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84 TheNdraftNgenomeNofNsweetNorangeNVvitrusNsinensisWaNNaturelGenetics[N2013[Ngh[Nhl]ii 36.3 630

83 zenomicNanalysesNofNprimitive[NwildNandNcultivatedNcitrusNprovideNinsightsNintoNasexualNreproductionaN
NaturelGenetics[N2017[Ngl[Njih]jje 36.3 194

82 wiscoveryNandNcomparativeNprofilingNofNmicroRNtsNinNaNsweetNorangeNred]fleshNmutantNandNitsNwildN
typeaNBMClGenomics[N2010[Ndd[Negi 4.5 115

81 TheNOrNgeneNenhancesNcarotenoidNaccumulationNandNstabilityNduringNpost]harvestNstorageNofNpotatoN
tubersaNMolecularlPlant[N2012[Nh[Nffl]he 14.4 100

80 TheNvitrusNTranscriptionNyactorNvsMtwSiNModulatesNvarotenoidNMetabolismNbyNwirectlyNRegulatingN
varotenogenicNzenesaNPlantlPhysiology[N2018[Ndji[Neihj]eiji 6.6 93

79 zenomeNofNWildNMandarinNandNwomesticationN‘istoryNofNMandarinaNMolecularlPlant[N2018[Ndd[Ndceg]dcfj14.4 75

78 vomprehendingNcrystallineN˛†]caroteneNaccumulationNbyNcomparingNengineeredNcellNmodelsNandNtheN
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tnNReRf]MYuNtranscriptionNfactorNrepressesNtheNtransformationNofN˛–]NandN˛†]branchNcarotenoidsNbyN
negativelyNregulatingNexpressionNofNvruv‘eNandNvrNvxwhNinNflavedoNofNvitrusNreticulateaNNewl
Phytologist[N2017[Nedi[Ndjk]dle

9.8 72

76 NetworkNanalysisNofNpostharvestNsenescenceNprocessNinNcitrusNfruitsNrevealedNbyNtranscriptomicNandN
metabolomicNprofilingaNPlantlPhysiology[N2015[Ndik[Nfhj]ji 6.6 67

75 tNSingleNtminoNtcidNSubstitutionNinNanNORtNzxNProteinNPromotesNvarotenoidNOveraccumulationNinN
trabidopsisaNPlantlPhysiology[N2015[Ndil[Nged]fd 6.6 64

74 vhangesNinNtnthocyaninNProductionNduringNwomesticationNofaNPlantlPhysiology[N2017[Ndjf[Neeeh]eege 6.6 63

73 SubfunctionalizationNofNtheNRubye]RubydNgeneNclusterNduringNtheNdomesticationNofNcitrusaNNaturel
Plants[N2018[Ng[Nlfc]lgd 11.5 61

72 zenome]wideNcomparisonNofNmicroRNtsNandNtheirNtargetedNtranscriptsNamongNleaf[NflowerNandNfruitN
ofNsweetNorangeaNBMClGenomics[N2014[Ndh[Nilh 4.5 60

71 vharacterizationNofNaNvitrusNReRf]MYuNTranscriptionNyactorNthatNRegulatesNtheNylavonolNandN
‘ydroxycinnamicNtcidNuiosynthesisaNScientificlReports[N2016[Ni[Nehfhe 4.9 59

70
vomparativeNproteomicsNofNaNlycopene]accumulatingNmutantNrevealsNtheNimportantNroleNofN
oxidativeNstressNonNcarotenogenesisNinNsweetNorangeNVvitrusNsinensisN[γa]NosbeckWaNProteomics[N2009[N
l[Nhghh]jc

4.8 54

69 NaturalNVariationNinNvvwgNPromoterNUnderpinsNSpecies]SpecificNxvolutionNofNRedNvolorationNinN
vitrusNPeelaNMolecularlPlant[N2019[Nde[Ndelg]dfcj 14.4 53

68 tNproteomicNanalysisNofNtheNchromoplastsNisolatedNfromNsweetNorangeNfruitsN[vitrusNsinensisNVγaWN
Osbeck]aNJournalloflExperimentallBotany[N2011[Nie[Nhelj]fcl 7 50
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67 zenomeNsequencingNandNvR’SPRbvaslNgeneNeditingNofNanNearlyNfloweringNMini]vitrusNVyortunellaN
hindsiiWaNPlantlBiotechnologylJournal[N2019[Ndj[Nedll]eedc 11.6 44

66 ’solation[NphylogeneticNrelationshipNandNexpressionNprofilingNofNsugarNtransporterNgenesNinNsweetN
orangeNVvitrusNsinensisWaNPlantlCellylTissuelandlOrganlCulture[N2014[Nddl[Nicl]ieg 2.7 44

65 γ]tscorbicNacidNmetabolismNduringNfruitNdevelopmentNinNanNascorbate]richNfruitNcropNchestnutNroseN
VRosaNroxburghiiNTrattWaNJournalloflPlantlPhysiology[N2014[Ndjd[Ndech]di 3.6 41

64 yunctionalNcharacterizationNofNvitrusNPSYNgeneNinN‘ongkongNkumquatNVyortunellaNhindsiiNSwingleWaN
PlantlCelllReports[N2009[Nek[Ndjfj]gi 5.1 39

63 vharacterizationNofNwNtNMethylationNVariationsNwuringNyruitNwevelopmentNandNRipeningNofNSweetN
OrangeaNPlantlMolecularlBiologylReporter[N2015[Nff[Nd]dd 1.7 36

62
zenome]wideNidentificationNofNsweetNorangeNVvitrusNsinensisWNhistoneNmodificationNgeneNfamiliesN
andNtheirNexpressionNanalysisNduringNtheNfruitNdevelopmentNandNfruit]blueNmoldNinfectionNprocessaN
FrontierslinlPlantlScience[N2015[Ni[Nicj

6.2 36

61 zenomeNwideNcharacterizationNofNshortNtandemNrepeatNmarkersNinNsweetNorangeNVvitrusNsinensisWaN
PLoSlONE[N2014[Nl[Nedcgdke 3.7 36

60 vonstructionNofNaNSNP]basedNhigh]densityNgeneticNmapNforNpummeloNusingNRtwNsequencingaNTreel
GeneticslandlGenomes[N2015[Ndd[Nd 2.1 33

59 zenome]wideNanalysisNofNtheNReRf]MYuNtranscriptionNfactorNgeneNfamilyNinNsweetNorangeNVvitrusN
sinensisWaNMolecularlBiologylReports[N2014[Ngd[Nijil]kh 2.8 33

58 varotenoidNaccumulationNaffectsNredoxNstatus[NstarchNmetabolism[NandNflavonoidbanthocyaninN
accumulationNinNcitrusaNBMClPlantlBiology[N2015[Ndh[Nej 5.3 32

57
tNvomprehensiveNtnalysisNofNvhromoplastNwifferentiationNRevealsNvomplexNProteinNvhangesN
tssociatedNwithNPlastoglobuleNuiogenesisNandNRemodelingNofNProteinNSystemsNinNSweetNOrangeN
yleshaNPlantlPhysiology[N2015[Ndik[Ndigk]ih

6.6 30

56 vitrusNsinensisNannotationNprojectNVvtPWmNaNcomprehensiveNdatabaseNforNsweetNorangeNgenomeaN
PLoSlONE[N2014[Nl[Nekjjef 3.7 30

55 ‘igh]throughputNsequencingNandNdegradomeNanalysisNrevealNalteredNexpressionNofNmiRNtsNandN
theirNtargetsNinNaNmale]sterileNcybridNpummeloNVvitrusNgrandisWaNBMClGenomics[N2016[Ndj[Nhld 4.5 30

54 miRflhgNisNaNtriggerNofNphasiRNtsNthatNaffectsNfloweringNtimeNinNcitrusaNPlantlJournal[N2017[Nle[Neif]ejh 6.9 28

53 vsvYTjhud[NaNvitrusNvYTOv‘ROMxNPghcNzene[N’sN’nvolvedNinNtccumulationNofNtntioxidantN
ylavonoidsNandN’nducesNwroughtNToleranceNinNTransgenicaNAntioxidants[N2020[Nl[N 7.1 27

52
ProductionNandNmolecularNcharacterizationNofNdiploidNandNtetraploidNsomaticNcybridNplantsNbetweenN
maleNsterileNSatsumaNmandarinNandNseedyNsweetNorangeNcultivarsaNPlantlCellylTissuelandlOrganl
Culture[N2014[Nddi[Nkd]kk

2.7 27

51 xffectNofNtheNcitrusNlycopeneN˛†]cyclaseNtransgeneNonNcarotenoidNmetabolismNinNtransgenicNtomatoN
fruitsaNPLoSlONE[N2012[Nj[Nefeeed 3.7 25

50 ReproductionNinNwoodyNperennialNvitrusmNanNupdateNonNnucellarNembryonyNandNself]incompatibilityaN
PlantlReproduction[N2018[Nfd[Ngf]hj 3.9 23
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49 PlastidsNandNvarotenoidNtccumulationaNSub-CellularlBiochemistry[N2016[Njl[Nejf]lf 5.5 23

48 ’solationNandNcharacterizationNofNcarotenoidNcleavageNdioxygenaseNgNgenesNfromNdifferentNcitrusN
speciesaNMolecularlGeneticslandlGenomics[N2015[Nelc[Ndhkl]icf 3.1 22

47 wynamicNchangesNinNmethylomeNandNtranscriptomeNpatternsNinNresponseNtoNmethyltransferaseN
inhibitorNh]azacytidineNtreatmentNinNcitrusaNDNAlResearch[N2017[Neg[Nhcl]hee 4.5 21

46 ’solationNandNyunctionalNvharacterizationNofNaNγycopeneN˛†]cyclaseNzeneNPromoterNfromNvitrusaN
FrontierslinlPlantlScience[N2016[Nj[Ndfij 6.2 20

45 varotenoidNPigmentNtccumulationNinN‘orticulturalNPlantsaNHorticulturallPlantlJournal[N2020[Ni[Nfgf]fic 4.3 18

44 yragileNSitesNofNUValenciaUNSweetNOrangeNVvitrusNsinensisWNvhromosomesNtreNRelatedNwithNtctiveNghsN
rwNtaNPLoSlONE[N2016[Ndd[Necdhdhde 3.7 17

43 MetabolicNMechanismsNofN‘ostNSpeciesNtgainstNvitrusN‘uanglongbingNVzreeningNwiseaseWaNCriticall
ReviewslinlPlantlSciences[N2018[Nfj[Ngli]hdd 5.6 17

42 RetrotransposonNpromoterNofNRubydNcontrolsNbothNlight]NandNcold]inducedNaccumulationNofN
anthocyaninsNinNbloodNorangeaNPlantylCelllandlEnvironment[N2019[Nge[Nfcle]fdcg 8.4 16

41 PhosphoproteomicNanalysisNofNchromoplastsNfromNsweetNorangeNduringNfruitNripeningaNPhysiologial
Plantarum[N2014[Ndhc[Nehe]jc 4.6 16

40 ’dentification[NcharacterizationNandNexpressionNanalysisNofNlineage]specificNgenesNwithinNsweetN
orangeNVvitrusNsinensisWaNBMClGenomics[N2015[Ndi[Nllh 4.5 15

39 vsMYufNandNvsRubydNformNanNUtctivator]and]RepressorUNγoopNforNtheNRegulationNofNtnthocyaninN
uiosynthesisNinNvitrusaNPlantlandlCelllPhysiology[N2020[Nid[Nfdk]ffc 4.9 15

38 ’dentificationNandNcharacterizationNofNmicroRNtsNfromNcitrusNexpressedNsequenceNtagsaNTreel
GeneticslandlGenomes[N2011[Nj[Nddj]dff 2.1 14

37
xctopicNexpressionNofNcitrusNUwP]zγUvOSYγNTRtNSyxRtSxNgeneNenhancesNanthocyaninNandN
proanthocyanidinsNcontentsNandNconfersNhighNlightNtoleranceNinNtrabidopsisaNBMClPlantlBiology[N
2019[Ndl[Nicf

5.3 14

36 Sγty]uasedNvonstructionNofNaN‘igh]wensityNzeneticNMapNandN’tsNtpplicationNinNQTγNMappingNofN
varotenoidsNvontentNinNvitrusNyruitaNJournalloflAgriculturallandlFoodlChemistry[N2019[Nij[Nllg]dcce 5.7 14

35 RecoveryNandNcharacterizationNofNhomozygousNlinesNfromNtwoNsweetNorangeNcultivarsNviaNantherN
cultureaNPlantlCellylTissuelandlOrganlCulture[N2015[Ndef[Niff]igg 2.7 13

34 MolecularNcharacterization[NcriticalNaminoNacidNidentification[NandNpromoterNanalysisNofNaNlycopeneN
˛†]cyclaseNgeneNfromNcitrusaNTreelGeneticslandlGenomes[N2016[Nde[Nd 2.1 13

33 ’dentificationNandNyunctionalNvharacterizationNofNtheNPromoterNofNaNPhytoeneNSynthaseNfromNSweetN
OrangeNVvitrusNsinensisNOsbeckWaNPlantlMolecularlBiologylReporter[N2013[Nfd[Nig]jg 1.7 13

32
TwoNγycopeneN˛†]vyclasesNzenesNfromNSweetNOrangeNVvitrusNsinensisNγaNOsbeckWNxncodeNxnzymesN
WithNwifferentNyunctionalNxfficiencyNwuringNtheNvonversionNofNγycopene]to]ProvitaminNtaNJournallofl
IntegrativelAgriculture[N2013[Nde[Ndjfd]djgj

3.2 13
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31 T]wNtNdirectNrepeatNandNfhSNpromoterNmethylationNaffectNtransgeneNexpressionNbutNdoNnotNcauseN
silencingNinNtransgenicNsweetNorangeaNPlantlCellylTissuelandlOrganlCulture[N2011[Ndcj[Neeh]efe 2.7 13

30 zenomeNofNaNcitrusNrootstockNandNglobalNwNtNdemethylationNcausedNbyNheterograftingaNHorticulturel
Research[N2021[Nk[Nil 7.7 12

29 MolecularNphylogeographyNandNpopulationNevolutionNanalysisNofNvitrusNichangensisNVRutaceaeWaNTreel
GeneticslandlGenomes[N2017[Ndf[Nd 2.1 11

28 zeneticNdiversityNandNpopulationNstructureNofNpummeloNVvitrusNmaximaWNgermplasmNinNvhinaaNTreel
GeneticslandlGenomes[N2017[Ndf[Nd 2.1 11

27
’dentificationNofNdifferentiallyNexpressedNmicroRNtsNfromNaNmaleNsterileNPonkanNmandarinNVvitrusN
reticulataNulancoWNandNitsNfertileNwildNtypeNbyNsmallNRNtNandNdegradomeNsequencingaNTreelGeneticsl
andlGenomes[N2014[Ndc[Ndhij]dhkd

2.1 11

26 xvolutionaryNdynamicsNofNlincRNtNtranscriptionNinNnineNcitrusNspeciesaNPlantlJournal[N2019[Nlk[Nlde]lej 6.9 10

25 vitrusNP‘g]NoemiNregulatoryNcomplexNisNinvolvedNinNproanthocyanidinNbiosynthesisNviaNaNpositiveN
feedbackNloopaNJournalloflExperimentallBotany[N2020[Njd[Ndfci]dfed 7 10

24 tNfruitNripening]associatedNtranscriptionNfactorNvsMtwShNpositivelyNregulatesNcarotenoidN
biosynthesisNinNcitrusaNJournalloflExperimentallBotany[N2021[Nje[Nfcek]fcgf 7 10

23 zenomicNinsightsNintoNcitrusNdomesticationNandNitsNimportantNagronomicNtraitsaNPlantl
Communications[N2021[Ne[Ndccdfk 9 10

22 vomparativeNanalysisNofNminiatureNinverted]repeatNtransposableNelementsNVM’TxsWNandNlongN
terminalNrepeatNVγTRWNretrotransposonsNinNsixNvitrusNspeciesaNBMClPlantlBiology[N2019[Ndl[Ndgc 5.3 9

21 xndogenousNpararetrovirusNsequencesNareNwidelyNpresentNinNvitrinaeNgenomesaNViruslResearch[N2019
[Neie[Ngk]hf 6.4 8

20 RegulationNofNcarotenoidNandNchlorophyllNpoolsNinNhesperidia[NanatomicallyNuniqueNfruitsNfoundNonlyN
inNvitrusaNPlantlPhysiology[N2021[Ndkj[Nkel]kgh 6.6 6

19 NaturalNvariationsNofNTy’’t˛‡NgeneNandNγOudNpromoterNcontributeNtoNcitrusNcankerNdiseaseNresistanceN
inNttalantiaNbuxifoliaaNPLoSlGenetics[N2021[Ndj[Nedcclfdi 6 6

18 xthyleneNactivationNofNcarotenoidNbiosynthesisNbyNaNnovelNtranscriptionNfactorNvsxRycidaNJournallofl
ExperimentallBotany[N2021[Nje[Nfdfj]fdhg 7 6

17 zlycemicNindex[NglycemicNload[NandNglycemicNresponseNtoNpomeloNinNpatientsNwithNtypeNeNdiabetesaN
CurrentlMedicallScience[N2017[Nfj[Njdd]jdk 2.8 5

16 MicrosatelliteNpolymorphismNisNlikelyNinvolvedNinNphytoeneNsynthaseNactivityNinNvitrusaNPlantlCellyl
TissuelandlOrganlCulture[N2013[Nddf[Nggl]ghk 2.7 5

15 zenome]wideNvharacterizationNofNcis]actingNxlementsNinNtheNPromotersNofNβeyNvarotenoidNPathwayN
zenesNfromNtheNMainNSpeciesNofNzenusNvitrusaNHorticulturallPlantlJournal[N2020[Ni[Nfkh]flh 4.3 5

14 SomaticNvariationsNledNtoNtheNselectionNofNacidicNandNacidlessNorangeNcultivarsaNNaturelPlants[N2021[N
j[Nlhg]lih 11.5 5

(2021-2011)
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13 zenome]wideNanalysisNofNtheNcitrusNufNsuperfamilyNandNtheirNassociationNwithNsomaticN
embryogenesisaNBMClGenomics[N2020[Ned[Nfch 4.5 5

12 zenomicNbasisNofNhigh]altitudeNadaptationNinNTibetanNPrunusNfruitNtreesaNCurrentlBiology[N2021[Nfd[Nfkgk]fkicaek6.3 5

11 wetectionNandNapplicationNofNgenome]wideNvariationsNinNpeachNforNassociationNandNgeneticN
relationshipNanalysisaNBMClGenetics[N2019[Nec[Ndcd 2.6 4

10 RegulationNofNnucellarNembryony[NaNmodeNofNsporophyticNapomixisNinNvitrusNresemblingNsomaticN
embryogenesisaNCurrentlOpinionlinlPlantlBiology[N2021[Nhl[Ndcdlkg 9.9 3

9 wevelopmentNofNSpecies]SpecificN’nwelNMarkersNinNvitrusaNPlantlMolecularlBiologylReporter[N2018[N
fi[Nihf]iie 1.7 3

8 MicrobiomeNandNMetagenomeNtnalysisNRevealsN‘uanglongbingNtffectsNtheNtbundanceNofNvitrusN
RhizosphereNuacteriaNtssociatedNwithNResistanceNandNxnergyNMetabolismaNHorticulturae[N2021[Nj[Ndhd 2.5 2

7 tNvitrusNPhosphateNStarvationNResponseNyactorNvsP‘γfNNegativelyNRegulatesNvarotenoidN
MetabolismaNPlantlandlCelllPhysiology[N2021[Nie[Ngke]glf 4.9 2

6 ’dentificationNofNaNdelayedNleafNgreeningNgeneNfromNaNmutationNofNpummeloaNSciencelChinalLifel
Sciences[N2021[Nig[Nddih]ddjf 8.5 1

5 zeneticNbackgroundNofNtheNcitrusNlandraceNâ��‘uarongdaoNZhoupiganâ��NrevealedNbyNsimpleNsequenceN
repeatNmarkerNandNgenomicNanalysesaNScientialHorticulturae[N2021[Nekl[Nddcghi 4.1 1

4 MolecularNsignaturesNbetweenNcitrusNandNvandidatusNγiberibacterNasiaticusaNPLoSlPathogens[N2021[N
dj[Nedcdccjd 7.6 1

3 StorageNwithNappleNfruitNtoNimproveNpeelNcolorNandNmaintainNfreshnessNofNNewhallNnavelNorangeaN
ScientialHorticulturae[N2021[Nekj[Nddcegi 4.1 0

2 wevelopmentNofNaNgRNt]tRNtNarrayNofNvR’SPRbvaslNinNcombinationNwithNgraftingNtechniqueNtoN
improveNgene]editingNefficiencyNofNsweetNorangeaNPlantlCelllReports[N2021[Ngc[Neghf]eghi 5.1 0

1 tNplantNvitP’TPdNprotein]codingNexonNsequenceNservesNasNaNpromoterNinNbacteriaaNJournallofl
Biotechnology[N2021[Nffl[Nd]df 3.7
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