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Guidelines for the use and interpretation of assays for monitoring autophagy (3rd edition).
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Accurate prediction of protein structures and interactions using a three-track neural network. 6.0 2,843
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Structure of the Human mTOR Complex | and Its Implications for Rapamycin Inhibition. Molecular Cell,
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Structure, 2015, 23, 571-583. :

Atg29 phosphorylation regulates coordination of the Atgl7-Atg31-Atg29 complex with the Atgl1
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Molecular organization of the COG vesicle tethering complex. Nature Structural and Molecular N 79
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Molecular architecture of the TRAPPIl complex and implications for vesicle tethering. Nature
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Beclin 1-Vps34 complex architecture: Understanding the nuts and bolts of therapeutic targets.
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Molecular architecture of the complete COG tethering complex. Nature Structural and Molecular 3.6 a7
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The 5&€2 Untranslated Region of a Novel Infectious Molecular Clone of the Dicistrovirus Cricket 15 37
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Molecular architecture of the yeast Elongator complex reveals an unexpected asymmetric subunit
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Structural characterization of the<i>Saccharomyces cerevisiae</i>autophagy regulatory complex 43 33
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Molecular interactions of the<i>Saccharomyces cerevisiae</i>Atgl complex provide insights into

assembly and regulatory mechanisms. Autophagy, 2015, 11, 891-905.

The Gene Transfer Agent RcGTA Contains Head Spikes Needed for Binding to the Rhodobacter

capsulatus Polysaccharide Cell Capsule. Journal of Molecular Biology, 2016, 428, 477-491. 2.0 80

Structural insights into the function of Elongator. Cellular and Molecular Life Sciences, 2018, 75,
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Molecular Architecture of Yeast Chromatin Assembly Factor 1. Scientific Reports, 2016, 6, 26702. 1.6 26

Molecular Architecture of the Essential Yeast Histone Acetyltransferase Complex NuA4 Redefines Its
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