
Guillaume J Bilodeau

ListgofgPublicationsgbygYearging
DescendinggOrder

Source:ghttps:xxexalyvcomxauthorupdfx8y26743xguillaumeujubilodeauupublicationsubyuyearvpdf

Version:g2y24uy4u26g

ThisgdocumentghasgbeenggeneratedgbasedgongthegpublicationsgandgcitationsgrecordedgbygexalyvcomvgForg

theglatestgversiongofgthisgpublicationglisttgvisitgtheglinkggivengabovev

ThegthirdgcolumngisgthegimpactgfactorgoIFpgofgthegjournaltgandgthegfourthgcolumngisgthegnumbergofg

citationsgofgthegarticlev

59
papers

1,013
citations

19
h-index

30
g-index

65
ext. papers

1,324
ext. citations

3.9
avg, IF

4.33
L-index



j Paper IF Citations

59 HoneyQbeesQasQbiomonitorsQofQenvironmentalQcontaminantseQpathogenseQandQclimateQchangegQ
EcologicaliIndicatorseQ2022eQjlmeQjiqmnp 5.8 7

58 GenomicQbiosurveillanceQdetectsQaQsexualQhybridQinQtheQsuddenQoakQdeathQpathogenggQ
CommunicationsiBiologyeQ2022eQneQmpp 6.7 0

57 —iomonitoringQofQFungalQandQOomyceteQPlantQPathogensQbyQUsingQMetabarcodinggQMethodsiini
MoleculariBiologyeQ2022eQlirflmo 1.4

56 MonitoringQairborneQinoculumQforQimprovedQplantQdiseaseQmanagementgQzQreviewgQAgronomyifori
SustainableiDevelopmenteQ2021eQmjeQj 6.8 1

55 InQSilicoQStudyQSuggestingQtheQ—iasQofQPrimersQChoiceQinQtheQMolecularQIdentificationQofQFungalQ
zerosolsgQJournaliofiFungiitBaselyiSwitzerlandueQ2021eQpeQ 5.6 2

54 GenotypingQbyQsequencingQsuggestsQoverwinteringQofQPeronosporaQdestructorQinQsouthwesternQ
Quˆ'beceQCanadaggQMoleculariPlantiPathologyeQ2021eQ 5.7 1

53 FactorsQInfluencingQtheQOccurrenceQofQOnionQéownyQMildewQaPeronosporaQdestructorbQEpidemicssQ
TrendsQfromQljQYearsQofQObservationalQéatagQAgronomyeQ2020eQjieQplq 3.6 3

52 WholeQGenomeQSequencingQResourceQofQtheQEuropeanQLarchQCankerQPathogenQforQMolecularQ
éiagnosticQMarkerQéevelopmentgQPhytopathologyeQ2020eQjjieQjknnfjknr 3.8 1

51 IdentificationQandQcharacterizationQofQColletotrichumQspeciesQcausingQappleQbitterQrotQinQNewQYorkQ
andQdescriptionQofQCgQnoveboracenseQspgQnovgQScientificiReportseQ2020eQjieQjjiml 4.9 17

50 ComparisonQofQtheQperformanceQofQITSjQandQITSkQasQbarcodesQinQampliconfbasedQsequencingQofQ
bioaerosolsgQPeerJeQ2020eQqeQeqnkl 3.1 23

49 TheQEcobiomicsQprojectsQzdvancingQmetagenomicsQassessmentQofQsoilQhealthQandQfreshwaterQqualityQ
inQCanadagQScienceiofitheiTotaliEnvironmenteQ2020eQpjieQjlnrio 10.2 11

48 MonitoringQofQPrimaryQandQSecondaryQInoculumQbyQRealfTimeQqPCRgQPlantiDiseaseeQ2020eQjimeQljqlfljrj 1.5 3

47 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRgQPLoSiONEeQ2020eQjneQeikkoqol 3.7 10

46 ValidationQofQaQPreformulatedeQFieldQéeployableeQRecombinaseQPolymeraseQzmplificationQzssayQforQ
SpeciesgQPlantseQ2020eQreQ 4.5 2

45 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRQ2020eQjneQeikkoqol

44 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRQ2020eQjneQeikkoqol

43 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRQ2020eQjneQeikkoqol

Guillaume J Bilodeau

2



42 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRQ2020eQjneQeikkoqol

41 InQSituQProcessingQandQEfficientQEnvironmentalQéetectionQaiSPEEébQofQtreeQpestsQandQpathogensQ
usingQpointfoffuseQrealftimeQPCRQ2020eQjneQeikkoqol

40 HighfresolutionQbiomonitoringQofQplantQpathogensQandQplantQspeciesQusingQmetabarcodingQofQpollenQ
pelletQcontentsQcollectedQfromQaQhoneyQbeeQhivegQEnvironmentaliDNAeQ2019eQjeQjnnfjpn 7.6 13

39 ImprovedQdetectionQandQidentificationQofQtheQsuddenQoakQdeathQpathogenQPhytophthoraQramorumQ
andQtheQPortQOrfordQcedarQrootQpathogenQPhytophthoraQlateralisgQPlantiPathologyeQ2019eQoqeQqpqfqqq 2.8 4

38 MitoticQRecombinationQandQRapidQGenomeQEvolutionQinQtheQInvasiveQForestQPathogengQMBioeQ2019eQ
jieQ 7.8 34

37 RecoveryQofQFungalQCellsQfromQzirQSamplessQaQTaleQofQLossQandQGaingQAppliediandiEnvironmentali
MicrobiologyeQ2019eQqneQ 4.8 16

36 —iosurveillanceQofQforestQinsectssQpartQIâ��integrationQandQapplicationQofQgenomicQtoolsQtoQtheQ
surveillanceQofQnonfnativeQforestQinsectsgQJournaliofiPestiScienceeQ2019eQrkeQnjfpi 5.5 22

35 —iosurveillanceQofQforestQinsectssQpartQIIâ��adoptionQofQgenomicQtoolsQbyQendQuserQcommunitiesQandQ
barriersQtoQintegrationgQJournaliofiPestiScienceeQ2019eQrkeQpjfqk 5.5 11

34 HighfThroughputQSequencingQtoQInvestigateQPhytopathogenicQFungalQPropagulesQCaughtQinQ—aitedQ
InsectQTrapsgQJournaliofiFungiitBaselyiSwitzerlandueQ2019eQneQ 5.6 4

33 FungalQaerosolsQatQdairyQfarmsQusingQmolecularQandQcultureQtechniquesgQScienceiofitheiTotali
EnvironmenteQ2019eQonleQknlfkol 10.2 27

32 GenomefEnhancedQéetectionQandQIdentificationQaGEéIbQofQplantQpathogensgQPeerJeQ2018eQoeQemlrk 3.1 15

31 ScreeningQforQExoticQForestQPathogensQtoQIncreaseQSurveyQCapacityQUsingQMetagenomicsgQ
PhytopathologyeQ2018eQjiqeQjnirfjnkj 3.8 16

30 zdvancesQinQéiagnosticsQofQéownyQMildewssQLessonsQLearnedQfromQOtherQOomycetesQandQFutureQ
ChallengesgQPlantiDiseaseeQ2018eQjikeQkonfkpn 1.5 22

29 znQampliconfbasedQsequencingQapproachQforQtheQstudyQofQaeromycologygQJournaliofiXenobioticseQ
2018eQqeQpqji 1 0

28 éetectionQofQéiplodiaQcorticolaQsporesQinQOntarioQandQQuˆ'becQbasedQonQHighQThroughputQ
SequencingQaHTSbQmethodsgQCanadianiJournaliofiPlantiPathologyeQ2018eQmieQlpqflqo 1.6 12

27 —ioaerosolQSamplerQChoiceQShouldQConsiderQEfficiencyQandQzbilityQofQSamplersQToQCoverQMicrobialQ
éiversitygQAppliediandiEnvironmentaliMicrobiologyeQ2018eQqmeQ 4.8 29

26 FungalQbioaerosolsQinQbiomethanizationQfacilitiesgQJournaliofitheiAiriandiWasteiManagementi
AssociationeQ2018eQoqeQjjrqfjkji 2.4 17

25 znQOverviewQofQCanadianQResearchQzctivitiesQonQéiseasesQCausedQbyQPhytophthoraQramorumsQ
ResultseQProgresseQandQChallengesgQPlantiDiseaseeQ2018eQjikeQjkjqfjkll 1.5 5

(2018-2020)

3



24 MetaxakQéatabaseQ—uildersQenablingQtaxonomicQidentificationQfromQmetagenomicQorQmetabarcodingQ
dataQusingQanyQgeneticQmarkergQBioinformaticseQ2018eQlmeQmikpfmill 7.2 26

23 SeparationQandQconcentrationQofQPhytophthoraQramorumQsporangiaQbyQinertialQfocusingQinQcurvingQ
microfluidicQflowsgQMicrofluidicsiandiNanofluidicseQ2017eQkjeQj 2.8 11

22 éevelopmentQandQValidationQofQPolymorphicQMicrosatelliteQLociQforQtheQNzkQLineageQofQ
PhytophthoraQramorumQfromQWholeQGenomeQSequenceQéatagQPlantiDiseaseeQ2017eQjijeQooofopl 1.5 10

21
zQnextQgenerationQsequencingQapproachQwithQaQsuitableQbioinformaticsQworkflowQtoQstudyQfungalQ
diversityQinQbioaerosolsQreleasedQfromQtwoQdifferentQtypesQofQcompostingQplantsgQScienceiofitheiTotali
EnvironmenteQ2017eQoijfoikeQjliofjljm

10.2 42

20 SystematicQéevelopmentQofQPhytophthoraQSpeciesfSpecificQMitochondrialQéiagnosticQMarkersQforQ
EconomicallyQImportantQMembersQofQtheQGenusgQPlantiDiseaseeQ2017eQjijeQjjokfjjpi 1.5 22

19 éevelopmentQofQRealfTimeQIsothermalQzmplificationQzssaysQforQOnfSiteQéetectionQofQPhytophthoraQ
infestansQinQPotatoQLeavesgQPlantiDiseaseeQ2017eQjijeQjkorfjkpp 1.5 31

18 GenomeQznalysisQandQéevelopmentQofQaQMultiplexQTaqManQRealfTimeQPCRQforQSpecificQIdentificationQ
andQéetectionQofQClavibacterQmichiganensisQsubspgQnebraskensisgQPhytopathologyeQ2016eQjioeQjmplfjmqn 3.8 9

17 znthropogenicQsignatureQinQtheQincidenceQandQdistributionQofQanQemergingQpathogenQofQpoplarsgQ
BiologicaliInvasionseQ2016eQjqeQjjmpfjjoj 2.7 9

16 RealftimeQPCRQidentificationQofQtheQambrosiaQbeetleseQTrypodendronQdomesticumQaLgbQandQ
TrypodendronQlineatumQaOlivierbQaColeopterasQScolytidaebgQJournaliofiAppliediEntomologyeQ2016eQjmieQkrrflip1.7 2

15 éevelopmentQofQPolymorphicQMicrosatelliteQLociQforQPotatoQWartQfromQNextfGenerationQSequenceQ
éatagQPhytopathologyeQ2016eQjioeQolofmm 3.8 11

14 IdentificationQofQtheQéominantQGenotypesQofQPhytophthoraQinfestansQinQCanadaQUsingQRealfTimeQ
PCRQwithQzSOfPCRQzssaysgQPlantiDiseaseeQ2016eQjiieQjmqkfjmrj 1.5 2

13 GenomeQsequencesQofQsixQspeciesQthreateningQforestQecosystemsgQGenomicsiDataeQ2016eQjieQqnfqq 20

12 MolecularQéetectionQofQjiQofQtheQMostQUnwantedQzlienQForestQPathogensQinQCanadaQUsingQ
RealfTimeQPCRgQPLoSiONEeQ2015eQjieQeijlmkon 3.7 41

11 éraftQGenomeQSequenceQofQClavibacterQmichiganensisQsubspgQnebraskensisQStrainQéOz—QlrpeQ
IsolatedQfromQanQInfectedQFieldQCornQPlantQinQManitobaeQCanadagQGenomeiAnnouncementseQ2015eQleQ 9

10 IntegratedQairQstreamQmicromixerQforQperformingQbioanalyticalQassaysQonQaQplasticQchipgQLabioniAiChip
eQ2014eQjmeQlpnifoj 7.2 11

9 RealftimeQPCRQassayQtoQdistinguishQPhytophthoraQramorumQlineagesQusingQtheQcelluloseQbindingQ
elicitorQlectinQaC—ELbQlocusgQCanadianiJournaliofiPlantiPathologyeQ2014eQloeQlopflpo 1.6 12

8 éevelopmentQofQaQmultiplexQassayQforQgenusfQandQspeciesfspecificQdetectionQofQPhytophthoraQbasedQ
onQdifferencesQinQmitochondrialQgeneQordergQPhytopathologyeQ2014eQjimeQpllfmq 3.8 55

7 MembranefbasedQoligonucleotideQarrayQdevelopedQfromQmultipleQmarkersQforQtheQdetectionQofQ
manyQPhytophthoraQspeciesgQPhytopathologyeQ2013eQjileQmlfnm 3.8 20

Guillaume J Bilodeau

4



6 éevelopmentQofQanQassayQforQrapidQdetectionQandQquantificationQofQVerticilliumQdahliaeQinQsoilgQ
PhytopathologyeQ2012eQjikeQlljfml 3.8 112

5 MultiplexQrealftimeQpolymeraseQchainQreactionQaPCRbQforQdetectionQofQPhytophthoraQramorumeQtheQ
causalQagentQofQsuddenQoakQdeathgQCanadianiJournaliofiPlantiPathologyeQ2009eQljeQjrnfkji 1.6 23

4 StandardizingQtheQnomenclatureQforQclonalQlineagesQofQtheQsuddenQoakQdeathQpathogeneQ
PhytophthoraQramorumgQPhytopathologyeQ2009eQrreQprkfn 3.8 83

3 EvaluationQofQmolecularQmarkersQforQPhytophthoraQramorumQdetectionQandQidentificationsQtestingQ
forQspecificityQusingQaQstandardizedQlibraryQofQisolatesgQPhytopathologyeQ2009eQrreQlrifmil 3.8 28

2 éetectionQofQcranberryQfruitQrotQfungiQusingQéNzQarrayQhybridizationgQCanadianiJournaliofiPlanti
PathologyeQ2008eQlieQkkofkmi 1.6 12

1 MolecularQéetectionQofQPhytophthoraQramorumQbyQRealfTimeQPolymeraseQChainQReactionQUsingQ
TaqManeQSY—RQGreeneQandQMolecularQ—eaconsgQPhytopathologyeQ2007eQrpeQolkfmk 3.8 80

List of Publications

5


