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l Paper IF Citations

149 HigherNlevelsNofNbacterialN NxNinNserumNassociateNwithNsevereNandNfatalNzOVI dhpeeNAllergy:c
EuropeancJournalcofcAllergycandcClinicalcImmunologycN2022cN 9.3 4

148 ExperimentalNevaluationNofNecologicalNprinciplesNtoNunderstandNandNmodulateNtheNoutcomeNofN
bacterialNstrainNcompetitionNinNgutNmicrobiomeseeNISMEcJournalcN2022cN 11.9 1

147 MetagenomicNstrainNdetectionNwithNSameStrqNidentificationNofNaNpersistingNcoreNgutNmicrobiotaN
transferableNbyNfecalNtransplantationeeNMicrobiomecN2022cNhgcNlj 16.6 2

146 WhenNtoNsuspectNcontaminationNratherNthanNcolonizationNdNlessonsNfromNaNputativeNfetalNsheepN
microbiomeeeNGutcMicrobescN2022cNhkcNigglnlh 8.8 0

145 SupplementationNwithNaNprobioticNmixtureNacceleratesNgutNmicrobiomeNmaturationNandNreducesN
intestinalNinflammationNinNextremelyNpretermNinfantseeNCellcHostcandcMicrobecN2022cNjgcNmpmdnhheel 23.4 7

144 ElucidatingNtheNroleNofNtheNgutNmicrobiotaNinNtheNphysiologicalNeffectsNofNdietaryNfibereeNMicrobiomecN
2022cNhgcNnn 16.6 2

143 yreathNvolatileNmetabolomeNrevealsNtheNimpactNofNdietaryNfibresNonNtheNgutNmicrobiotaqNProofNofN
conceptNinNhealthyNvolunteerseeNEBioMedicinecN2022cNogcNhgkglh 8.8 1

142 ImprovingNzhickenNResponsesNtoNGlycoconjugateNVaccinationNxgainsteNFrontierscincMicrobiologycN
2021cNhicNnjklim 5.7 1

141 OverdcellingNfetalNmicrobialNexposureeNCellcN2021cNhokcNlojpdlokh 56.2 5

140 ProsNandNconsqNIsNfaecalNmicrobiotaNtransplantationNaNsafeNandNefficientNtreatmentNoptionNforNgutN
dysbiosisveNAllergy:cEuropeancJournalcofcAllergycandcClinicalcImmunologycN2021cNnmcNijhidijhn 9.3 1

139 EffectivenessNofNProbioticcNPrebioticcNandNSynbioticNSupplementationNtoNImproveNPerinatalNMentalN
HealthNinNMothersqNxNSystematicNReviewNandNMetadxnalysiseNFrontierscincPsychiatrycN2021cNhicNmiihoh 5 12

138
FecalNmicrobialNtransplantationNandNfiberNsupplementationNinNpatientsNwithNsevereNobesityNandN
metabolicNsyndromeqNaNrandomizedNdoubledblindcNplacebodcontrolledNphaseNiNtrialeNNaturecMedicinecN
2021cNincNhinidhinp

50.5 25

137 yiomarkersNforNassessmentNofNintestinalNpermeabilityNinNclinicalNpracticeeNAmericancJournalcofc
PhysiologycscRenalcPhysiologycN2021cNjihcNGhhdGhn 5.1 11

136 NoninvasiveNmonitoringNofNfibreNfermentationNinNhealthyNvolunteersNbyNanalyzingNbreathNvolatileN
metabolitesqNlessonsNfromNtheNFiberTxGNinterventionNstudyeNGutcMicrobescN2021cNhjcNhdhm 8.8 2

135
EfficacyNofNmetforminNandNfermentableNfiberNcombinationNtherapyNinNadolescentsNwithNsevereN
obesityNandNinsulinNresistanceqNstudyNprotocolNforNaNdoubledblindNrandomizedNcontrolledNtrialeNTrialscN
2021cNiicNhko

2.8 2

134
PrebioticNdietaryNfibreNinterventionNimprovesNfecalNmarkersNrelatedNtoNinflammationNinNobeseN
patientsqNresultsNfromNtheNFoodkGutNrandomizedNplacebodcontrolledNtrialeNEuropeancJournalcofc
NutritioncN2021cNmgcNjhlpdjhng

5.2 9

133
speNnovecNspeNnovecNspeNnovecNspeNnoveNandNspeNnovecNfiveNnovelNspeciesNisolatedNfromNtheNvertebrateN
gastrointestinalNtractcNandNproposalNofNsixNsubspeciesNofNadaptedNtoNtheNgastrointestinalNtractNofN
specificNvertebrateNhostseNInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologycN2021cN
nhcN

2.2 6
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132 zompositionNandNFunctionsNofNtheNGutNMicrobiomeNinNPediatricNObesityqNRelationshipsNwithNMarkersN
ofNInsulinNResistanceeNMicroorganismscN2021cNpcN 4.9 3

131 NutritionalNandNecologicalNperspectivesNofNtheNinterrelationshipsNbetweenNdietNandNtheNgutN
microbiomeNinNmultipleNsclerosisqNInsightsNfromNmarmosetseNISciencecN2021cNikcNhgingp 6.1 3

130 xNphilosophicalNperspectiveNonNtheNprenatalNinNuteroNmicrobiomeNdebateeNMicrobiomecN2021cNpcNl 16.6 20

129 InfluenceNofNtheNMediterraneanNdietNonNtheNproductionNofNshortdchainNfattyNacidsNinNwomenNatNriskN
forNbreastNcancerNVLIyREWeNProceedingscofcthecNutritioncSocietycN2020cNnpcN 2.9 2

128 TheNFiberTxGNprojectqNTaggingNdietaryNfibreNintakeNbyNmeasuringNbiomarkersNrelatedNtoNtheNgutN
microbiotaNandNtheirNinterestNforNhealtheNNutritioncBulletincN2020cNklcNlpdml 3.5 8

127 EstablishingNorNExaggeratingNzausalityNforNtheNGutNMicrobiomeqNLessonsNfromNHumanN
MicrobiotadxssociatedNRodentseNCellcN2020cNhogcNiihdiji 56.2 171

126 PrecisionNMicrobiomeNModulationNwithN iscreteN ietaryNFiberNStructuresN irectsNShortdzhainNFattyN
xcidNProductioneNCellcHostcandcMicrobecN2020cNincNjopdkgkeem 23.4 118

125 EcologicalNImportanceNofNzrossdFeedingNofNtheNIntermediateNMetaboliteNhcidPropanediolNbetweenN
yacterialNGutNSymbiontseNAppliedcandcEnvironmentalcMicrobiologycN2020cNomcN 4.8 17

124 TheNEffectNofNIsolatedNandNSyntheticN ietaryNFibersNonNMarkersNofNMetabolicN iseasesNinNHumanN
InterventionNStudiesqNxNSystematicNRevieweNAdvancescincNutritioncN2020cNhhcNkigdkjo 10 11

123
xNtaxonomicNnoteNonNtheNgenusNqN escriptionNofNijNnovelNgeneracNemendedNdescriptionNofNtheNgenusN
yeijerinckNhpghcNandNunionNofNandeNInternationalcJournalcofcSystematiccandcEvolutionarycMicrobiologycN
2020cNngcNinoidiolo

2.2 824

122 TheNGutNMicrobiotaNProfileNinNzhildrenNwithNPraderdWilliNSyndromeeNGenescN2020cNhhcN 4.2 6

121  evelopmentNofNaNRepertoireNandNaNFoodNFrequencyNQuestionnaireNforNEstimatingN ietaryNFiberN
IntakeNzonsideringNPrebioticsqNInputNfromNtheNFiberTxGNProjecteNNutrientscN2020cNhicN 6.7 3

120 MetaboliteNprofilingNrevealsNtheNinteractionNofNchitindglucanNwithNtheNgutNmicrobiotaeNGutcMicrobescN
2020cNhicNhohgljg 8.8 9

119 GutNmicrobiotaNmodulationNwithNlongdchainNcornNbranNarabinoxylanNinNadultsNwithNoverweightNandN
obesityNisNlinkedNtoNanNindividualizedNtemporalNincreaseNinNfecalNpropionateeNMicrobiomecN2020cNocNhho 16.6 30

118 xNPhylogeneticNViewNonNtheNRoleNofNGlycerolNforNGrowthNEnhancementNandNReuterinNFormationNineN
FrontierscincMicrobiologycN2020cNhhcNmghkii 5.7 4

117 GenesNInvolvedNinNGalactooligosaccharideNMetabolismNinNLactobacillusNreuteriNandNTheirNEcologicalN
RoleNinNtheNGastrointestinalNTracteNAppliedcandcEnvironmentalcMicrobiologycN2019cNolcN 4.8 13

116 ImpactNofNFecalNMicrobiotaNTransplantationNonNObesityNandNMetabolicNSyndromedxNSystematicN
RevieweNNutrientscN2019cNhhcN 6.7 83

115  ailyNSamplingNRevealsNPersonalizedN ietdMicrobiomeNxssociationsNinNHumanseNCellcHostcandc
MicrobecN2019cNilcNnopdogieel 23.4 234

(2019-2021)
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114
TheNimportanceNofNsocialNnetworksdxnNecologicalNandNevolutionaryNframeworkNtoNexplainNtheNroleNofN
microbesNinNtheNaetiologyNofNallergyNandNasthmaeNAllergy:cEuropeancJournalcofcAllergycandcClinicalc
ImmunologycN2019cNnkcNiikodiilh

9.3 11

113 FaecalNmicrobiotaNfromNpatientsNwithNcirrhosisNhasNaNlowNcapacityNtoNfermentNnonddigestibleN
carbohydratesNintoNshortdchainNfattyNacidseNLivercInternationalcN2019cNjpcNhkjndhkkn 7.9 47

112 yacterialNxyNtoxinsNinhibitNtheNgrowthNofNgutNbacteriaNbyNtargetingNgangliosidedlikeNglycoconjugateseN
NaturecCommunicationscN2019cNhgcNhjpg 17.4 20

111 EstablishingNWhatNzonstitutesNaNHealthyNHumanNGutNMicrobiomeqNStateNofNtheNSciencecNRegulatoryN
zonsiderationscNandNFutureN irectionseNJournalcofcNutritioncN2019cNhkpcNhooidhopl 4.1 91

110 VoluntaryNwheelNrunningNrevealsNsexdspecificNnociceptiveNfactorsNinNmurineNexperimentalN
autoimmuneNencephalomyelitiseNPaincN2019cNhmgcNongdooh 8 8

109 ProphagesNinNLactobacillusNreuteriNxreNxssociatedNwithNFitnessNTradedOffsNbutNzanNIncreaseN
zompetitivenessNinNtheNGutNEcosystemeNAppliedcandcEnvironmentalcMicrobiologycN2019cNomcN 4.8 15

108 InulindtypeNfructansNimproveNactiveNulcerativeNcolitisNassociatedNwithNmicrobiotaNchangesNandN
increasedNshortdchainNfattyNacidsNlevelseNGutcMicrobescN2019cNhgcNjjkdjln 8.8 53

107 SerinedrichNrepeatNproteinNadhesinsNfromNLactobacillusNreuteriNdisplayNstrainNspecificNglycosylationN
profileseNGlycobiologycN2019cNipcNkldlo 5.8 8

106  ietaryNFructoseNandNMicrobiotad erivedNShortdzhainNFattyNxcidsNPromoteNyacteriophageN
ProductionNinNtheNGutNSymbiontNLactobacillusNreuterieNCellcHostcandcMicrobecN2019cNilcNinjdiokeem 23.4 72

105 SynbioticsNforNImprovedNHumanNHealthqNRecentN evelopmentscNzhallengescNandNOpportunitieseN
AnnualcReviewcofcFoodcSciencecandcTechnologycN2018cNpcNklhdknp 14.7 27

104 ToNengraftNorNnotNtoNengraftqNanNecologicalNframeworkNforNgutNmicrobiomeNmodulationNwithNliveN
microbeseNCurrentcOpinioncincBiotechnologycN2018cNkpcNhipdhjp 11.4 67

103 ResilienceNofNsmallNintestinalNbeneficialNbacteriaNtoNtheNtoxicityNofNsoybeanNoilNfattyNacidseNELifecN2018
cNncN 8.9 10

102 ProbioticNyifidobacteriumNstrainsNandNgalactooligosaccharidesNimproveNintestinalNbarrierNfunctionNinN
obeseNadultsNbutNshowNnoNsynergismNwhenNusedNtogetherNasNsynbioticseNMicrobiomecN2018cNmcNhih 16.6 115

101 TheNevolutionNofNecologicalNfacilitationNwithinNmixeddspeciesNbiofilmsNinNtheNmouseNgastrointestinalN
tracteNISMEcJournalcN2018cNhicNinngdinok 11.9 16

100  ietaryNnondfermentableNfiberNpreventsNautoimmuneNneurologicalNdiseaseNbyNchangingNgutN
metabolicNandNimmuneNstatuseNScientificcReportscN2018cNocNhgkjh 4.9 44

99 TheNImpactNofN ietaryNFiberNonNGutNMicrobiotaNinNHostNHealthNandN iseaseeNCellcHostcandcMicrobecN
2018cNijcNngldnhl 23.4 786

98 RoleNofNtheNgutNmicrobiotaNinNnutritionNandNhealtheNBMJrcThecN2018cNjmhcNkihnp 5.9 597

97 xssociationsNbetweenNinfantNfungalNandNbacterialNdysbiosisNandNchildhoodNatopicNwheezeNinNaN
nonindustrializedNsettingeNJournalcofcAllergycandcClinicalcImmunologycN2018cNhkicNkikdkjkeehg 11.5 105
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96 InsightsNIntoNtheNRelationshipNyetweenNGutNMicrobiotaNandNzolorectalNzancereNCurrentcColorectalc
CancercReportscN2018cNhkcNilhdiml 1 1

95 ExperimentalNevaluationNofNtheNimportanceNofNcolonizationNhistoryNinNearlydlifeNgutNmicrobiotaN
assemblyeNELifecN2018cNncN 8.9 78

94 ModulationNofNtheNGastrointestinalNMicrobiomeNwithNNondigestibleNFermentableNzarbohydratesNToN
ImproveNHumanNHealthN2018cNkljdkoj 6

93 xsymptomaticNIntestinalNzolonizationNwithNProtistNIsNStronglyNxssociatedNwithN istinctNMicrobiomeN
EcologicalNPatternseNMSystemscN2018cNjcN 7.6 56

92 ImpactNofNdietaryNpatternNofNtheNfecalNdonorNonNinNvitroNfermentationNpropertiesNofNwholeNgrainsN
andNbranseNJournalcofcFunctionalcFoodscN2017cNipcNiohdiop 5.1 23

91 ResistantNstarchNcanNimproveNinsulinNsensitivityNindependentlyNofNtheNgutNmicrobiotaeNMicrobiomecN
2017cNlcNhi 16.6 82

90 xNrealdtimeNPzRNassayNforNaccurateNquantificationNofNtheNindividualNmembersNofNtheNxlteredN
SchaedlerNFloraNmicrobiotaNinNgnotobioticNmiceeNJournalcofcMicrobiologicalcMethodscN2017cNhjlcNlidmi 2.8 23

89 ExperimentalNEvaluationNofNHostNxdaptationNofNLactobacillusNreuteriNtoN ifferentNVertebrateN
SpecieseNAppliedcandcEnvironmentalcMicrobiologycN2017cNojcN 4.8 46

88 xNcriticalNassessmentNofNtheNPsterileNwombPNandNPinNuteroNcolonizationPNhypothesesqNimplicationsNforN
researchNonNtheNpioneerNinfantNmicrobiomeeNMicrobiomecN2017cNlcNko 16.6 518

87 PrebioticsNReduceNyodyNFatNandNxlterNIntestinalNMicrobiotaNinNzhildrenNWhoNxreNOverweightNorNWithN
ObesityeNGastroenterologycN2017cNhljcNnhhdnii 13.3 231

86 zoadministrationNofNtheNzampylobacterNjejuniNNdGlycandyasedNVaccineNwithNProbioticsNImprovesN
VaccineNPerformanceNinNyroilerNzhickenseNAppliedcandcEnvironmentalcMicrobiologycN2017cNojcN 4.8 28

85 ModulationNofNtheNGastrointestinalNMicrobiomeNwithNNondigestibleNFermentableNzarbohydratesNToN
ImproveNHumanNHealtheNMicrobiologycSpectrumcN2017cNlcN 8.9 72

84 RandomizedNcontrolledNtrialNonNtheNimpactNofNearlydlifeNinterventionNwithNbifidobacteriaNonNtheN
healthyNinfantNfecalNmicrobiotaNandNmetabolomeeNAmericancJournalcofcClinicalcNutritioncN2017cNhgmcNhinkdhiom7 66

83 LifestylesNinNtransitionqNevolutionNandNnaturalNhistoryNofNtheNgenusNLactobacilluseNFEMScMicrobiologyc
ReviewscN2017cNkhcNSindSko 15.1 213

82 xNgutNpathobiontNsynergizesNwithNtheNmicrobiotaNtoNinstigateNinflammatoryNdiseaseNmarkedNbyN
immunoreactivityNagainstNotherNsymbiontsNbutNnotNitselfeNScientificcReportscN2017cNncNhnngn 4.9 27

81 EngineeringNtheNzampylobacterNjejuniNNdglycanNtoNcreateNanNeffectiveNchickenNvaccineeNScientificc
ReportscN2016cNmcNimlhh 4.9 47

80 TheNMouseNIntestinalNyacterialNzollectionNVmiyzWNprovidesNhostdspecificNinsightNintoNculturedN
diversityNandNfunctionalNpotentialNofNtheNgutNmicrobiotaeNNaturecMicrobiologycN2016cNhcNhmhjh 26.6 222

79
Lowd ensityNLipoproteinNReceptorNSignalingNMediatesNtheNTriglyceridedLoweringNxctionNofN
xkkermansiaNmuciniphilaNinNGeneticdInducedNHyperlipidemiaeNArteriosclerosisrcThrombosisrcandc
VascularcBiologycN2016cNjmcNhkkodlm

9.4 41

(2016-2018)
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78 MucosalNyarrierN epletionNandNLossNofNyacterialN iversityNareNPrimaryNxbnormalitiesNinNPaediatricN
UlcerativeNzolitiseNJournalcofcCrohnlscandcColitiscN2016cNhgcNkmidnh 1.5 123

77 zhallengesNofNmetabolomicsNinNhumanNgutNmicrobiotaNresearcheNInternationalcJournalcofcMedicalc
MicrobiologycN2016cNjgmcNimmdinp 3.7 91

76 SynbioticNapproachNrestoresNintestinalNhomeostasisNandNprolongsNsurvivalNinNleukaemicNmiceNwithN
cachexiaeNISMEcJournalcN2016cNhgcNhklmdng 11.9 100

75
 isparateNMetabolicNResponsesNinNMiceNFedNaNHighdFatN ietNSupplementedNwithNMaized erivedN
Nond igestibleNFeruloylatedNOligodNandNPolysaccharidesNxreNLinkedNtoNzhangesNinNtheNGutN
MicrobiotaeNPLoScONEcN2016cNhhcNeghkmhkk

3.7 30

74 zharacterizationNofNtheNecologicalNroleNofNgenesNmediatingNacidNresistanceNinNLactobacillusNreuteriN
duringNcolonizationNofNtheNgastrointestinalNtracteNEnvironmentalcMicrobiologycN2016cNhocNihnidok 5.2 21

73 TheNFiberNGapNandNtheN isappearingNGutNMicrobiomeqNImplicationsNforNHumanNNutritioneNTrendscinc
EndocrinologycandcMetabolismcN2016cNincNijpdiki 8.8 104

72 HumanNMicrobiotadxssociatedNMiceqNxNModelNwithNzhallengeseNCellcHostcandcMicrobecN2016cNhpcNlnldo 23.4 122

71 StableNEngraftmentNofNyifidobacteriumNlongumNxHhigmNinNtheNHumanNGutN ependsNonN
IndividualizedNFeaturesNofNtheNResidentNMicrobiomeeNCellcHostcandcMicrobecN2016cNigcNlhldlim 23.4 222

70 IntakeNofNLactobacillusNreuteriNimprovesNincretinNandNinsulinNsecretionNinNglucosedtolerantNhumansqNaN
proofNofNconcepteNDiabetescCarecN2015cNjocNhoindjk 14.6 131

69 TheNmicrobiomeNofNuncontactedNxmerindianseNSciencecAdvancescN2015cNhcN 14.3 517

68 InNvivoNselectionNtoNidentifyNbacterialNstrainsNwithNenhancedNecologicalNperformanceNinNsynbioticN
applicationseNAppliedcandcEnvironmentalcMicrobiologycN2015cNohcNiklldml 4.8 37

67 TowardsNaNmoreNcomprehensiveNconceptNforNprebioticseNNaturecReviewscGastroenterologycandc
HepatologycN2015cNhicNjgjdhg 24.2 490

66 xbilityNofNtheNgutNmicrobiotaNtoNproduceNPUFxdderivedNbacterialNmetabolitesqNProofNofNconceptNinN
germdfreeNversusNconventionalizedNmiceeNMolecularcNutritioncandcFoodcResearchcN2015cNlpcNhmgjdhj 5.9 41

65 TheNgutNmicrobiotaNofNruralNpapuaNnewNguineansqNcompositioncNdiversityNpatternscNandNecologicalN
processeseNCellcReportscN2015cNhhcNlindjo 10.6 342

64 IdentificationNandNcharacterizationNofNintestinalNlactobacilliNstrainsNcapableNofNdegradingN
immunotoxicNpeptidesNpresentNinNgluteneNJournalcofcAppliedcMicrobiologycN2015cNhhocNlhldin 4.7 20

63 TheNpandgenomeNofNLactobacillusNreuteriNstrainsNoriginatingNfromNtheNpigNgastrointestinalNtracteNBMCc
GenomicscN2015cNhmcNhgij 4.5 28

62 ResistantNstarchesNforNtheNmanagementNofNmetabolicNdiseaseseNCurrentcOpinioncincClinicalcNutritionc
andcMetaboliccCarecN2015cNhocNllpdml 3.8 58

61 GeneticNdeterminantsNofNreutericyclinNbiosynthesisNinNLactobacillusNreuterieNAppliedcandc
EnvironmentalcMicrobiologycN2015cNohcNigjidkh 4.8 39
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60 MurineNgutNmicrobiotaddietNtrumpsNgeneseNCellcHostcandcMicrobecN2015cNhncNjdl 23.4 23

59
QuantitativeNevaluationNofNsynbioticNstrategiesNtoNimproveNpersistenceNandNmetabolicNactivityNofN
LactobacillusNreuteriN SMNhnpjoNinNtheNhumanNgastrointestinalNtracteNJournalcofcFunctionalcFoodscN
2014cNhgcNoldpk

5.1 23

58 ExposureNtoNaNsocialNstressorNdisruptsNtheNcommunityNstructureNofNtheNcolonicNmucosadassociatedN
microbiotaeNBMCcMicrobiologycN2014cNhkcNhop 4.5 203

57
EffectsNofNaNyeastddriedNmilkNproductNinNcreepNandNphasedhNnurseryNdietsNonNgrowthNperformancecN
circulatingNimmunoglobulinNxcNandNfecalNmicrobiotaNofNnursingNandNnurseryNpigseNJournalcofcAnimalc
SciencecN2014cNpicNklhodjg

0.7 4

56  raftNGenomeNSequenceNofNaNNovelNLactobacillusNsalivariusNStrainNIsolatedNfromNPigleteNGenomec
AnnouncementscN2014cNicN 3

55
HostNgeneticsNandNdietcNbutNnotNimmunoglobulinNxNexpressioncNconvergeNtoNshapeNcompositionalN
featuresNofNtheNgutNmicrobiomeNinNanNadvancedNintercrossNpopulationNofNmiceeNGenomecBiologycN
2014cNhlcNlli

18.3 82

54 FromNpredictionNtoNfunctionNusingNevolutionaryNgenomicsqNhumandspecificNecotypesNofNLactobacillusN
reuteriNhaveNdiverseNprobioticNfunctionseNGenomecBiologycandcEvolutioncN2014cNmcNhnnidop 3.9 62

53 HolobiontNnutritionqNconsideringNtheNroleNofNtheNgastrointestinalNmicrobiotaNinNtheNhealthNbenefitsN
ofNwholeNgrainseNGutcMicrobescN2013cNkcNjkgdm 8.8 25

52  ietdinducedNalterationsNofNhostNcholesterolNmetabolismNareNlikelyNtoNaffectNtheNgutNmicrobiotaN
compositionNinNhamsterseNAppliedcandcEnvironmentalcMicrobiologycN2013cNnpcNlhmdik 4.8 135

51 GutNmicrobiomeNcompositionNisNlinkedNtoNwholeNgraindinducedNimmunologicalNimprovementseNISMEc
JournalcN2013cNncNimpdog 11.9 357

50 In´ vitroNcharacterizationNofNtheNimpactNofNselectedNdietaryNfibersNonNfecalNmicrobiotaNcompositionN
andNshortNchainNfattyNacidNproductioneNAnaerobecN2013cNijcNnkdoh 2.8 162

49 InnateNandNadaptiveNimmunityNinteractNtoNquenchNmicrobiomeNflagellarNmotilityNinNtheNguteNCellcHostc
andcMicrobecN2013cNhkcNlnhdoh 23.4 236

48 MolecularNcharacterizationNofNhostdspecificNbiofilmNformationNinNaNvertebrateNgutNsymbionteNPLoSc
GeneticscN2013cNpcNehggkgln 6 94

47 LongdtermNtemporalNanalysisNofNtheNhumanNfecalNmicrobiotaNrevealedNaNstableNcoreNofNdominantN
bacterialNspecieseNPLoScONEcN2013cNocNempmih 3.7 115

46 SorghumdbasedNdietaryNinterventionNenrichesNFaecalibacteriumNprausnitziiNinNfecalNsamplesNofN
overweightNindividualseNFASEBcJournalcN2013cNincNhglmehi 0.9 3

45 zharacterizationNofNtheNilealNmicrobiotaNinNrejectingNandNnonrejectingNrecipientsNofNsmallNbowelN
transplantseNAmericancJournalcofcTransplantationcN2012cNhicNnljdmi 8.7 109

44 IntestinalNoriginNofNsourdoughNLactobacillusNreuteriNisolatesNasNrevealedNbyNphylogeneticcNgeneticcN
andNphysiologicalNanalysiseNAppliedcandcEnvironmentalcMicrobiologycN2012cNnocNmnnndog 4.8 48

43 EffectNofNcornNdistillersNdriedNgrainsNwithNsolublesNonNgrowthNperformanceNandNhealthNstatusN
indicatorsNinNweanlingNpigseNJournalcofcAnimalcSciencecN2012cNpgcNnpgdogh 0.7 7

(2012-2015)
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42 TheNgenomeNarchitectureNofNtheNzollaborativeNzrossNmouseNgeneticNreferenceNpopulationeNGeneticscN
2012cNhpgcNjopdkgh 4 333

41 EffectsNofNlactoseNandNyeastddriedNmilkNonNgrowthNperformancecNfecalNmicrobiotacNandNimmuneN
parametersNofNnurseryNpigseNJournalcofcAnimalcSciencecN2012cNpgcNjgkpdlp 0.7 13

40 zomparisonNofNtheNzolonizationNxbilityNofNxutochthonousNandNxllochthonousNStrainsNofNLactobacilliN
inNtheNHumanNGastrointestinalNTracteNAdvancescincMicrobiologycN2012cNgicNjppdkgp 0.6 36

39
HostdmicrobialNsymbiosisNinNtheNvertebrateNgastrointestinalNtractNandNtheNLactobacillusNreuteriN
paradigmeNProceedingscofcthecNationalcAcademycofcSciencescofcthecUnitedcStatescofcAmericacN2011cN
hgoNSupplNhcNkmkldli

11.5 199

38  ietaryNbetadfructansNreduceNinflammationNinNpatientsNwithNmildNtoNmoderateNUlcerativeNzolitiseN
InflammatorycBowelcDiseasescN2011cNhncNSil 4.5 0

37 StructureNandNfunctionsNofNexopolysaccharideNproducedNbyNgutNcommensalNLactobacillusNreuteriN
hggdijeNISMEcJournalcN2011cNlcNhhhldik 11.9 71

36 GrainNSorghumNLipidsqNExtractioncNzharacterizationcNandNHealthNPotentialeNACScSymposiumcSeriescN
2011cNhkpdhng 0.4 3

35 TheNhumanNgutNmicrobiomeqNecologyNandNrecentNevolutionaryNchangeseNAnnualcReviewcofc
MicrobiologycN2011cNmlcNkhhdip 17.5 460

34  epletionNofNluminalNironNaltersNtheNgutNmicrobiotaNandNpreventsNzrohnUsNdiseasedlikeNileitiseNGutcN
2011cNmgcNjildjj 19.2 198

33  ietaryNseleniumNaffectsNhostNselenoproteomeNexpressionNbyNinfluencingNtheNgutNmicrobiotaeNFASEBc
JournalcN2011cNilcNikpidp 0.9 118

32 TheNevolutionNofNhostNspecializationNinNtheNvertebrateNgutNsymbiontNLactobacillusNreuterieNPLoSc
GeneticscN2011cNncNehgghjhk 6 203

31 yarcodedNpyrosequencingNrevealsNthatNconsumptionNofNgalactooligosaccharidesNresultsNinNaNhighlyN
specificNbifidogenicNresponseNinNhumanseNPLoScONEcN2011cNmcNeiligg 3.7 224

30  iversificationNofNtheNgutNsymbiontNLactobacillusNreuteriNasNaNresultNofNhostddrivenNevolutioneNISMEc
JournalcN2010cNkcNjnndon 11.9 187

29 ResistantNstarchesNtypesNiNandNkNhaveNdifferentialNeffectsNonNtheNcompositionNofNtheNfecalN
microbiotaNinNhumanNsubjectseNPLoScONEcN2010cNlcNehlgkm 3.7 414

28 StraindspecificNdiversityNofNmucusdbindingNproteinsNinNtheNadhesionNandNaggregationNpropertiesNofN
LactobacillusNreuterieNMicrobiologycmUnitedcKingdomncN2010cNhlmcNjjmodjjno 2.9 128

27
IndividualityNinNgutNmicrobiotaNcompositionNisNaNcomplexNpolygenicNtraitNshapedNbyNmultipleN
environmentalNandNhostNgeneticNfactorseNProceedingscofcthecNationalcAcademycofcSciencescofcthec
UnitedcStatescofcAmericacN2010cNhgncNhopjjdo

11.5 859

26 RespondersNandNnondrespondersNtoNprobioticNinterventionsqNhowNcanNweNimproveNtheNoddsveNGutc
MicrobescN2010cNhcNiggdk 8.8 48

25 xNsmallNvariationNinNdietNinfluencesNtheNLactobacillusNstrainNcompositionNinNtheNcropNofNbroilerN
chickenseNSystematiccandcAppliedcMicrobiologycN2010cNjjcNinldoh 4.2 36
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24 xNdoseNdependentNimpactNofNprebioticNgalactooligosaccharidesNonNtheNintestinalNmicrobiotaNofN
healthyNadultseNInternationalcJournalcofcFoodcMicrobiologycN2010cNhkkcNioldpi 5.8 141

23 yifidobacteriumNanimalisNcausesNextensiveNduodenitisNandNmildNcolonicNinflammationNinN
monoassociatedNinterleukindhgddeficientNmiceeNInflammatorycBowelcDiseasescN2009cNhlcNhgiidjh 4.5 43

22 xlterationNofNtheNgastrointestinalNmicrobiotaNofNmiceNbyNedibleNbluedgreenNalgaeeNJournalcofcAppliedc
MicrobiologycN2009cNhgncNhhgodho 4.7 17

21  ietdinducedNmetabolicNimprovementsNinNaNhamsterNmodelNofNhypercholesterolemiaNareNstronglyN
linkedNtoNalterationsNofNtheNgutNmicrobiotaeNAppliedcandcEnvironmentalcMicrobiologycN2009cNnlcNkhnldok 4.8 240

20 EffectsNofNtriclosanNonNtheNnormalNintestinalNmicrobiotaNandNonNsusceptibilityNtoNexperimentalN
murineNcolitiseNFASEBcJournalcN2009cNijcNpnnehg 0.9 4

19
GlucosyltransferaseNxNVGtfxWNandNinulosucraseNVInuWNofNLactobacillusNreuteriNTMWhehgmNcontributeN
toNcellNaggregationcNinNvitroNbiofilmNformationcNandNcolonizationNofNtheNmouseNgastrointestinalNtracteN
MicrobiologycmUnitedcKingdomncN2008cNhlkcNnidog

2.9 103

18 EcologicalNroleNofNlactobacilliNinNtheNgastrointestinalNtractqNimplicationsNforNfundamentalNandN
biomedicalNresearcheNAppliedcandcEnvironmentalcMicrobiologycN2008cNnkcNkpoldpm 4.8 450

17  iscoveringNtheNmolecularNfoundationsNofNLactobacillusNautochthonyNinNtheNgastrointestinalNtracteN
JapanesecJournalcofcLacticcAcidcBacteriacN2008cNhpcNpdig 0 1

16  dalanylNesterNdepletionNofNteichoicNacidsNinNLactobacillusNreuteriNhggdijNresultsNinNimpairedN
colonizationNofNtheNmouseNgastrointestinalNtracteNEnvironmentalcMicrobiologycN2007cNpcNhnlgdmg 5.2 91

15 SucroseNutilizationNandNimpactNofNsucroseNonNglycosyltransferaseNexpressionNinNLactobacillusNreuterieN
SystematiccandcAppliedcMicrobiologycN2007cNjgcNkjjdkj 4.2 55

14
xNhighdmoleculardmassNsurfaceNproteinNVLspWNandNmethionineNsulfoxideNreductaseNyNVMsryWN
contributeNtoNtheNecologicalNperformanceNofNLactobacillusNreuteriNinNtheNmurineNguteNAppliedcandc
EnvironmentalcMicrobiologycN2005cNnhcNpnpdom

4.8 99

13 zonstructioncNanalysiscNandNbetadglucanaseNscreeningNofNaNbacterialNartificialNchromosomeNlibraryN
fromNtheNlargedbowelNmicrobiotaNofNmiceeNAppliedcandcEnvironmentalcMicrobiologycN2005cNnhcNijkndlk 4.8 61

12 InducibleNgeneNexpressionNinNLactobacillusNreuteriNLTHlljhNduringNtypeNIINsourdoughNfermentationeN
AppliedcandcEnvironmentalcMicrobiologycN2005cNnhcNlonjdo 4.8 21

11 EcologicalNbehaviorNofNLactobacillusNreuteriNhggdijNisNaffectedNbyNmutationNofNtheNluxSNgeneeNAppliedc
andcEnvironmentalcMicrobiologycN2005cNnhcNokhpdil 4.8 73

10 IncreasedNcomplexityNofNtheNspeciesNcompositionNofNlacticNacidNbacteriaNinNhumanNfecesNrevealedNbyN
alternativeNincubationNconditioneNMicrobialcEcologycN2003cNklcNklldmj 4.4 63

9 IdentificationNofNLactobacillusNreuteriNgenesNspecificallyNinducedNinNtheNmouseNgastrointestinalNtracteN
AppliedcandcEnvironmentalcMicrobiologycN2003cNmpcNigkkdlh 4.8 104

8 MonitoringNtheNbacterialNpopulationNdynamicsNinNsourdoughNfermentationNprocessesNbyNusingN
PzRddenaturingNgradientNgelNelectrophoresiseNAppliedcandcEnvironmentalcMicrobiologycN2003cNmpcNknldoi 4.8 301

7  etectionNofNFusobacteriumNSpeciesNinNHumanNFecesNUsingNGenusdSpecificNPzRNPrimersNandN
 enaturingNGradientNGelNElectrophoresiseNMicrobialcEcologycincHealthcandcDiseasecN2002cNhkcNhipdhji 6
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6
InNvitroNstudyNofNprebioticNpropertiesNofNlevandtypeNexopolysaccharidesNfromNLactobacilliNandN
nonddigestibleNcarbohydratesNusingNdenaturingNgradientNgelNelectrophoresiseNSystematiccandcAppliedc
MicrobiologycN2001cNikcNijidn

4.2 148

5
 etectionNofNLactobacilluscNPediococcuscNLeuconostoccNandNWeissellaNspeciesNinNhumanNfecesNbyN
usingNgroupdspecificNPzRNprimersNandNdenaturingNgradientNgelNelectrophoresiseNAppliedcandc
EnvironmentalcMicrobiologycN2001cNmncNilnodol

4.8 634

4 zharacterizationNofNreutericyclinNproducedNbyNLactobacillusNreuteriNLTHilokeNAppliedcandc
EnvironmentalcMicrobiologycN2000cNmmcNkjildjj 4.8 151

3
 etectionNandNidentificationNofNgastrointestinalNLactobacillusNspeciesNbyNusingNdenaturingNgradientN
gelNelectrophoresisNandNspeciesdspecificNPzRNprimerseNAppliedcandcEnvironmentalcMicrobiologycN2000cN
mmcNipndjgj

4.8 509

2 EstablishingNtheNphenotypicNbasisNofNadherentdinvasiveEscherichiaNcoliVxIEzWNpathogenicityNinN
intestinalNinflammation 3

1 IntraspeciesNstrainNexclusioncNantibioticNpretreatmentcNandNdonorNselectionNcontrolNmicrobiotaN
engraftmentNafterNfecalNtransplantation 2
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