]pVZb†WIJournalfoffStructuralfandfFunctionalfGenomicsUI2004UIbUIedVf] 22

146 ThreeVdimensionalIstructureIofItheInnu[cffaWZIproteinIfromIzusImusculusUIaIputativeIeukaryoticI
UrmZWIProteinfScienceUI2005UIZaUI[YfbVZY[ 6.3 21

145 TheIspecializedIuspdYIQuscnRIinterdomainIlinkerIbindsItoIitsInucleotideVbindingIdomainIandI
stimulatesInT−IhydrolysisIinIbothIcisIandItransIconfigurationsWIBiochemistryUI2014UIb]UIdZaeVbf 3.2 20

144 †ucleotideVdependentIinteractionsIwithinIaIspecializedIuspdYXuspaYIcomplexIinvolvedIinIseVSI
clusterIbiogenesisWIJournalfoffthefAmericanfChemicalfSocietyUI2014UIZ]cUIZZbecVf 16.4 20

143
nnIautomatedIsystemIdesignedIforIlargeIscaleI†zRIdataIdepositionIandIannotationgIapplicationItoI
overIcYYIassignedIchemicalIshiftIdataIentriesItoItheIoiozagResoankIfromItheIRikenIStructuralI
tenomicsX−roteomicsIvnitiativeIinternalIdatabaseWIJournalfoffBiomolecularfNMRUI2012UIb]UI]ZZV[Y

3 20

142 WheatIgermIcellVfreeIexpressionIsystemIforIproteinIproductionWICurrentfProtocolsfinfProteinfScience
UI2006UIphapterIbUIUnitIbWZe 3.1 20

141 StaphylococcalInucleaseIactiveVsiteIaminoIacidsgIpuIdependenceIofItyrosinesIandIargininesIbyIZ]pI
†zRIandIcorrelationIwithIkineticIstudiesWIBiochemistryUI1989UI[eUI[ZZcV[a 3.2 20

140 zacromolecularIstructureIdeterminationIbyI†zRIspectroscopyWIMethodsfoffBiochemicalfAnalysisUI
2003UIaaUIefVZZ] 20

139 UniqueIidentifiersIforIsmallImoleculesIenableIrigorousIlabelingIofItheirIatomsWIScientificfDataUI2017UI
aUIZdYYd] 8.2 19

(2017-2009)
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138 SpinISystemIzodelingIofI†uclearIzagneticIResonanceISpectraIforInpplicationsIinIzetabolomicsI
andISmallIzoleculeIScreeningWIAnalyticalfChemistryUI2017UIefUIZ[[YZVZ[[Ye 7.8 19

137 phemicalItenomicsUIStructureIrlucidationUIandIinIVivoIStudiesIofItheIzarineVqerivedInnticlostridialI
rcteinamycinWIACSfChemicalfBiologyUI2017UIZ[UI[[edV[[fb 4.9 19

136 oroadeningItheIfunctionalityIofIaIwVproteinXuspdYImolecularIchaperoneIsystemWIPLoSfGeneticsUI
2017UIZ]UIeZYYdYea 6 19

135 zechanismIofIuistoneIu]xame]IRecognitionIbyItheI−lantIuomeodomainIofIvnhibitorIofItrowthI]WI
JournalfoffBiologicalfChemistryUI2016UI[fZUIZe][cVaZ 5.4 18

134 −lantIcellIwallIprofilingIbyIfastImaximumIlikelihoodIreconstructionIQszyRRIandIregionVofVinterestI
QR·vRIsegmentationIofIsolutionVstateI[qIZuVZ]pI†zRIspectraWIBiotechnologyfforfBiofuelsUI2013UIcUIab 7.8 18

133 −racticalImodelIfittingIapproachesItoItheIdirectIextractionIofI†zRIparametersIsimultaneouslyIfromI
allIdimensionsIofImultidimensionalI†zRIspectraWIJournalfoffBiomolecularfNMRUI1998UIZ[UI[ddVfd 3 18

132 rarlyIformationIofIaIbetaIhairpinIduringIfoldingIofIstaphylococcalInucleaseIuZ[ayIasIdetectedIbyI
pulsedIhydrogenIexchangeWIProteinfScienceUI2002UIZZUIe[VfZ 6.3 18

131 nssignmentIofItheIhistidineIprotonImagneticIresonanceIpeaksIofIsoybeanItrypsinIinhibitorIQxunitzRI
byIaIdifferertialIdeuteriumIexchangeItechniqueWIBiochemistryUI1975UIZaUI][]aVd 3.2 18

130 oiozagResoankIQozRoRIasIaIResourceIforIStructuralIoiologyWIMethodsfinfMolecularfBiologyUI2020UI
[ZZ[UIZedV[Ze 1.4 18

129 −v†rVS−nRxYW[IforIautomatedI†zRVbasedIproteinIstructureIresearchWIBioinformaticsUI2018UI]aUIZbecVZbee7.2 17

128 †zRmixgInIToolIforItheI·ptimizationIofIpompoundIzixturesIinIZqIQZRuI†zRIyigandInffinityI
ScreensWIJournalfoffProteomefResearchUI2016UIZbUIZ]cYVe 5.6 17

127 vncreasingIrigorIinI†zRVbasedImetabolomicsIthroughIvalidatedIandIopenIsourceItoolsWICurrentf
OpinionfinfBiotechnologyUI2017UIa]UIbcVcZ 11.4 17

126 StructuralIbasisIforIR†nIrecognitionIbyIaItypeIvvIpolyQnRVbindingIproteinWIProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2008UIZYbUIZb]ZdV[[ 11.5 17

125 †uclearImagneticIresonanceIstudiesIofItwoVironVtwoVsulfurIferredoxinsWIbWIuyperfineVshiftedIpeaksI
inIprotonIandIcarbonVZ]IspectraWIBiochemistryUI1983UI[[UIcYYeVcYZY 3.2 17

124 †zRVSTnRgIcomprehensiveIontologyIforIrepresentingUIarchivingIandIexchangingIdataIfromInuclearI
magneticIresonanceIspectroscopicIexperimentsWIJournalfoffBiomolecularfNMRUI2019UId]UIbVf 3 17

123
−rogressiveIStereoIyockingIQ−SyRgInIResidualIqipolarIpouplingIoasedIsorceIsieldIzethodIforI
qeterminingItheIRelativeIponfigurationIofI†aturalI−roductsIandI·therISmallIzoleculesWIACSf
ChemicalfBiologyUI2017UIZ[UI[ZbdV[Zc]

4.9 16

122 pellVfreeIproteinIsynthesisIforIfunctionalIandIstructuralIstudiesWIMethodsfinfMolecularfBiologyUI2014UI
ZYfZUIZcZVde 1.4 16

121 †zRbotgI−ythonIscriptsIenableIhighVthroughputIdataIcollectionIonIcurrentIorukerIoioSpinI†zRI
spectrometersWIMetabolomicsUI2013UIfUIbbeVbc] 4.7 16
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120 †earestVneighborIeffectsIonIbackboneIalphaIandIbetaIcarbonIchemicalIshiftsIinIproteinsWIJournalfoff
BiomolecularfNMRUI2007UI]fUI[adVbd 3 16

119
·neVstepIpurificationIofIbacteriallyIexpressedIrecombinantItransducinIalphaVsubunitIandI
isotopicallyIlabeledI−qrcIgammaVsubunitIforI†zRIanalysisWIProteinfExpressionfandfPurificationUI
2007UIbZUIZedVfd

2 16

118 −ropertiesIofItheIuisbdVnspZY[IdyadIofIratItrypsinIqZefSIinItheIzymogenUIactivatedIenzymeUIandI
alphaZVproteinaseIinhibitorIcomplexedIformsWIArchivesfoffBiochemistryfandfBiophysicsUI1999UI]c[UI[baVca4.1 16

117
TwoVdimensionalI†zRIstudiesIofIxazalIproteinaseIinhibitorsWI[WISequenceVspecificIassignmentsIandI
secondaryIstructureIofIreactiveIsiteImodifiedIturkeyIovomucoidIthirdIdomainWIBiochemistryUI1988UI
[dUI[b[fV]f

3.2 16

116 nrchitecturalIseaturesIofIuumanIzitochondrialIpysteineIqesulfuraseIpomplexesIfromIprosslinkingI
zassISpectrometryIandISmallVnngleIXVRayIScatteringWIStructureUI2018UI[cUIZZ[dVZZ]cWea 5.2 15

115 npplicationsIofI−arametrizedI†zRISpinISystemsIofISmallIzoleculesWIAnalyticalfChemistryUI2018UIfYUIZYcacVZYcaf7.8 15

114 RobustUIintegratedIcomputationalIcontrolIofI†zRIexperimentsItoIachieveIoptimalIassignmentIbyI
nqn−TV†zRWIPLoSfONEUI2012UIdUIe]]Zd] 3.7 15

113
TwoIconformationalIstatesIofITurkeyIovomucoidIthirdIdomainIatIlowIpugIthreeVdimensionalI
structuresUIinternalIdynamicsUIandIinterconversionIkineticsIandIthermodynamicsWIBiochemistryUI2003
UIa[UIc]eYVfZ

3.2 15

112 nbIvnitioIpalculationsIofI−rotiumXqeuteriumIsractionationIsactorsIinI·[ubTIplustersWIThefJournalf
offPhysicalfChemistryUI1995UIffUIeYZ]VeYZc 15

111
SpinachIplastocyaningIcomparisonIofIreducedIandIoxidizedIformsIbyInaturalIabundanceIcarbonVZ]I
nuclearImagneticIresonanceIspectroscopyWIBiochemicalfandfBiophysicalfResearchfCommunicationsUI
1977UIdeUIZYcVZa

3.4 15

110
uyperfineVshiftedIQZ]RpIandIQZbR†I†zRIsignalsIfromIplostridiumIpasteurianumIrubredoxingI
extensiveIassignmentsIandIquantumIchemicalIverificationWIJournalfoffthefAmericanfChemicalfSocietyUI
2009UIZ]ZUIZbbbbVc]

16.4 14

109
nssignmentIofIZuUIZ]pUIandIZb†IsignalsIofIreducedIplostridiumIpasteurianumIrubredoxingIoxidationI
stateVdependentIchangesIinIchemicalIshiftsIandIrelaxationIratesWIJournalfoffBiomolecularfNMRUI1997
UIZYUIaZZV[

3 14

108 parbonylIcarbonIlabelIselectiveIQppySRIZuVZb†IuSαpIexperimentIforIimprovedIdetectionIofI
backboneIZ]pVZb†IcrossIpeaksIinIlargerIproteinsWIJournalfoffBiomolecularfNMRUI2007UI]fUIZddVeb 3 14

107 prystalIstructureIofInt[gY]dcYUIaIputativeIsteroidIsulfotransferaseIfromInrabidopsisIthalianaWI
Proteins:fStructuretfFunctionfandfBioinformaticsUI2004UIbdUIebaVd 4.2 14

106
†zRIchemicalIshiftImappingIofItheIbindingIsiteIofIaIproteinIproteinaseIinhibitorgIchangesIinItheI
QZRuUIQZ]RpIandIQZbR†I†zRIchemicalIshiftsIofIturkeyIovomucoidIthirdIdomainIuponIbindingItoI
bovineIchymotrypsinInQalphaRWIJournalfoffMolecularfRecognitionUI2001UIZaUIZccVdZ

2.6 14

105
uighVresolutionIprotonImagneticIresonanceIstudiesIofItwoItrypsinIinhibitorsgIsoybeanItrypsinI
inhibitorIQxunitzRIandIovomucoidIQhenIeggIwhiteRWIAnnalsfoffthefNewfYorkfAcademyfoffSciencesUI1973
UI[[[UI]adVd]

6.5 14

104 uumanIpancerInntigenItloboIuIvsIaIpellVSurfaceIyigandIforIuumanIRibonucleaseIZWIACSfCentralf
ScienceUI2015UIZUIZeZVZfY 16.8 13

103 R†nV−nvRSgIR†nIprobabilisticIassignmentIofIiminoIresonanceIshiftsWIJournalfoffBiomolecularfNMRUI
2012UIb[UI[efV]Y[ 3 13

(2012-2007)
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102 nnI†zRIstructuralIstudyIofInickelVsubstitutedIrubredoxinWIJournalfoffBiologicalfInorganicfChemistryUI
2010UIZbUIaYfV[Y 3.7 13

101 nssignmentIofIZuUIZ]pUIandIZb†IsignalsIofIoxidizedIplostridiumIpasteurianumIrubredoxinWIJournalf
offBiomolecularfNMRUI1997UIZYUIaYfVZY 3 13

100 SolutionIstructureIofIhumanIsortingInexinI[[WIProteinfScienceUI2007UIZcUIeYdVZa 6.3 13

99 ThreeVdimensionalIstructureIdeterminedIforIaIsubunitIofIhumanItR†nIsplicingIendonucleaseI
QSenZbRIrevealsIaInovelIdimericIfoldWIJournalfoffMolecularfBiologyUI2007UI]ccUIZbbVca 6.5 13

98 −robabilisticIapproachItoIdeterminingIunbiasedIrandomVcoilIcarbonVZ]IchemicalIshiftIvaluesIfromI
theIproteinIchemicalIshiftIdatabaseWIJournalfoffBiomolecularfNMRUI2006UI]bUIZbbVcb 3 13

97
rlectronVnuclearIinteractionsIinItwoIprototypicalI[[seV[S]IproteinsgIselectiveIQchiralRIdeuterationI
andIanalysisIofIQZRuIandIQ[RuI†zRIsignalsIfromItheIalphaIandIbetaIhydrogensIofIcysteinylIresiduesI
thatIligateItheIironIinItheIactiveIsitesIofIhumanIferredoxinIandInnabaenaIdZ[YIvegetativeI
ferredoxinWIArchivesfoffBiochemistryfandfBiophysicsUI2000UI]d]UI][eV]a

4.1 13

96 †·rIzeasurementsIinItheInbsenceIofISpinIqiffusiongInpplicationItoIzethyleneItroupsIinI−roteinsI
andIrffectsIonIyocalIStructuralI−arametersWIJournalfoffthefAmericanfChemicalfSocietyUI1995UIZZdUIbcZYVbcZZ16.4 13

95 rffectsIofIexperimentallyIachievableIimprovementsIinItheIqualityIofI†zRIdistanceIconstraintsIonI
theIaccuracyIofIcalculatedIproteinIstructuresWIJournalfoffMolecularfBiologyUI1996UI[beUI]]aVae 6.5 13

94 ·verexpressionIandIpurificationIofIavianIovomucoidIthirdIdomainsIinIrscherichiaIcoliWIProteinf
EngineeringtfDesignfandfSelectionUI1993UIcUI[[ZVd 1.9 13

93 TopologicalIrditingIofIprossVRelaxationI†etworksWIIsraelfJournalfoffChemistryUI1992UI][UI[abV[bc 3.4 13

92 StructureVfunctionIrelationshipsIofIbrazzeinIvariantsIwithIalteredIinteractionsIwithItheIhumanI
sweetItasteIreceptorWIProteinfScienceUI2016UI[bUIdZZVf 6.3 13

91 vSpUQzZYevRIandIvSpUQq]fVRIqifferIfromIWildVTypeIvSpUIinITheirIsailureIToIsormIpysteineI
qesulfuraseIpomplexesIpontainingIoothIsrataxinIandIserredoxinWIBiochemistryUI2018UIbdUIZafZVZbYY 3.2 12

90 sastIautomatedIproteinI†zRIdataIcollectionIandIassignmentIbyInqn−TV†zRIonIorukerI
spectrometersWIJournalfoffMagneticfResonanceUI2013UI[]cUIe]Ve 3 12

89 SimultaneousIdetectionIandIdeconvolutionIofIcongestedI†zRIspectraIcontainingIthreeIisotopicallyI
labeledIspeciesWIJournalfoffthefAmericanfChemicalfSocietyUI2008UIZ]YUIdeZeVf 16.4 12

88 uvsvVpgIaIrobustIandIfastImethodIforIdeterminingI†zRIcouplingsIfromIadaptiveI]qItoI[qI
projectionsWIJournalfoffBiomolecularfNMRUI2007UI]eUI]aZVbZ 3 12

87 uypotheticalIproteinInt[g[afaYWZIfromInrabidopsisIthalianaIhasIaIcytochromeIbbIlikeIfoldWIJournalf
offBiomolecularfNMRUI2004UI]YUI[ZbVe 3 12

86
zutationsIofIsurfaceIresiduesIinInnabaenaIvegetativeIandIheterocystIferredoxinIthatIaffectI
thermodynamicIstabilityIasIdeterminedIbyIguanidineIhydrochlorideIdenaturationWIProteinfScienceUI
1995UIaUIbeVca

6.3 12

85
rlucidationIofIaminoIacidIspinIsystemsIinIproteinsIandIdeterminationIofIheteronuclearIcouplingI
constantsIbyIcarbonVprotonVprotonIthreeVdimensionalI†zRWIJournalfoffMagneticfResonanceUI1991UI
f[UIa]aVa]e

12

JohnuLuteuMarkley

14



84
UncoveringIaImembraneVdistalIconformationIofIxRnSIavailableItoIrecruitIRnsItoItheIplasmaI
membraneWIProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaUI2020UI
ZZdUI[a[beV[a[ce

11.5 12

83 TheI−roteinIqataIoankInrchiveWIMethodsfinfMolecularfBiologyUI2021UI[]YbUI]V[Z 1.4 12

82 StructureIandIsunctionIofItheI−ripIq†nIReplicationIRestartI−roteinWIJournalfoffBiologicalfChemistryUI
2016UI[fZUIZe]eaVfc 5.4 11

81 TwoVdimensionalIconcurrentIuzαpVp·SYIasIanIapproachIforIsmallImoleculeIchemicalIshiftI
assignmentIandIcompoundIidentificationWIJournalfoffBiomolecularfNMRUI2011UIafUI[fZVc 3 11

80 −robingItheIinfluenceIofImutationsIonItheIstabilityIofIaIferredoxinIbyImassIspectrometryWIThef
ProteinfJournalUI1997UIZcUIb[dV][ 11

79 −roteinIinhibitorsIofIserineIproteinasesgIroleIofIbackboneIstructureIandIdynamicsIinIcontrollingItheI
hydrolysisIconstantWIBiochemistryUI2003UIa[UIbZecVfa 3.2 11

78
TwoVdimensionalIspectraIofIintactItissuegIhomonuclearIuartmannVuahnIspectroscopyIprovidesI
increasedIsensitivityIandIinformationIcontentIasIcomparedItoIp·SYWIMagneticfResonancefinf
MedicineUI1990UIZbUIZa[VbZ

4.4 11

77 ZuUIZ]pUIandIZb†IresonanceIassignmentsIforIaIferrocytochromeIcbb]IhemeIbyImultinuclearI†zRI
spectroscopyWIArchivesfoffBiochemistryfandfBiophysicsUI1990UI[dcUI]cfVd] 4.1 11

76
TurnipIyellowImosaicIvirusIandIitsIcapsidIhaveIthermalIstabilitiesIwithIoppositeIpuIdependencegI
studiesIbyIdifferentialIscanningIcalorimetryIandI]Z−InuclearImagneticIresonanceIspectroscopyWI
VirologyUI1985UIZacUI[Z]V[Y

3.6 11

75
rxpressionIplatformsIforIproducingIeukaryoticIproteinsgIaIcomparisonIofIrWIcoliIcellVbasedIandI
wheatIgermIcellVfreeIsynthesisUIaffinityIandIsolubilityItagsUIandIcloningIstrategiesWIJournalfoff
StructuralfandfFunctionalfGenomicsUI2015UIZcUIcdVeY

10

74 vSpUIinteractsIwithI†sUZUIandIvSpU[aseVaS]ItransfersIitsIseVSIclusterItoI†sUZIleadingItoItheI
productionIofIholoV†sUZWIJournalfoffStructuralfBiologyUI2020UI[ZYUIZYdafZ 3.4 10

73 RelationshipIbetweenIrecombinantIproteinIexpressionIandIhostImetabolomeIasIdeterminedIbyI
twoVdimensionalI†zRIspectroscopyWIPLoSfONEUI2017UIZ[UIeYZdd[]] 3.7 10

72 TheIpomplexIrnergyIyandscapeIofItheI−roteinIvscUWIBiophysicalfJournalUI2015UIZYfUIZYZfV[b 2.9 10

71 TemperatureVdependentIconformationalIchangeIaffectingITyrZZIandIsweetnessIloopsIofIbrazzeinWI
Proteins:fStructuretfFunctionfandfBioinformaticsUI2013UIeZUIfZfV[b 4.2 10

70 qosageIrffectsIofISaltIandIpuIStressesIonIasIzonitoredIzetabolitesIbyIUsingITwoIqimensionalI
†zRISpectroscopyWIBulletinfoffthefKoreanfChemicalfSocietyUI2013UI]aUI]cY[V]cYe 1.2 10

69 SolutionIstructureIofInt]gYadeYWZVdesZbUIanInrabidopsisIthalianaIorthologIofItheIpVterminalI
domainIofIhumanIthioredoxinVlikeIproteinWIProteinfScienceUI2005UIZaUIZYbfVc] 6.3 10

68 SolutionIstructureIofIreactiveVsiteIhydrolyzedIturkeyIovomucoidIthirdIdomainIbyInuclearImagneticI
resonanceIandIdistanceIgeometryImethodsWIJournalfoffMolecularfBiologyUI1994UI[a[UI[ZbV]Y 6.5 10

67 TemplatedIpollagenIKqoubleIuelicesKIzaintainITheirIStructureWIJournalfoffthefAmericanfChemicalf
SocietyUI2020UIZa[UIZZ]dVZZaZ 16.4 10

(2020-2020)

15



66 †zRVoasedIvdentificationIofIzetabolitesIinI−olarIandI†onV−olarIrxtractsIofInvianIyiverWIMetabolites
UI2017UIdUI 5.6 9

65 qifferencesIinItheIstructureIandIdynamicsIofItheIapoVIandIpalmitateVligatedIformsIofInedesIaegyptiI
sterolIcarrierIproteinI[IQneSp−V[RWIJournalfoffBiologicalfChemistryUI2010UI[ebUIZdYacVb] 5.4 9

64
·neVsampleIapproachItoIdetermineItheIrelativeIorientationsIofIproteinsIinIternaryIandIbinaryI
complexesIfromIresidualIdipolarIcouplingImeasurementsWIJournalfoffthefAmericanfChemicalfSocietyUI
2009UIZ]ZUIZaZ]eVf

16.4 9

63 ZincVsubstitutedIqesulfovibrioIgigasIdesulforedoxinsgIresolvingIsubunitIdegeneracyIwithI
nonsymmetricIpseudocontactIshiftsWIProteinfScienceUI2002UIZZUI[acaVdY 6.3 9

62 StructuresIofIproteinsIofIbiomedicalIinterestIfromItheIpenterIforIrukaryoticIStructuralItenomicsWI
JournalfoffStructuralfandfFunctionalfGenomicsUI2007UIeUId]Vea 9

61 −reparationIofIisotopicallyIlabeledIspinachIacylVacylIcarrierIproteinIforI†zRIstructuralIstudiesWI
ProteinfExpressionfandfPurificationUI2006UIacUIaacVbb 2 9

60
−reventionIofIaggregationIafterIrefoldingIbyIbalancedIstabilizationVdestabilizationgIproductionIofI
theInrabidopsisIthalianaIproteinIn−teaIQntag[ZfeYRIforI†zRIstructureIdeterminationWIProteinf
ExpressionfandfPurificationUI2004UI]aUI[eYV]

2 9

59 −robingI−roteinV−roteinIvnteractionsIUsingInsymmetricIyabelingIandIparbonylVparbonISelectiveI
ueteronuclearI†zRISpectroscopyWIMoleculesUI2018UI[]UI 4.8 9

58 −robabilisticIvalidationIofIproteinI†zRIchemicalIshiftIassignmentsWIJournalfoffBiomolecularfNMRUI
2016UIcaUIZdV[b 3 8

57 pompleteIZuIandIpartialIZ]pIresonanceIassignmentsIatI]dIandI[[IdegreesIpIforIbrazzeinUIanI
intenselyIsweetIproteinWIJournalfoffBiomolecularfNMRUI1998UIZZUI[]ZV[ 3 8

56 SolutionIstructureIofIaIcalmodulinVlikeIcalciumVbindingIdomainIfromInrabidopsisIthalianaWIJournalf
offBiomolecularfNMRUI2004UI]YUIabZVc 3 8

55 zixingIapparatusIforIpreparingI†zRIsamplesIunderIpressureWIJournalfoffMagneticfResonanceUI2003UI
ZcaUIeaVfZ 3 8

54 †zRIstudiesIofIretinoidVproteinIinteractionsgItheIconformationIofI[Z]p]VbetaViononesIboundItoI
betaVlactoglobulinIoWIPharmaceuticalfResearchUI1999UIZcUIcbZVf 4.5 8

53 −roteinIengineeringIforItheIelucidationIofItheImechanismIofIelectronItransferIinIredoxIproteinsWI
BiochemicalfSocietyfTransactionsUI1994UI[[UIdfcVeYY 5.1 8

52 ·neVIandItwoVdimensionalI†zRIspectralIanalysisIofItheIconsequencesIofIsingleIaminoIacidI
replacementsIinIproteinsWIJournalfoffCellularfBiochemistryUI1986UI]YUI[fZV]Yf 4.7 8

51 −rotonI†zRIspectroscopyIofItheIactiveIsiteIhistidineIofIalphaVlyticIproteinaseWIrffectsIofIadjacentI
Z]pIandIZb†IlabelsWIFEBSfLettersUI1982UIZ]eUI[]]Vb 3.8 8

50 TracingIzetaboliteIsootstepsIofInlongItheITimeIpourseIofIRecombinantI−roteinIrxpressionIbyI
TwoVqimensionalI†zRISpectroscopyWIBulletinfoffthefKoreanfChemicalfSocietyUI2012UI]]UIaYaZVaYac 1.2 8

49
−ublicationIofInuclearImagneticIresonanceIexperimentalIdataIwithIsemanticIwebItechnologyIandI
theIapplicationIthereofItoIbiomedicalIresearchIofIproteinsWIJournalfoffBiomedicalfSemanticsUI2016UI
dUIZc

2.2 7

JohnuLuteuMarkley

16



48 nutomatedIevaluationIofIconsistencyIwithinItheI−ubphemIpompoundIdatabaseWIScientificfDataUI
2019UIcUIZfYY[] 8.2 7

47 nqn−TV†zRIrnhancergIcompleteIpackageIforIreducedIdimensionalityIinIproteinI†zRIspectroscopyWI
BioinformaticsUI2013UI[fUIbZbVd 7.2 7

46 †zRIanalysisIgoesInanoWINaturefBiotechnologyUI2007UI[bUIdbYVZ 44.5 7

45 SolutionIstructureIofItheI[nIproteaseIfromIaIcommonIcoldIagentUIhumanIrhinovirusIp[UIstrainIWZ[WI
PLoSfONEUI2014UIfUIefdZfe 3.7 7

44 SolutionIstructureIofIhumanImyeloidVderivedIgrowthIfactorIsuggestsIaIconservedIfunctionIinItheI
endoplasmicIreticulumWINaturefCommunicationsUI2019UIZYUIbcZ[ 17.4 7

43 puVinducedIconformationalIchangeIofIvscUIatIlowIpuIcorrelatesIwithIprotonationXdeprotonationIofI
twoIconservedIhistidineIresiduesWIBiochemistryUI2014UIb]UIb[fYVd 3.2 6

42 sunctionIandIsolutionIstructureIofItheInrabidopsisIthalianaIRnyseIpeptideWIProteinfScienceUI2019UI
[eUIZZZbVZZ[c 6.3 5

41 TheIoR−sZIbromodomainIisIaImolecularIreaderIofIdiVacetyllysineWICurrentfResearchfinfStructuralf
BiologyUI2020UI[UIZYaVZZb 2.8 5

40 vnIsupportIofItheIozRoWINaturefStructuralfandfMolecularfBiologyUI2012UIZfUIebaVcY 17.6 5

39
−robingItheIsweetIdeterminantsIofIbrazzeingIwildVtypeIbrazzeinIandIaItastelessIvariantUI
brazzeinVinsQRZeaVvZebRUIexhibitIdifferentIpuVdependentI†zRIchemicalIshiftsWIBiochemicalfandf
BiophysicalfResearchfCommunicationsUI2005UI]]bUI[bcVc]

3.4 5

38 nutomatedIcellVfreeIproteinIproductionImethodsIforIstructuralIstudiesWIMethodsfinfMolecularf
BiologyUI2014UIZZaYUIZZdV]b 1.4 5

37 StructuralIvnsightsIintoItheIRecognitionIofIzonoVIandIqiacetylatedIuistonesIbyItheInTnq[oI
oromodomainWIJournalfoffMedicinalfChemistryUI2020UIc]UIZ[dffVZ[eZ] 8.3 5

36 purS−nXpurSpnVS−nRxYgIautomatedI†zRIdataIanalysisIpluginsIforIS−nRxYItoImapIproteinI
allosteryWIBioinformaticsUI2021UI]dUIZZdcVZZdd 7.2 5

35 †zRIasIaIToolItoIvnvestigateItheI−rocessesIofIzitochondrialIandIpytosolicIvronVSulfurIplusterI
oiosynthesisWIMoleculesUI2018UI[]UI 4.8 5

34 †zRsnzVSqsgIaIproteinIstructureIdeterminationIframeworkWIJournalfoffBiomolecularfNMRUI2015UI
c[UIaeZVfb 3 4

33 −vSnVS−nRxYgIanIinteractiveIS−nRxYIpluginItoIanalyzeIorientedIsolidVstateI†zRIspectraIofIhelicalI
membraneIproteinsWIBioinformaticsUI2020UI]cUI[fZbV[fZc 7.2 4

32 uowISweetIvtIvsgIqetailedIzolecularIandIsunctionalIStudiesIofIorazzeinUIaISweetI−roteinIandIvtsI
nnalogsWIACSfSymposiumfSeriesUI2008UIbcYVbd[ 0.4 4

31 nIgraphicalIapproachItoItrackingIandIreportingItargetIstatusIinIstructuralIgenomicsWIJournalfoff
StructuralfandfFunctionalfGenomicsUI2007UIeUI[YfVZc 4

(2007-2019)

17



30 TheIcytotoxicityIofIgalliumImaltolateIinIglioblastomaIcellsIisIenhancedIbyImetforminIthroughI
combinedIactionIonImitochondrialIcomplexIZWIOncotargetUI2020UIZZUIZb]ZVZbaa 3.3 4

29 −robabilisticIidentificationIofIsaccharideImoietiesIinIbiomoleculesIandItheirIproteinIcomplexesWI
ScientificfDataUI2020UIdUI[ZY 8.2 4

28 oiomolecularI†zRgI−astIandIfutureWIArchivesfoffBiochemistryfandfBiophysicsUI2017UIc[eUI]VZc 4.1 3

27 SemiautomatedIdeviceIforIbatchIextractionIofImetabolitesIfromItissueIsamplesWIAnalyticalf
ChemistryUI2012UIeaUIZeYfVZ[ 7.8 3

26 zacromolecularIStructureIqeterminationIbyI†zRISpectroscopyWIMethodsfoffBiochemicalfAnalysisUI
2005UIefVZZ] 3

25 ZuUIZb†IandIZ]pIresonanceIassignmentsIofIaIproteinIinvolvedIinItheIautophagyIprocessUI
ntag[ZfeYWZIfromInrabidopsisIthalianaWIJournalfoffBiomolecularfNMRUI2005UI][UI]]d 3 3

24 ToolsIforIrnhancedI†zRVoasedIzetabolomicsInnalysisWIMethodsfinfMolecularfBiologyUI2019UI[Y]dUIaZ]Va[d1.4 3

23 poordinationIofIqiVncetylatedIuistoneIyigandsIbyItheInTnq[IoromodomainWIInternationalfJournalf
offMolecularfSciencesUI2021UI[[UI 6.3 3

22 StructureIandIevolutionIofItheIaVhelixIbundleIdomainIofIZuotinUIaIwVdomainIproteinIcoVchaperoneIofI
uspdYWIPLoSfONEUI2019UIZaUIeY[ZdYfe 3.7 2

21 nssignmentsIofIR†aseInIbyInqn−TV†zRIandIenhancerWIBiomolecularfNMRfAssignmentsUI2015UIfUIeZVe 0.7 2

20 SolutionIStructuralIStudiesIofItT−gndenosylcobinamideV−hosphateguanylylITransferaseIQpobYRI
fromIzethanocaldococcusIjannaschiiWIPLoSfONEUI2015UIZYUIeYZaZ[fd 3.7 2

19 nIperifusionIloopVgapIresonatorI†zRIprobeIforIaerobicIcellIsuspensionsWIMagneticfResonancefinf
MedicineUI1993UI[fUIbc]Vc 4.4 2

18 RobustInomenclatureIandIsoftwareIforIenhancedIreproducibilityIinImolecularImodelingIofIsmallImolecules 2

17 ViewIfromI†uclearIzagneticIResonanceISpectroscopyWIAdvancesfinfExperimentalfMedicinefandf
BiologyUI2018UIZZYbUIZfV[[ 3.6 2

16 phapterIbgncquisitionIandI−ostVprocessingIofIReducedIqimensionalityI†zRIrxperimentsWINewf
DevelopmentsfinfNMRUfcVZZe 0.9 2

15 i−ickgIzultiprocessingIsoftwareIforIintegratedI†zRIsignalIdetectionIandIvalidationWIJournalfoff
MagneticfResonanceUI2021UI][eUIZYcffb 3 2

14 oackboneIresonanceIassignmentsIandIsecondaryIstructureIofIrbolaInucleoproteinIcYYVd]fI
constructWIBiomolecularfNMRfAssignmentsUI2019UIZ]UI]ZbV]Zf 0.7 1

13 sragmentIscreeningItargetingIrbolaIvirusInucleoproteinIpVterminalIdomainIidentifiesIleadI
candidatesWIAntiviralfResearchUI2020UIZeYUIZYae[[ 10.8 1

JohnuLuteuMarkley

18



12 ResponseItoI·nIpromptIupdateIofIliteratureIreferencesIinItheI−roteinIqataIoankWIActaf
CrystallographicafSectionfD:fBiologicalfCrystallographyUI2014UIdYUI[deY 1

11 †ovelI†zRIandIzSInpproachesItoIzetabolomicsWIMethodsfinfPharmacologyfandfToxicologyUI2012UIZffV[]Y1.1 1

10 ZuUIZb†IandIZ]pIresonanceIassignmentsIofItheIputativeIoetIvIZIfamilyIproteinIntZg[aYYYWZIfromI
nrabidopsisIthalianaWIJournalfoffBiomolecularfNMRUI2005UI][UI]]b 3 1

9 nqn−TV†zRI]WYgIutilizationIofIorSTVtypeItripleVresonanceI†zRIexperimentsItoIaccelerateItheI
processIofIdataIcollectionIandIassignmentWIJournalfoffBiomolecularfNMRUI2015UIc[UI[adVb[ 3

8 StructuralI−roteomicsffVZ[e

7 †zRIinIoiologyIandIzedicineIeditedIbyIShuIphienIandIphienIuoWIMedicalfPhysicsUI1987UIZaUIefZVef[ 4.4

6 purrentISolutionI†zRITechniquesIforIStructureVsunctionIStudiesIofI−roteinsIandIR†nIzoleculesWI
AdvancesfinfExperimentalfMedicinefandfBiologyUI2018UIZZYbUIa]Vbe 3.6

5 npproachItoIvmprovingItheIαualityIofI·penIqataIinItheIUniverseIofISmallIzoleculesWILecturefNotesf
infBusinessfInformationfProcessingUI2019UIbZfVb]Y 0.6

4 npproachesItoItheIqeterminationIofIzoreInccurateIprossVRelaxationIRatesIandItheIrffectsIofI
vmprovedIqistanceIponstraintsIonI−roteinISolutionIStructuresI1996UId]VZZZ

3 WhyInotIhighVthroughputIeukaryoticIproteinIstructureslWIFASEBfJournalUI2010UI[aUIlb[[f 0.9

2 zolecularIvnteractionsIinI−ripVmediatedIq†nIReplicationIRestartWIFASEBfJournalUI2012UI[cUIlbee 0.9

1 StructuralI−roteomicsI2018UIffVZ[e

ListuofuPublications

19


