
Hamish McWilliam

ListiofiPublicationsibyiCitations

Source:ihttps:yyexalyxcomyauthorwpdfy8028316yhamishwmcwilliamwpublicationswbywcitationsxpdf

Version:i2024w04w27i

ThisidocumentihasibeenigeneratedibasedionitheipublicationsiandicitationsirecordedibyiexalyxcomxiFori

theilatestiversioniofithisipublicationilistvivisititheilinkigiveniabovex

TheithirdicolumniisitheiimpactifactorirIFsiofitheijournalvianditheifourthicolumniisitheinumberiofi

citationsiofitheiarticlex

29
papers

40,768
citations

25
h-index

29
g-index

29
ext. papers

48,911
ext. citations

16.8
avg, IF

7.22
L-index



l Paper IF Citations

29 ClustalOWOandOClustalOXOversionOlgigOBioinformaticseO2007eOlmeOlsnqfr 7.2 21333

28 FasteOscalableOgenerationOofOhighfqualityOproteinOmultipleOsequenceOalignmentsOusingOClustalO
OmegagOMolecular Systems BiologyeO2011eOqeOoms 12.2 8587

27 InterProScanOotOgenomefscaleOproteinOfunctionOclassificationgOBioinformaticseO2014eOmieOklmpfni 7.2 3575

26 AOnewObioinformaticsOanalysisOtoolsOframeworkOatOEMBLfEBIgONucleic Acids ResearcheO2010eOmreOWpsofs 20.1 1264

25 AnalysisOToolOWebOServicesOfromOtheOEMBLfEBIgONucleic Acids ResearcheO2013eOnkeOWosqfpii 20.1 1138

24 ReorganizingOtheOproteinOspaceOatOtheOUniversalOProteinOResourceOaUniProtbgONucleic Acids ResearcheO
2012eOnieODqkfo 20.1 1096

23 ActivitiesOatOtheOUniversalOProteinOResourceOaUniProtbgONucleic Acids ResearcheO2014eOnleODkskfr 20.1 1007

22 TheOEMBLfEBIObioinformaticsOwebOandOprogrammaticOtoolsOframeworkgONucleic Acids ResearcheO2015eO
nmeOWorifn 20.1 724

21 TheOIMGThHLAOdatabasegONucleic Acids ResearcheO2013eOnkeODklllfq 20.1 519

20 TheOIMGThHLAOdatabasegONucleic Acids ResearcheO2011eOmseODkkqkfp 20.1 312

19 IPDfftheOImmunoOPolymorphismODatabasegONucleic Acids ResearcheO2013eOnkeODklmnfni 20.1 174

18 IPDfftheOImmunoOPolymorphismODatabasegONucleic Acids ResearcheO2010eOmreODrpmfs 20.1 150

17 TheOIMGThHLAOdatabasegONucleic Acids ResearcheO2009eOmqeODkikmfq 20.1 137

16 EDAMtOanOontologyOofObioinformaticsOoperationseOtypesOofOdataOandOidentifierseOtopicsOandOformatsgO
BioinformaticseO2013eOlseOkmlofml 7.2 126

15 EMBLONucleotideOSequenceODatabaseOinOliipgONucleic Acids ResearcheO2007eOmoeODkpfli 20.1 114

14 EMBLONucleotideOSequenceODatabasetOdevelopmentsOinOliiogONucleic Acids ResearcheO2006eOmneODkifo 20.1 76

13 PetabytefscaleOinnovationsOatOtheOEuropeanONucleotideOArchivegONucleic Acids ResearcheO2009eOmqeODksflo20.1 72

Hamish McWilliam

2



12 WebOservicesOatOtheOEuropeanOBioinformaticsOInstitutefliisgONucleic Acids ResearcheO2009eOmqeOWpfki 20.1 60

11 FacingOgrowthOinOtheOEuropeanONucleotideOArchivegONucleic Acids ResearcheO2013eOnkeODmifo 20.1 57

10 ImprovementsOtoOservicesOatOtheOEuropeanONucleotideOArchivegONucleic Acids ResearcheO2010eOmreODmsfno 20.1 47

9 PrioritiesOforOnucleotideOtraceeOsequenceOandOannotationOdataOcaptureOatOtheOEnsemblOTraceOArchiveO
andOtheOEMBLONucleotideOSequenceODatabasegONucleic Acids ResearcheO2008eOmpeODofkl 20.1 39

8 FastOandOefficientOsearchingOofObiologicalOdataOresourcesffusingOEBfeyegOBriefings in BioinformaticseO
2010eOkkeOmqofrn 13.4 33

7 AssemblyOinformationOservicesOinOtheOEuropeanONucleotideOArchivegONucleic Acids ResearcheO2014eO
nleODmrfnm 20.1 28

6 PSIfSearchtOiterativeOHOEfreducedOprofileOSSEARCHOsearchinggOBioinformaticseO2012eOlreOkpoifk 7.2 28

5 TheOEBIOSearchOenginetOprovidingOsearchOandOretrievalOfunctionalityOforObiologicalOdataOfromO
EMBLfEBIgONucleic Acids ResearcheO2015eOnmeOWorofr 20.1 27

4 UKOCropNettOaOcollectionOofOdatabasesOandObioinformaticsOresourcesOforOcropOplantOgenomicsgO
Nucleic Acids ResearcheO2000eOlreOkinfq 20.1 15

3 UsingOEMBLfEBIOServicesOviaOWebOInterfaceOandOProgrammaticallyOviaOWebOServicesgOCurrent 
Protocols in BioinformaticseO2014eOnreOmgklgkfoi 24.2 14

2 NonfredundantOpatentOsequenceOdatabasesOwithOvaluefaddedOannotationsOatOtwoOlevelsgONucleic 
Acids ResearcheO2010eOmreODolfp 20.1 9

1 TheOannotationfenrichedOnonfredundantOpatentOsequenceOdatabasesgODatabase: the Journal of 
Biological Databases and CurationeO2013eOlikmeObatiio 5 7

List of Publications

3


