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acidXbindingIproteinIgeneYIMammalianeGenomeWI1997WIjWIedjXed 3.2 82

156 —nvariantIfeaturesIofItheIstructureIofIpancreaticIribonucleaseYIsItestIofIdifferentIpredictiveImodelsYI
JournaleofeMoleculareBiologyWI1977WIcbkWIcjgXke 6.5 81

155 PredictedImembraneItopologyIofItheIcoronavirusIproteinIwcYIBiochemistryWI1986WIdgWIceegXk 3.2 79

154 TracingItheIhistoryIofIgoatIpastoralismlInewIcluesIfromImitochondrialIandIYIchromosomeIvNsIinI
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134
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cfeWIdhkdXj 5.3 50
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guineaIpigWIbutInotIinIruminantsYIMoleculareImmunologyWI2009WIfhWIcfdfXec 4.3 44
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Johannes A Lenstra

6



85 uharacterizationIofIeiIbreedXspecificIsingleXnucleotideIpolymorphismsIinIsheepYIJournaleofeHeredity
WI2006WIkiWIgecXf 2.4 22
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76 TheImajorIproteinsIfromIzeLaIcellsYI—dentificationIandIintracellularIlocalizationYIFEBSeJournalWI1983WI
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75 PatternsIofIhomozygosityIinIinsularIandIcontinentalIgoatIbreedsYIGeneticseSelectioneEvolutionWI2018WI
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72 yenesIforIelongationIfactorIwxXcIalphaIinItheIbrineIshrimpIsrtemiaYIFEBSeLettersWI1983WIcgiWIdkgXk 3.8 16

71 slleleIfrequenciesIandIdiversityIparametersIofIdiIsingleInucleotideIpolymorphismsIwithinIandI
acrossIgoatIbreedsYIMoleculareEcologyeNotesWI2006WIhWIkkdXkki 15
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zaemonchusIcontortusYIMoleculareandeBiochemicaleParasitologyWI1999WIcbdWIcgiXhh 1.9 12
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57 sIuombinedIMultiXuohortIspproachIRevealsINovelIandIKnownIyenomeXWideISelectionISignaturesI
forIWoolITraitsIinIMerinoIandIMerinoXverivedISheepItreedsYIFrontierseineGeneticsWI2019WIcbWIcbdg 4.5 12
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53 PrioritizationIbasedIonIneutralIgeneticIdiversityImayIfailItoIconserveIimportantIcharacteristicsIinI
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50 SequenceIandIstructureIofItheIcoronavirusIpeplomerIproteinYIAdvanceseineExperimentaleMedicinee
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