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88 TheMzenomesMofMOryzaMsativamMaMhistoryMofMduplicationsaMPLoShBiologyZM2005ZMfZMefk 9.7 695

87 zlobalMgenomeMexpressionManalysisMofMriceMinMresponseMtoMdroughtMandMhigh_salinityMstressesMinM
shootZMflagMleafZMandMpanicleaMPlanthMolecularhBiologyZM2007ZMifZMhld_ick 4.6 227

86 tMglimpseMofMstreptococcalMtoxicMshockMsyndromeMfromMcomparativeMgenomicsMofMSaMsuisMeMvhineseM
isolatesaMPLoShONEZM2007ZMeZMefdh 3.7 204

85 tMtranscriptomicManalysisMofMsuperhybridMriceMLYPlMandMitsMparentsaMProceedingshofhthehNationalh
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84 yattyMLiverMwiseaseMvausedMbyMζigh_tlcohol_ProducingMKlebsiellaMpneumoniaeaMCellhMetabolismZM
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83 StRS_voV_e_PositiveMSputumMandMyecesMtfterMvonversionMofMPharyngealMSamplesMinMPatientsMWithM
vOVIw_dlaMAnnalshofhInternalhMedicineZM2020ZMdjeZMkfe_kfg 8 137

82 tMmicroarrayManalysisMofMtheMriceMtranscriptomeMandMitsMcomparisonMtoMtrabidopsisaMGenomehResearch
ZM2005ZMdhZMdejg_kf 9.7 103

81 SerialManalysisMofMgeneMexpressionMstudyMofMaMhybridMriceMstrainMVLYPlWMandMitsMparentalMcultivarsaM
PlanthPhysiologyZM2005ZMdfkZMdedi_fd 6.6 81

80 MinimumMcoreMgenomeMsequenceMtypingMofMbacterialMpathogensmMaMunifiedMapproachMforMclinicalMandM
publicMhealthMmicrobiologyaMJournalhofhClinicalhMicrobiologyZM2013ZMhdZMehke_ld 9.7 64

79 Intra_hostMdynamicsMofMxbolaMvirusMduringMecdgaMNaturehMicrobiologyZM2016ZMdZMdidhd 26.6 54

78 IdentificationMofMcardiac_relatedMcirculatingMmicroRNtMprofileMinMhumanMchronicMheartMfailureaM
OncotargetZM2016ZMjZMff_gh 3.3 53

77 uioinformaticsMMethodsMforMMassMSpectrometry_uasedMProteomicsMwataMtnalysisaMInternationalh
JournalhofhMolecularhSciencesZM2020ZMedZM 6.3 46

76 wynamicsMofMfecalMmicrobialMcommunitiesMinMchildrenMwithMdiarrheaMofMunknownMetiologyMandM
genomicManalysisMofMassociatedMStreptococcusMlutetiensisaMBMChMicrobiologyZM2013ZMdfZMdgd 4.5 46

75 SequenceMvariationMinMtcdtMandMtcduMofMvlostridiumMdifficilemMSTfjMwithMtruncatedMtcdtMisMaMpotentialM
epidemicMstrainMinMvhinaaMJournalhofhClinicalhMicrobiologyZM2014ZMheZMfeig_jc 9.7 38

74 Type_IVvMsecretionMsystemmMaMnovelMsubclassMofMtypeMIVMsecretionMsystemMVTgSSWMcommonMexistingMinM
gram_positiveMgenusMStreptococcusaMPLoShONEZM2012ZMjZMegiflc 3.7 35

73 wifferentialMgeneMexpressionMinManMeliteMhybridMriceMcultivarMVOryzaMsativaZMLWMandMitsMparentalMlinesM
basedMonMStzxMdataaMBMChPlanthBiologyZM2007ZMjZMgl 5.3 33

72 TvRklassmMaMnewMK_string_basedMalgorithmMforMhumanMandMmouseMTvRMrepertoireMcharacterizationaM
JournalhofhImmunologyZM2015ZMdlgZMggi_hg 5.3 29
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71 SafeMmanagementMofMbodiesMofMdeceasedMpersonsMwithMsuspectedMorMconfirmedMvOVIw_dlmMaMrapidM
systematicMreviewaMBMJhGlobalhHealthZM2020ZMhZM 6.6 29

70 ReducingMexposureMtoMavianMinfluenzaMζjNlaMLancetvhTheZM2013ZMfkdZMdkdh_i 40 29

69 PredictiveMvalueMofMtheMcompositionMofMtheMvaginalMmicrobiotaMinMbacterialMvaginosisZMaMdynamicM
studyMtoMidentifyMrecurrence_relatedMfloraaMScientifichReportsZM2016ZMiZMeiijg 4.9 29

68 Whole_genomeMsequenceMcomparisonMasMaMmethodMforMimprovingMbacterialMspeciesMdefinitionaM
JournalhofhGeneralhandhAppliedhMicrobiologyZM2014ZMicZMjh_k 1.5 28

67 vompleteMgenomeMsequencesMofMMycobacteriumMtuberculosisMstrainsMvvwvhcjlMandMvvwvhckcZM
whichMbelongMtoMtheMueijingMfamilyaMJournalhofhBacteriologyZM2011ZMdlfZMhhld_e 3.5 28

66 NosocomialMtransmissionMofMvlostridiumMdifficileMribotypeMcejMinMaMvhineseMhospitalZMecde_ecdgZM
tracedMbyMwholeMgenomeMsequencingaMBMChGenomicsZM2016ZMdjZMgch 4.5 26

65 vrosstalkMofMMicroRNtsMandMOxidativeMStressMinMtheMPathogenesisMofMvanceraMOxidativehMedicinehandh
CellularhLongevityZM2020ZMececZMegdhfeg 6.7 25

64 xmergenceMofMcarbapenem_resistantMhypervirulentMKlebsiellaMpneumoniaeaMLancethInfectioush
DiseasesvhTheZM2018ZMdkZMef_eg 25.5 25

63 OverexpressionMofMProteinMKinaseMM˛¶MinMtheMPrelimbicMvortexMxnhancesMtheMyormationMofMLong_TermM
yearMMemoryaMNeuropsychopharmacologyZM2015ZMgcZMedgi_hi 8.7 23

62 vomparativeManalysisMofMgeneMexpressionMprofilesMbetweenMcortexMandMthalamusMinMvhineseMfatalM
familialMinsomniaMpatientsaMMolecularhNeurobiologyZM2013ZMgkZMfi_gk 6.2 23

61 IdentificationMofMgenesMandMgenomicMislandsMcorrelatedMwithMhighMpathogenicityMinMStreptococcusM
suisMusingMwholeMgenomeMtilingMmicroarraysaMPLoShONEZM2011ZMiZMedjlkj 3.7 23

60
UltrasmallMNiyeMlayeredMdoubleMhydroxideMstronglyMcoupledMonMatomicallyMdispersedMyevo_NvM
nanoflowersMasMefficientMbifunctionalMcatalystMforMrechargeableMZn_airMbatteryaMSciencehChinah
MaterialsZM2020ZMifZMddke_ddlh

7.1 22

59 tll_opticalMvirtualMprivateMnetworkMandMONUsMcommunicationMinMopticalMOywM_basedMPONMsystemaM
OpticshExpressZM2011ZMdlZMegkdi_ed 3.3 22

58 tMvomprehensiveMReviewMonMSchisandrinMuMandMItsMuiologicalMPropertiesaMOxidativehMedicinehandh
CellularhLongevityZM2020ZMececZMedjejgc 6.7 21

57 Whole_genomeMsequencesMofMfourMMycobacteriumMbovisMuvzMvaccineMstrainsaMJournalhofhBacteriology
ZM2011ZMdlfZMfdhe_f 3.5 21

56 zenomeMsequencingMrevealsMuniqueMmutationsMinMcharacteristicMmetabolicMpathwaysMandMtheM
transferMofMvirulenceMgenesMbetweenMVaMmimicusMandMVaMcholeraeaMPLoShONEZM2011ZMiZMeedell 3.7 20

55 SheddingMlightMonMautophagyMcoordinatingMwithMcellMwallMintegrityMsignalingMtoMgovernMpathogenicityM
ofaMAutophagyZM2020ZMdiZMlcc_ldi 10.2 19

54 microRNt_ell_fpMinhibitsMlaryngealMcancerMcellMgrowthMbyMtargetingMhumanMtelomeraseMreverseM
transcriptaseMmRNtaMMolecularhMedicinehReportsZM2015ZMddZMgigh_l 2.9 18
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53 UltrasensitiveMwNtMhypermethylationMdetectionMusingMplasmaMforMearlyMdetectionMofMNSvLvmMaMstudyM
inMvhineseMpatientsMwithMveryMsmallMnodulesaMClinicalhEpigeneticsZM2020ZMdeZMfl 7.7 17

52 PolymorphismMofMantigenMMPTigMinMMycobacteriumMtuberculosisMstrainsaMJournalhofhClinicalh
MicrobiologyZM2013ZMhdZMdhhk_ie 9.7 17

51 zenomicMsurveillanceMofMvOVIw_dlMcasesMinMueijingaMNaturehCommunicationsZM2020ZMddZMhhcf 17.4 16

50 PhylogenomicManalysisMunravelsMevolutionMofMyellowMfeverMvirusMwithinMhostsaMPLoShNeglectedh
TropicalhDiseasesZM2018ZMdeZMecccijfk 4.8 16

49 vompleteMgenomeMsequencesMofMYersiniaMpestisMfromMnaturalMfociMinMvhinaaMJournalhofhBacteriologyZM
2010ZMdleZMfhhd_e 3.5 15

48 xvaluationMofMdiSpathwuMeacZManMautomatedMdiSMrRNtMgeneMsequenceMdatabaseZMusingMiklM
completeMbacterialMgenomesaMDiagnostichMicrobiologyhandhInfectioushDiseaseZM2014ZMjkZMdch_dh 2.9 14

47 vOVIw_dlMreinfectionMinMtheMpresenceMofMneutralizingMantibodiesaMNationalhSciencehReviewZM2021ZMkZMnwabcci10.8 14

46 RapidMandMSensitiveMSalmonellaMTyphiMwetectionMinMuloodMandMyecalMSamplesMUsingMReverseM
TranscriptionMLoop_MediatedMIsothermalMtmplificationaMFoodbornehPathogenshandhDiseaseZM2015ZMdeZMjjk_ki3.8 13

45 vomparativeMgenomicManalysisMofMurucellaMmelitensisMvaccineMstrainMMhMprovidesMinsightsMintoM
virulenceMattenuationaMPLoShONEZM2013ZMkZMejckhe 3.7 12

44 zlobalMtranscriptionalMprofilingMofMtheMpostmortemMbrainMofMaMpatientMwithMzddgVMgeneticM
vreutzfeldt_JakobMdiseaseaMInternationalhJournalhofhMolecularhMedicineZM2013ZMfdZMiji_kk 4.4 11

43 zenomeMofMζelicobacterMpyloriMstrainMXZejgZManMisolateMfromMaMtibetanMpatientMwithMgastricMcancerMinM
vhinaaMJournalhofhBacteriologyZM2012ZMdlgZMgdgi_j 3.5 11

42 RapidMIdentificationMofMuacterialMSpeciesMtssociatedMwithMuronchiectasisMviaMMetagenomicM
tpproachaMBiomedicalhandhEnvironmentalhSciencesZM2014ZMejZMklk_lcd 1.1 11

41 StructuralMModulationMofMzutMMicrobiotaMinMRatsMwithMtllergicMuronchialMtsthmaMTreatedMwithM
RecuperatingMLungMwecoctionaMBiomedicalhandhEnvironmentalhSciencesZM2016ZMelZMhjg_hkf 1.1 11

40 pstSdMpolymorphismsMofMMycobacteriumMtuberculosisMstrainsMmayMreflectMongoingMimmuneMevasionaM
TuberculosisZM2013ZMlfZMgjh_kd 2.6 11

39
UseMofMgenomeMsequencingMtoMassessMnucleotideMstructureMvariationMofMStaphylococcusMaureusM
strainsMculturedMinMspaceflightMonMShenzhou_XZMunderMsimulatedMmicrogravityMandMonMtheMgroundaM
MicrobiologicalhResearchZM2015ZMdjcZMid_k

5.3 10

38 wetectionMofMζPV_eMandMidentificationMofMnovelMmutationsMbyMwholeMgenomeMsequencingMfromM
biopsiesMofMtwoMpatientsMwithMmultipleMcutaneousMhornsaMJournalhofhClinicalhVirologyZM2007ZMflZMfg_ge 14.5 10

37 zlobalMtranscriptionalMandMphenotypicManalysesMofMxscherichiaMcoliMOdhjmζjMstrainMXuzhouedMandMitsM
pOdhj_SalMcuredMmutantaMPLoShONEZM2013ZMkZMeihgii 3.7 10

36 tnalysesMofMtheMmitochondrialMmutationsMinMtheMvhineseMpatientsMwithMsporadicMvreutzfeldt_JakobM
diseaseaMEuropeanhJournalhofhHumanhGeneticsZM2015ZMefZMki_ld 5.3 9
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35 Two_stepMfitnessMselectionMforMintra_hostMvariationsMinMStRS_voV_eaaMCellhReportsZM2021ZMddcech 10.6 9

34 MINxRVtmMtMyacileMStrategyMforMStRS_voV_eMWhole_zenomeMweepMSequencingMofMvlinicalMSamplesaM
MolecularhCellZM2020ZMkcZMddef_ddfgaeg 17.6 8

33 xLIStMandMvhemiluminescentMxnzymeMImmunoassayMforMSensitiveMandMSpecificMweterminationMofM
LeadMVIIWMinMWaterZMyoodMandMyeedMSamplesaMFoodsZM2020ZMlZM 4.9 8

32
tnMtPxTtLtebethyleneMresponsiveMfactorZMOsxuPklMknockoutMenhancesMadaptationMtoM
direct_seedingMonMwetMlandMandMtoleranceMtoMdroughtMstressMinMriceaMMolecularhGeneticshandhGenomicsZM
2020ZMelhZMlgd_lhi

3.1 8

31 vomparativeManalysisMofMmicrobiomeMbetweenMaccuratelyMidentifiedMdiSMrwNtMandMquantifiedM
bacteriaMinMsimulatedMsamplesaMJournalhofhMedicalhMicrobiologyZM2014ZMifZMgff_ggc 3.2 8

30 tMlargeMscaleMcomparativeMgenomicManalysisMrevealsMinsertionMsitesMforMnewlyMacquiredMgenomicM
islandsMinMbacterialMgenomesaMBMChMicrobiologyZM2011ZMddZMdfh 4.5 8

29 PhylogeneticMstudyMofMclonalMcomplexMVvvWdlkMcapsuleMnullMlocusMVcnlWMgenomesmMtMdistinctiveMgroupM
withinMtheMspeciesMNeisseriaMmeningitidisaMInfectionvhGeneticshandhEvolutionZM2015ZMfgZMfje_j 4.5 7

28 zenomeMsequenceMofMuacillusManthracisMattenuatedMvaccineMstrainMtdiRMusedMforMhumanMinMvhinaaM
JournalhofhBiotechnologyZM2015ZMedcZMdh_i 3.7 7

27 zeneticMdiversityMofMantigensMRvelghcMandMRvcfclMinMMycobacteriumMtuberculosisMstrainsMmayM
reflectMongoingMimmuneMevasionaMFEMShMicrobiologyhLettersZM2013ZMfgjZMjj_ke 2.9 7

26 MappingMandMvalidationMofMsex_linkedMSNPMmarkersMinMtheMswimmingMcrabMPortunusMtrituberculatusaM
AquacultureZM2020ZMhegZMjfheek 4.4 6

25 TheMgenomeMofMVPfZMaMTj_likeMphageMusedMforMtheMtypingMofMVibrioMcholeraeaMArchiveshofhVirologyZM
2013ZMdhkZMdkih_ji 2.6 6

24 SilentMgeographicalMspreadMofMtheMζjNlMvirusMbyMonlineMknowledgeManalysisMofMtheMliveMbirdMtradeM
withMaMdistributedMfocusedMcrawleraMEmerginghMicrobeshandhInfectionsZM2013ZMeZMekl 18.9 6

23 SpecificMRedistributionMofMSevereMtcuteMRespiratoryMSyndromeMvoronavirusMeMVariantsMinMtheM
RespiratoryMSystemMandMIntestinalMTractaMClinicalhInfectioushDiseasesZM2021ZMjfZMeekdg_eekdj 11.6 6

22 aMIEEEhAccessZM2020ZMkZMhldcc_hlddf 3.5 5

21 Single_cellMRNt_seqMunveilsMcriticalMregulatorsMofMhumanMyOXPfYMregulatoryMTMcellMstabilityaMScienceh
BulletinZM2020ZMihZMdddg_ddeg 10.6 5

20
zeneticMcharacterizationMandMfunctionalMimplicationsMofMtheMgeneMclusterMforMselectiveMproteinM
transportMtoMextracellularMmembraneMvesiclesMofMShewanellaMvesiculosaMζMdfaMBiochemicalhandh
BiophysicalhResearchhCommunicationsZM2020ZMheiZMheh_hfd

3.4 5

19 ToxinMt_negativeZMtoxinMu_positiveMvlostridiumMdifficileMinfectionMdiagnosedMbyMpolymeraseMchainM
reactionaMInfectionhControlhandhHospitalhEpidemiologyZM2011ZMfeZMhec_e 2 5

18 zenomicMresearchMforMimportantMpathogenicMbacteriaMinMvhinaaMSciencehinhChinahSerieshC:hLifehSciencesZM
2009ZMheZMhc_if 5
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17 zPtmMtMMicrobialMzeneticMPolymorphismsMtssignmentsMToolMinMMetagenomicMtnalysisMbyMuayesianM
xstimationaMGenomicsvhProteomicshandhBioinformaticsZM2019ZMdjZMdci_ddj 6.5 4

16 zenomicMstudyMofMtheMTypeMIVvMsecretionMsystemMinMvlostridiumMdifficilemMunderstandingMvaMdifficileM
evolutionMviaMhorizontalMgeneMtransferaMGenomeZM2017ZMicZMk_di 2.4 3

15 wynamicsMofMζIV_dMquasispeciesMdiversityMofMparticipantsMonMlong_termMantiretroviralMtherapyMbasedM
onMintrahostMsingle_nucleotideMvariationsaMInternationalhJournalhofhInfectioushDiseasesZM2021ZMdcgZMfci_fdg10.5 3

14 wetectionMofMvlostridiumMdifficileMtoxinMgenesMbyMPvRmMsequenceMvariationMmayMcauseMfalse_negativeM
resultsaMJournalhofhMedicalhMicrobiologyZM2015ZMigZMdlh_dlj 3.2 2

13 TgSPmMaMnovelMtoolMandMdatabaseMforMtypeMIVMsecretionMsystemsMinMbacterialMgenomesaMBiomedicalhandh
EnvironmentalhSciencesZM2013ZMeiZMidg_j 1.1 2

12
xarlyMandMconsecutiveMRT_PvRMtestsMwithMbothMoropharyngealMswabsMandMsputumMcouldMimproveM
testingMyieldMforMpatientsMwithMvOVIw_dlmMtnMobservationMcohortMstudyMinMvhinaaMInternationalh
JournalhofhInfectioushDiseasesZM2021ZMdcjZMege_egi

10.5 2

11 zenomicMvharacteristicsMofMvhineseMuorreliaMburgdorferiMIsolatesaMPLoShONEZM2016ZMddZMecdhfdgl 3.7 2

10 LenticulostriateMarteriesMappearanceMbeforeMthrombectomyMpredictsMgoodMoutcomeMinMacuteMmiddleM
cerebralMarteryMocclusionaMBMChNeurologyZM2020ZMecZMdfl 3.1 2

9 vonservedMalanineMrichMproteinMRvfkjkMinMMycobacteriumMtuberculosisMcontainsMsequenceM
polymorphismsaMTuberculosisZM2014ZMlgZMegh_hd 2.6 1

8 TheMpurifyingMtrendMinMtheMchromosomalMintegronMinMVibrioMcholeraeMstrainsMduringMtheMseventhM
pandemicaMInfectionvhGeneticshandhEvolutionZM2014ZMeiZMegd_l 4.5 1

7 vomparativeMgenomicManalysisMofMxscherichiaMcoliMOdcgmζgMstxeMprophageMrevealsMaMpotentialMnewM
methodMtoMidentifyMvirulenceMfactorsaMGenomeZM2012ZMhhZMilj_jcc 2.4 1

6 ζighMalcohol_producingMcausesMfattyMliverMdiseaseMthroughMeZf_butanediolMfermentationMpathwayaM
GuthMicrobesZM2021ZMdfZMdljlkkf 8.8 1

5 tMsurveyMonMcellularMRNtMeditingMactivityMinMresponseMtoMvandidaMalbicansMinfectionsaMBMChGenomicsZM
2018ZMdlZMgf 4.5 1

4 ReportMonMdhfMsequentialMthree_incisionMrobotic_assistedMpulmonaryMresectionsMbyMaMsingleMsurgeonmM
technicalMdetailsMandMlearningMcurveaMJournalhofhThoracichDiseaseZM2020ZMdeZMjgd_jgk 2.6 0

3 PartialMrecoveryMofMdisturbedMV_JMpairingMprofilesMofMT_cellMreceptorMinMpeopleMlivingMwithMζIVM
receivingMlong_termMantiretroviralMtherapyaMSciencehChinahLifehSciencesZM2021ZMigZMdhe_did 8.5 0

2 MetachronousMprimaryMlungMadenocarcinomasMharboringMdistinctMKRtSMmutationsaMThoracichCancerZM
2020ZMddZMecdk_ecee 3.2

1 tlterationMofMmicrobiotaMandMimmuneMresponseMofMmiceMgavagedMwithMKlebsiellaMoxytocaaaMMicrobesh
andhInfectionZM2022ZMdcgljj 9.3
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