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i Paper IF Citations

174 WholeXgenomeIsequenceIanalysisIunveilsIdifferentIoriginsIofIwuropeanIandIssiaticImouflonIandI
domesticationXrelatedIgenesIinIsheepYICommunicationseBiologyWI2021WIfWIcebi 6.7 2

173 srchaeogeneticIanalysisIofINeolithicIsheepIfromIsnatoliaIsuggestsIaIcomplexIdemographicIhistoryI
sinceIdomesticationYICommunicationseBiologyWI2021WIfWIcdik 6.7 3

172 LocalIadaptationsIofIMediterraneanIsheepIandIgoatsIthroughIanIintegrativeIapproachYIScientifice
ReportsWI2021WIccWIdcehe 4.9 5

171 MitochondrialIgenomesIfromImodernIandIancientITuranoXMongolianIcattleIrevealIanIancientI
diversityIofItaurineImaternalIlineagesIinIwastIssiaYIHeredityWI2021WIcdhWIcbbbXcbbj 3.6 3

170 yenomeXWideIvetectionIofIuopyINumberIVariationsIandITheirIsssociationIWithIvistinctI
PhenotypesIinItheIWorldRsISheepYIFrontierseineGeneticsWI2021WIcdWIhibgjd 4.5 2

169 StructuralIVariantsISelectedIduringIYakIvomesticationI—nferredIfromILongXReadIWholeXyenomeI
SequencingYIMoleculareBiologyeandeEvolutionWI2021WIejWIehihXehjb 8.3 2

168 zistoricalI—ntrogressionIfromIWildIRelativesIwnhancedIulimaticIsdaptationIandIResistanceItoI
PneumoniaIinISheepYIMoleculareBiologyeandeEvolutionWI2021WIejWIjejXjgg 8.3 13

167 snalysisIofIPolycerateIMutantsIRevealsItheIwvolutionaryIuoXoptionIofIzOXvcIforIzornIPatterningI
inItovidaeYIMoleculareBiologyeandeEvolutionWI2021WIejWIddhbXddid 8.3 5

166 SearchIforISelectionISignaturesIRelatedItoITrypanosomosisIToleranceIinIsfricanIyoatsYIFrontierseine
GeneticsWI2021WIcdWIicgied 4.5 2

165 WholeXgenomeIresequencingIofIworldwideIwildIandIdomesticIsheepIelucidatesIgeneticIdiversityWI
introgressionIandIagronomicallyIimportantIlociYIMoleculareBiologyeandeEvolutionWI2021WI 8.3 4

164 OnItheIoriginIofIwuropeanIsheepIasIrevealedIbyItheIdiversityIofItheItalkanIbreedsIandIbyI
optimizingIpopulationXgeneticIanalysisItoolsYIGeneticseSelectioneEvolutionWI2020WIgdWIdg 4.9 25

163 WholeXgenomeIresequencingIofIwildIandIdomesticIsheepIidentifiesIgenesIassociatedIwithI
morphologicalIandIagronomicItraitsYINatureeCommunicationsWI2020WIccWIdjcg 17.4 48

162 snIinsightIintoItheIevolutionaryIhistoryIofI—ndonesianIcattleIassessedIbyIwholeIgenomeIdataI
analysisYIPLoSeONEWI2020WIcgWIebdfcbej 3.7 1

161 UnravelingItheIgeneticIdiversityIofItelgianIMilkISheepIusingImediumXdensityISNPIgenotypesYI
AnimaleGeneticsWI2020WIgcWIdgjXdhg 2.5 12

160 PaternalIOriginsIandIMigratoryIwpisodesIofIvomesticISheepYICurrenteBiologyWI2020WIebWIfbjgXfbkgYeh 6.3 12

159 wvolutionIandIdomesticationIofItheItoviniIspeciesYIAnimaleGeneticsWI2020WIgcWIheiXhgi 2.5 8

158 yeneticIhomogenizationIofIindigenousIsheepIbreedsIinINorthwestIsfricaYIScientificeReportsWI2019WI
kWIikdb 4.9 12
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157 vecipheringItheIpatternsIofIgeneticIadmixtureIandIdiversityIinIsouthernIwuropeanIcattleIusingI
genomeXwideISNPsYIEvolutionaryeApplicationsWI2019WIcdWIkgcXkhe 4.8 14

156 sIuombinedIMultiXuohortIspproachIRevealsINovelIandIKnownIyenomeXWideISelectionISignaturesI
forIWoolITraitsIinIMerinoIandIMerinoXverivedISheepItreedsYIFrontierseineGeneticsWI2019WIcbWIcbdg 4.5 12

155 yenomeXwideISNPIprofilingIofIworldwideIgoatIpopulationsIrevealsIstrongIpartitioningIofIdiversityI
andIhighlightsIpostXdomesticationImigrationIroutesYIGeneticseSelectioneEvolutionWI2018WIgbWIgj 4.9 41

154 PatternsIofIhomozygosityIinIinsularIandIcontinentalIgoatIbreedsYIGeneticseSelectioneEvolutionWI2018WI
gbWIgh 4.9 17

153 —ncompleteIlineageIsortingIratherIthanIhybridizationIexplainsItheIinconsistentIphylogenyIofItheI
wisentYICommunicationseBiologyWI2018WIcWIchk 6.7 40

152 yeneticIhomogeneityIofINorthXsfricanIgoatsYIPLoSeONEWI2018WIceWIebdbdckh 3.7 6

151 TheIgenomeIsequenceIofItheIwisentIStisonIbonasusTYIGigaScienceWI2017WIhWIcXg 7.6 17

150 MicrosatelliteIdiversityIofItheINordicItypeIofIgoatsIinIrelationItoIbreedIconservationlIhowIrelevantI
isIpureIancestryqYIJournaleofeAnimaleBreedingeandeGeneticsWI2017WIcefWIijXjf 2.9 13

149 WholeIMitogenomesIRevealItheIzistoryIofISwampItuffalolI—nitiallyIShapedIbyIylacialIPeriodsIandI
wventuallyIModelledIbyIvomesticationYIScientificeReportsWI2017WIiWIfibj 4.9 22

148 yeneticIoriginWIadmixtureIandIpopulationIhistoryIofIaurochsIStosIprimigeniusTIandIprimitiveI
wuropeanIcattleYIHeredityWI2017WIccjWIchkXcih 3.6 54

147 SpeciesIcompositionIandIenvironmentalIadaptationIofIindigenousIuhineseIcattleYIScientificeReportsWI
2017WIiWIchckh 4.9 56

146 StrongIandIstableIgeographicIdifferentiationIofIswampIbuffaloImaternalIandIpaternalIlineagesI
indicatesIdomesticationIinItheIuhinaa—ndochinaIborderIregionYIMoleculareEcologyWI2016WIdgWIcgebXgb 5.7 39

145 TheIYearIofItheIWisentYIBMCeBiologyWI2016WIcfWIcbb 7.3 3

144 uonservationIofIcattleIgeneticIresourceslItheIroleIofIbreedsYIJournaleofeAgriculturaleScienceWI2015WI
cgeWIcgdXchd 1 23

143 MicrosatelliteIgenotypingIofImedievalIcattleIfromIcentralI—talyIsuggestsIanIoldIoriginIofIuhianinaI
andIRomagnolaIcattleYIFrontierseineGeneticsWI2015WIhWIhj 4.5 9

142 YXchromosomalIvariationIofIlocalIgoatIbreedsIofITurkeyIcloseItoItheIdomesticationIcentreYIJournale
ofeAnimaleBreedingeandeGeneticsWI2015WIcedWIffkXge 2.9 9

141 treedsIofIcattleYI2015WIeeXhh 5

140 MerinoIandIMerinoXderivedIsheepIbreedslIaIgenomeXwideIintercontinentalIstudyYIGeneticseSelectione
EvolutionWI2015WIfiWIhf 4.9 38

(2015-2019)
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139 ProspectsIandIchallengesIforItheIconservationIofIfarmIanimalIgenomicIresourcesWIdbcgXdbdgYI
FrontierseineGeneticsWI2015WIhWIecf 4.5 50

138 YakIwholeXgenomeIresequencingIrevealsIdomesticationIsignaturesIandIprehistoricIpopulationI
expansionsYINatureeCommunicationsWI2015WIhWIcbdje 17.4 116

137 yeneticIaspectsIofIdomesticationYI2015WIckXed 2

136 sdvancingImaternalIageIpredisposesItoImitochondrialIdamageIandIlossIduringImaturationIofI
equineIoocytesIin´ vitroYITheriogenologyWI2014WIjcWIkgkXhg 2.8 40

135 TheIcharacterizationIofIgoatIgeneticIdiversitylITowardsIaIgenomicIapproachYISmalleRuminante
ResearchWI2014WIcdcWIgjXid 1.7 31

134 RevisitingIsxLPIfingerprintingIforIanIunbiasedIassessmentIofIgeneticIstructureIandIdifferentiationI
ofItaurineIandIzebuIcattleYIBMCeGeneticsWI2014WIcgWIfi 2.6 18

133 MetaXsnalysisIofIMitochondrialIvNsIRevealsISeveralIPopulationItottlenecksIduringIWorldwideI
MigrationsIofIuattleYIDiversityWI2014WIhWIcijXcji 2.5 36

132 OnItheIzistoryIofIuattleIyeneticIResourcesYIDiversityWI2014WIhWIibgXigb 2.5 64

131 OnItheIoriginIofItheISlovenianIuikaIcattleYIJournaleofeAnimaleBreedingeandeGeneticsWI2013WIcebWIfjiXkg 2.9 8

130 MolecularItoolsIandIanalyticalIapproachesIforItheIcharacterizationIofIfarmIanimalIgeneticIdiversityYI
AnimaleGeneticsWI2012WIfeWIfjeXgbd 2.5 82

129 PrioritizationIbasedIonIneutralIgeneticIdiversityImayIfailItoIconserveIimportantIcharacteristicsIinI
cattleIbreedsYIJournaleofeAnimaleBreedingeandeGeneticsWI2012WIcdkWIdcjXdg 2.9 10

128 TheIyakIgenomeIandIadaptationItoIlifeIatIhighIaltitudeYINatureeGeneticsWI2012WIffWIkfhXk 36.3 472

127 TheIoriginIofI—ndonesianIcattleIandIconservationIgeneticsIofItheItaliIcattleIbreedYIReproductioneine
DomesticeAnimalsWI2012WIfiISupplIcWIcjXdb 1.6 5

126 yenomeXwideIanalysisIofItheIworldRsIsheepIbreedsIrevealsIhighIlevelsIofIhistoricImixtureIandI
strongIrecentIselectionYIPLoSeBiologyWI2012WIcbWIecbbcdgj 9.7 488

125 vualIoriginsIofIdairyIcattleIfarmingXXevidenceIfromIaIcomprehensiveIsurveyIofIwuropeanI
YXchromosomalIvariationYIPLoSeONEWI2011WIhWIecgkdd 3.7 58

124 PopulationIstudiesIofIciIequineISTRIforIforensicIandIphylogeneticIanalysisYIAnimaleGeneticsWI2011WI
fdWIhdiXee 2.5 44

123 uloacaIprolapseIandIcystitisIinIgreenIiguanaIS—guanaIiguanaTIcausedIbyIaInovelIuryptosporidiumI
speciesYIVeterinaryeParasitologyWI2011WIcigWIchgXi 2.8 23

122 OnItheItreedsIofIuattleâ��zistoricIandIuurrentIulassificationsYIDiversityWI2011WIeWIhhbXhkd 2.5 52
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121 yeneticIcharacterizationIandIstructureIofItheI—talianIPodolianIcattleIbreedIandIitsIrelationshipIwithI
someImajorIwuropeanIbreedsYIItalianeJournaleofeAnimaleScienceWI2011WIcbWIegf 2.2 5

120 YXchromosomalIvariationIconfirmsIindependentIdomesticationsIofIswampIandIriverIbuffaloYIAnimale
GeneticsWI2010WIfcWIfeeXg 2.5 39

119 yeneticIdiversityIinIfarmIanimalsXXaIreviewYIAnimaleGeneticsWI2010WIfcISupplIcWIhXec 2.5 317

118 SpatialITrendsIofIyeneticIVariationIofIvomesticIRuminantsIinIwuropeYIDiversityWI2010WIdWIkedXkfg 2.5 19

117 yeneticIassessmentIofIcaptiveIelephantISwlephasImaximusTIpopulationsIinIThailandYIConservatione
GeneticsWI2010WIccWIedgXeeb 2.6 7

116 OnItheIoriginIofIcattlelIzowIaurochsIbecameIcattleIandIcolonizedItheIworldYIEvolutionarye
AnthropologyWI2010WIckWIcfjXcgi 4.7 139

115 TracingItheIhistoryIofIgoatIpastoralismlInewIcluesIfromImitochondrialIandIYIchromosomeIvNsIinI
NorthIsfricaYIMoleculareBiologyeandeEvolutionWI2009WIdhWIdihgXie 8.3 78

114 xunctionalIuvcdIandaorINKTIcellIinvariantIchainItranscriptIinIhorseWIpigWIsfricanIelephantIandI
guineaIpigWIbutInotIinIruminantsYIMoleculareImmunologyWI2009WIfhWIcfdfXec 4.3 44

113 OnItheIoriginIofI—ndonesianIcattleYIPLoSeONEWI2009WIfWIegfkb 3.7 26

112 PhylogenyIofIYIchromosomesIfromIbovineIspeciesYICladisticsWI2008WIdfWIideXidh 3.5 33

111 wvaluationIandIselectionIofImicrosatelliteImarkersIforIanIidentificationIandIparentageItestIofIssianI
elephantsISwlephasImaximusTYIConservationeGeneticsWI2008WIkWIkdcXkdg 2.6 9

110
sImultiplexIprimerIextensionIassayIforItheIrapidIidentificationIofIpaternalIlineagesIinIdomesticI
goatISuapraIhircusTlILayingItheIfoundationsIforIaIdetailedIcaprineIYIchromosomeIphylogenyYI
MolecularePhylogeneticseandeEvolutionWI2008WIfkWIhheXj

4.1 6

109 vifferentiationIofIwuropeanIcattleIbyIsxLPIfingerprintingYIAnimaleGeneticsWI2007WIejWIhbXh 2.5 41

108 treedIassignmentIofI—talianIcattleIusingIbiallelicIsxLPImarkersYIAnimaleGeneticsWI2007WIejWIcfiXge 2.5 24

107 yeneticIdiversityIandIrelationshipsIofIendangeredISpanishIcattleIbreedsYIJournaleofeHeredityWI2007WI
kjWIhjiXkc 2.4 29

106 wquineIbiochemicalImultipleIacylXuosIdehydrogenaseIdeficiencyISMsvvTIasIaIcauseIofI
rhabdomyolysisYIMoleculareGeneticseandeMetabolismWI2007WIkcWIehdXk 3.7 22

105 uharacterizationIofIeiIbreedXspecificIsingleXnucleotideIpolymorphismsIinIsheepYIJournaleofeHeredity
WI2006WIkiWIgecXf 2.4 22

104 vetectionIofItovineIMeatIandItoneIMealIinIsnimalIxeedIatIaILevelIofIbYcOYIJournaleofeAOACe
INTERNATIONALWI2006WIjkWIcffeXcffh 1.7 10

(2006-2011)
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103 slleleIfrequenciesIandIdiversityIparametersIofIdiIsingleInucleotideIpolymorphismsIwithinIandI
acrossIgoatIbreedsYIMoleculareEcologyeNotesWI2006WIhWIkkdXkki 15

102 yeographicalIpartitioningIofIgoatIdiversityIinIwuropeIandItheIMiddleIwastYIAnimaleGeneticsWI2006WI
eiWIediXef 2.5 145

101 MarkerXassistedIconservationIofIwuropeanIcattleIbreedslIsnIevaluationYIAnimaleGeneticsWI2006WIeiWIfigXjc2.5 59

100 vNsImarkersIforIanimalIandIplantItraceabilityI2006WIcfiXchf

99 RealXtimeIPuRIdetectionIofIruminantIvNsYIJournaleofeFoodeProtectionWI2004WIhiWIggbXf 2.5 41

98 MaternalIandIpaternalIlineagesIinIcrossXbreedingIbovineIspeciesYIzasIwisentIaIhybridIoriginqYI
MoleculareBiologyeandeEvolutionWI2004WIdcWIcchgXib 8.3 116

97 yeneticIanalysisIofIinbreedingIofItwoIstrainsIofItheIparasiticInematodeIzaemonchusIcontortusYI
InternationaleJournaleforeParasitologyWI2004WIefWIcbkXcg 4.3 76

96 snalysisIofIcvNsIsequencesIofIfelineISsssYIAmyloid:etheeInternationaleJournaleofeExperimentaleande
ClinicaleInvestigation:etheeOfficialeJournaleofetheeInternationaleSocietyeofeAmyloidosisWI2004WIccWIejXfe 2.7 11

95 OrganizationIandIconcertedIevolutionIofItheIampliconicIYXchromosomalITSPYIgenesIfromIcattleYI
GenomicsWI2004WIjfWIfhjXif 4.3 18

94 vNsImethodsIforIidentifyingIplantIandIanimalIspeciesIinIfoodI2003WIefXge 14

93 zybridizationIofIbantengIStosIjavanicusTIandIzebuIStosIindicusTIrevealedIbyImitochondrialIvNsWI
satelliteIvNsWIsxLPIandImicrosatellitesYIHeredityWI2003WIkbWIcbXh 3.6 75

92 PaternallyIinheritedImarkersIinIbovineIhybridIpopulationsYIHeredityWI2003WIkcWIghgXk 3.6 25

91 uommentIonILPst—IrepeatWIaIfamilyIofIshortIinterspersedInucleotideIelementISS—NwTXlikeIsequencesI
inItheIgenomesIofIcattleWIgoatWIandIbuffaloLYIGenomeWI2003WIfhWIcifXg 2.4

90 sIdirectISty—IpolymeraseIchainIreactionXrestrictionIfragmentIlengthIpolymorphismISPuRXRxLPTItestI
forItheImyophosphorylaseImutationIinIcattleYITransboundaryeandeEmergingeDiseasesWI2002WIfkWIdjkXkb 7

89 S—NwIretrotranspositionIduringItheIevolutionIofItheIPecoranIruminantsYIJournaleofeMoleculare
EvolutionWI2002WIgfWIkXch 3.1 20

88 yeneticIdistancesIwithinIandIacrossIcattleIbreedsIasIindicatedIbyIbiallelicIsxLPImarkersYIAnimale
GeneticsWI2002WIeeWIdjbXh 2.5 30

87 PhylogenyIofIbovineIspeciesIbasedIonIsxLPIfingerprintingYIHeredityWI2002WIjjWIfhXgc 3.6 85

86 ProcessingIofIovineIcardiacIvalveIallograftslIeYI—mplantationIfollowingIantimicrobialItreatmentIandI
preservationYICelleandeTissueeBankingWI2002WIeWIcbgXck 2.2 4
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85 vifferentiationIofIcattleIspeciesIinIbeefIbyIPuRXRxLPIofImitochondrialIandIsatelliteIvNsYIMeate
ScienceWI2002WIhbWIehgXk 6.4 94

84 MutationIandIrecombinationIinIcattleIsatelliteIvNslIaIfeedbackImodelIforItheIevolutionIofIsatelliteI
vNsIrepeatsYIJournaleofeMoleculareEvolutionWI2001WIgdWIehcXic 3.1 63

83 smplifiedIfragmentIlengthIpolymorphismIanalysisIofIgeneticIdiversityIofIzaemonchusIcontortusI
duringIselectionIforIdrugIresistanceYIInternationaleJournaleforeParasitologyWI2001WIecWIccejXfe 4.3 46

82 MicrosatelliteIvNsIvariationIinItorneanIorangutansISPongoIpygmaeusTYIJournaleofeMedicale
PrimatologyWI2000WIdkWIgiXhd 0.7 12

81
wSTIsequencingIofItheIparasiticInematodeIzaemonchusIcontortusIsuggestsIaIshiftIinIgeneI
expressionIduringItransitionItoItheIparasiticIstagesYIMoleculareandeBiochemicaleParasitologyWI2000WI
ccbWIgeXhj

1.9 50

80 MicrosatelliteIdiversityIofIisolatesIofItheIparasiticInematodeIzaemonchusIcontortusYIMoleculareande
BiochemicaleParasitologyWI2000WIccbWIhkXii 1.9 38

79 TransposonIassociatedImarkersIforItheIparasiticInematodeIzaemonchusIcontortusYIMoleculareande
BiochemicaleParasitologyWI2000WIcbgWIcdiXeg 1.9 10

78 NonXautonomousItransposableIelementsIinItheIgenomeIofItheIparasiticInematodeIzaemonchusI
contortusYIMoleculareandeBiochemicaleParasitologyWI2000WIcbhWIcheXj 1.9 3

77 yeneticImarkersIforItheIparasiticInematodeIzaemonchusIcontortusIbasedIonIintronIsequencesYI
ExperimentaleParasitologyWI2000WIkgWIddhXk 2.1 16

76 SpeciesIoriginIofImilkIinI—talianImozzarellaIandIyreekIfetaIcheeseYIJournaleofeFoodeProtectionWI2000WI
heWIfbjXcc 2.5 50

75 smplifiedXfragmentIlengthIpolymorphismIanalysislItheIstateIofIanIartYIJournaleofeClinicale
MicrobiologyWI1999WIeiWIebjeXkc 9.7 369

74 SatelliteIvNsIpolymorphismsIandIsxLPIcorrelateIwithItosIindicusXtaurusIhybridizationYIAnimale
GeneticsWI1999WIebWIdhgXie 2.5 23

73 uharacterisationIofIaIpolymorphicITccXlikeItransposableIelementIofItheIparasiticInematodeI
zaemonchusIcontortusYIMoleculareandeBiochemicaleParasitologyWI1999WIcbdWIcgiXhh 1.9 12

72 SpeciesIidentificationIbyIoligonucleotideIhybridisationlItheIinfluenceIofIprocessingIofImeatI
productsYIJournaleofetheeScienceeofeFoodeandeAgricultureWI1999WIikWIgeXgi 4.3 31

71 PuRIdetectionIofIlentiviralIysyIsegmentIvNsIinItheIwhiteIbloodIcellsIofIsheepIandIgoatsYI
VeterinaryeResearcheCommunicationsWI1998WIddWIeggXhd 2.9 22

70 SelfXamplificationIofIsatelliteIvNsIinIvitroYIGenomeWI1998WIfcWIfdkXfef 2.4 6

69 MammalianIspeciesIidentificationIbyIinterspersedIrepeatIPuRIfingerprintingYIJournaleofeIndustriale
MicrobiologyeandeBiotechnologyWI1998WIdcWIcdcXcdi 4.2 22

68 SpeciesIidentificationIinImeatIbyIusingIPuRXgeneratedIsatelliteIprobesYIJournaleofeIndustriale
MicrobiologyeandeBiotechnologyWI1998WIdcWIccgXcdb 4.2 33

(1998-2002)
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67 sIsatelliteIvNsIelementIspecificIforIroeIdeerISuapreolusIcapreolusTYIChromosomaWI1998WIcbiWIcXg 2.8 17

66 PolymorphicIvNsImarkersIinItheIgenomeIofIparasiticInematodesYIJournaleofeHelminthologyWI1998WI
idWIdkcXf 1.6 16

65 ThirteenIbovineImicrosatelliteImarkersIthatIareIpolymorphicIinIsheepYIAnimaleGeneticsWI1998WIdkWIfifXg 2.5 1

64 sssignmentIofItheIporcineIlociIforIMYOvcItoIchromosomeIdIandIMYxgItoIchromosomeIgYIAnimale
GeneticsWI1997WIdjWIeiXj 2.5 19

63 sImediumXdensityIgeneticIlinkageImapIofItheIbovineIgenomeYIMammalianeGenomeWI1997WIjWIdcXj 3.2 273

62 uharacterizationWIchromosomalIlocalizationWIandIgeneticIvariationIofItheIporcineIheartIfattyI
acidXbindingIproteinIgeneYIMammalianeGenomeWI1997WIjWIedjXed 3.2 82

61 yeneticIvariationIinItheIporcineImyogeninIgeneIlocusYIMammalianeGenomeWI1997WIjWIghfXj 3.2 38

60 srtiodactylIinterspersedIvNsIrepeatsIinIcetaceanIgenomesYIJournaleofeMoleculareEvolutionWI1997WI
fgWIhhXk 3.1 22

59 PolymorphismsIandIphysicalIlocationsIofIthreeIbovineImicrosatelliteIlocilI—OtTekgWI—OtTgdjWI
—OtTcfbcYIAnimaleGeneticsWI1996WIdiWIddcXd 2.5 4

58 wpitopeImappingIbyIexpressionIofIrestrictionIenzymeIorIPuRIfragmentsIinIbacterialIplasmidsYI
MethodseineMoleculareBiologyWI1996WIhhWIdjiXebi 1.4

57 S—NwIelementsIofIcarnivoresYIMammalianeGenomeWI1995WIhWIfkXgc 3.2 12

56 RapidIspeciesIidentificationIinImeatIbyIusingIsatelliteIvNsIprobesYIZeitschrifteFure
LebensmittelsUntersuchungeUndesForschungWI1995WIdbcWIgiiXjd 31

55 wvolutionIandIrecombinationIofIbovineIvNsIrepeatsYIJournaleofeMoleculareEvolutionWI1995WIfcWIdiiXje 3.1 24

54 TheIapplicationsIofItheIpolymeraseIchainIreactionIinItheIlifeIsciencesYICellulareandeMoleculareBiology
WI1995WIfcWIhbeXcf 1.1 1

53 TheIincidenceIofIminiXIandImicroXsatelliteIrepetitiveIvNsIinItheIcanineIgenomeYITheoreticaleande
AppliedeGeneticsWI1994WIjkWIfbeXh 6 15

52 TheIhumanITXcellIreceptorITuRsuaTuRvuISuIalphaauIdeltaTIregionlIorganizationWIsequenceWIandI
evolutionIofIkiYhIkbIofIvNsYIGenomicsWI1994WIckWIfijXke 4.3 155

51 ShortIinterspersedInuclearIelementISS—NwTIsequencesIofItheItovidaeYIAnimaleGeneticsWI1993WIdfWIeeXk 2.5 90

50 OrganizationIofItheImurineITXcellIreceptorIgammaIlocusYIGenomicsWI1993WIciWIghhXif 4.3 33
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49 RapidIevolutionIofIhorseIsatelliteIvNsYIGenomicsWI1993WIcjWIcceXi 4.3 34

48 tovineIsequencesIinIrodentIvNsYINucleiceAcidseResearchWI1992WIdbWIdjkd 20.1 6

47 —solationIofIsequencesIfromIaIrandomXsequenceIexpressionIlibraryIthatImimicIviralIepitopesYI
JournaleofeImmunologicaleMethodsWI1992WIcgdWIcfkXgi 2.5 25

46 ResiduesIinvolvedIinItheIantigenicIsitesIofItransmissibleIgastroenteritisIcoronavirusISIglycoproteinYI
VirologyWI1991WIcjeWIddgXej 3.6 110

45 —mmunogenicityIofIpeptidesIsimulatingIaIneutralizationIepitopeIofItransmissibleIgastroenteritisI
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