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PLoS Genetics, 2015, 11, e1005685

RNA-processing proteins regulate Mec1/ATR activation by promoting generation of RPA-coated 6
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52 cerevisiae. ELife, 2015, 4, 89 22

Saccharomyces cerevisiae Rif1 cooperates with MRX-Sae2 in promoting DNA-end resection. EMBO
Reports, 2014, 15, 695-704

o Irreparable telomeric DNA damage and persistent DDR signalling as a shared causative mechanism
5 of cellular senescence and ageing. Current Opinion in Genetics and Development, 2014, 26, 89-95 49
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