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m Paper IF Citations

148 SHysisZNaNpowerfulNsoftwareNplatformNforNanalysesNofNlinkageNdisequilibriumZNhaplotypeN
constructionZNandNgeneticNassociationNatNpolymorphismNlocibNCelldResearchZN2005ZNeiZNmkal 24.7 1736

147 IdentificationNofNlociNassociatedNwithNschizophreniaNbyNgenomeawideNassociationNandNfollowaupbN
NaturedGeneticsZN2008ZNhdZNedigai 36.3 877

146 TheNsequenceNandNdeNnovoNassemblyNofNtheNgiantNpandaNgenomebNNatureZN2010ZNhjgZNgeeak 50.4 864

145 uNpartitionaligationacombinationasubdivisionNyMNalgorithmNforNhaplotypeNinferenceNwithNmultiallelicN
markersnNupdateNofNtheNSHysisNVhttpnccanalysisbbioaxbcnWbNCelldResearchZN2009ZNemZNiemafg 24.7 610

144  enomeawideNassociationNstudyNidentifiesNsusceptibilityNlociNforNpolycysticNovaryNsyndromeNonN
chromosomeNfpejbgZNfpfeNandNmqggbgbNNaturedGeneticsZN2011ZNhgZNiiam 36.3 462

143  enomeawideNassociationNstudyNidentifiesNeightNnewNriskNlociNforNpolycysticNovaryNsyndromebNNatured
GeneticsZN2012ZNhhZNedfdai 36.3 380

142 uNgenomeawideNassociationNstudyNidentifiesNtwoNnewNlungNcancerNsusceptibilityNlociNatNegqefbefNandN
ffqefbfNinNHanNwhinesebNNaturedGeneticsZN2011ZNhgZNkmfaj 36.3 288

141  enomeawideNassociationNanalysisNidentifiesNgdNnewNsusceptibilityNlociNforNschizophreniabNNatured
GeneticsZN2017ZNhmZNeikjaeilg 36.3 272

140  enomeawideNassociationNstudyNinNHanNwhineseNidentifiesNfourNnewNsusceptibilityNlociNforNcoronaryN
arteryNdiseasebNNaturedGeneticsZN2012ZNhhZNlmdah 36.3 243

139 uNgenomeawideNassociationNstudyNidentifiesNnewNsusceptibilityNlociNforNnonacardiaNgastricNcancerNatN
gqegbgeNandNipegbebNNaturedGeneticsZN2011ZNhgZNefeial 36.3 215

138  eneticNvariantsNassociatedNwithNphenytoinarelatedNsevereNcutaneousNadverseNreactionsbNJAMAdsd
JournaldofdthedAmericandMedicaldAssociationZN2014ZNgefZNifiagh 27.4 209

137 wommonNvariantsNonNlpefNandNeqfhbfNconferNriskNofNschizophreniabNNaturedGeneticsZN2011ZNhgZNeffhak 36.3 201

136 RecurrentNgainaofafunctionNUSPlNmutationsNinNwushingUsNdiseasebNCelldResearchZN2015ZNfiZNgdjaek 24.7 189

135 womparativeNgeneticNarchitecturesNofNschizophreniaNinNyastNusianNandNyuropeanNpopulationsbNNatured
GeneticsZN2019ZNieZNejkdaejkl 36.3 185

134 TheNOncourrayNwonsortiumnNuNNetworkNforNUnderstandingNtheN eneticNurchitectureNofNwommonN
wancersbNCancerdEpidemiologydBiomarkersdanddPreventionZN2017ZNfjZNefjaegi 4 183

133  WuSNidentifiesNnovelNsusceptibilityNlociNonNjpfebgfNandNfeqfebgNforNhepatocellularNcarcinomaNinN
chronicNhepatitisNvNvirusNcarriersbNPLoSdGeneticsZN2012ZNlZNeeddfkme 6 142

132 NewNlociNassociatedNwithNchronicNhepatitisNvNvirusNinfectionNinNHanNwhinesebNNaturedGeneticsZN2013ZN
hiZNehmmaidg 36.3 108
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131 ussociationNanalysesNidentifyNmultipleNnewNlungNcancerNsusceptibilityNlociNandNtheirNinteractionsNwithN
smokingNinNtheNwhineseNpopulationbNNaturedGeneticsZN2012ZNhhZNlmiam 36.3 108

130  oldNnanoparticlesNforNhighathroughputNgenotypingNofNlongarangeNhaplotypesbNNatured
NanotechnologyZN2011ZNjZNjgmahh 28.7 97

129 wellNwultureNSystemNforNunalysisNofN eneticNHeterogeneityNWithin´ HepatocellularNwarcinomasNandN
ResponseNtoNPharmacologicNugentsbNGastroenterologyZN2017ZNeifZNfgfafhfbeh 13.3 81

128 TheNgenomeawideNmutationalNlandscapeNofNpituitaryNadenomasbNCelldResearchZN2016ZNfjZNefiiaefim 24.7 81

127 uNgenomeawideNassociationNstudyNidentifiesNtwoNnewNcervicalNcancerNsusceptibilityNlociNatNhqefNandN
ekqefbNNaturedGeneticsZN2013ZNhiZNmelaff 36.3 80

126  enomeawideNassociationNanalysisNidentifiesNthreeNnewNriskNlociNforNgoutNarthritisNinNHanNwhinesebN
NaturedCommunicationsZN2015ZNjZNkdhe 17.4 68

125 xNuNorigamiabasedNshapeNIxsNforNsingleamoleculeNnanomechanicalNgenotypingbNNatured
CommunicationsZN2017ZNlZNehkgl 17.4 62

124 wommonNvariantsNinNmajorNhistocompatibilityNcomplexNregionNandNTwzhNgeneNareNsignificantlyN
associatedNwithNschizophreniaNinNHanNwhinesebNBiologicaldPsychiatryZN2010ZNjlZNjkeag 7.9 62

123 uNgenomeawideNassociationNstudyNidentifiesNtwoNriskNlociNforNcongenitalNheartNmalformationsNinNHanN
whineseNpopulationsbNNaturedGeneticsZN2013ZNhiZNlelafe 36.3 60

122  eneticNvariantsNatNjpfebeNandNkpeibgNareNassociatedNwithNriskNofNmultipleNcancersNinNHanNwhinesebN
AmericandJournaldofdHumandGeneticsZN2012ZNmeZNmflagh 11 59

121 SHysisypiZNaN PUaenhancedNgenomeawideNSNPaSNPNinteractionNscanningNalgorithmZNefficientlyN
revealsNtheNriskNgeneticNepistasisNinNbipolarNdisorderbNCelldResearchZN2010ZNfdZNlihak 24.7 57

120 IdentificationNofNrecurrentNUSPhlNandNvRuzNmutationsNinNwushingUsNdiseasebNNaturedCommunications
ZN2018ZNmZNgeke 17.4 56

119 SHysisPlusZNaNtoolsetNforNgeneticNstudiesNonNpolyploidNspeciesbNScientificdReportsZN2016ZNjZNfhdmi 4.9 55

118 uNcaseacontrolNassociationNstudyNbetweenNtheN RIxeNgeneNandNschizophreniaNinNtheNwhineseN
NorthernNHanNpopulationbNSchizophreniadResearchZN2007ZNmgZNgliamd 3.6 53

117 RecurrentNdeletionsNofNULKhNinNschizophrenianNaNgeneNcrucialNforNneuritogenesisNandNneuronalN
motilitybNJournaldofdCelldScienceZN2014ZNefkZNjgdahd 5.3 52

116 SystematicNpolymorphismNanalysisNofNtheNwYPfxjNgeneNinNfourNdifferentNgeographicalNHanN
populationsNinNmainlandNwhinabNGenomicsZN2008ZNmfZNeifal 4.3 52

115 IdentificationNofNnewNsusceptibilityNlociNforNgastricNnonacardiaNadenocarcinomanNpooledNresultsNfromN
twoNwhineseNgenomeawideNassociationNstudiesbNGutZN2017ZNjjZNileailk 19.2 51

114 wuwNuewZNschizophreniaNandNmajorNdepressiveNdisorderNinNtheNHanNwhineseNpopulationbNBritishd
JournaldofdPsychiatryZN2014ZNfdhZNgjam 5.4 44

(2014-2012)
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113 RareNwNVsNandNtagNSNPsNatNeiqeebfNareNassociatedNwithNschizophreniaNinNtheNHanNwhineseN
populationbNSchizophreniadBulletinZN2013ZNgmZNkefam 1.3 42

112  enomeawideNunalysisNofNtheNRoleNofNwopyNNumberNVariationNinNSchizophreniaNRiskNinNwhinesebN
BiologicaldPsychiatryZN2016ZNldZNggeaggk 7.9 40

111 yffectNofNaerobicNexerciseNandNdietNonNliverNfatNinNpreadiabeticNpatientsNwithN
nonaalcoholicafattyaliveradiseasenNuNrandomizedNcontrolledNtrialbNScientificdReportsZN2017ZNkZNeimif 4.9 40

110 wommonNSNPsNandNhaplotypesNinNx KHNareNassociatedNwithNbipolarNdisorderNandNschizophreniaNinN
theNwhineseNHanNpopulationbNMoleculardPsychiatryZN2011ZNejZNhkgai 15.1 40

109 SusceptibilityNlociNforNmetabolicNsyndromeNandNmetabolicNcomponentsNidentifiedNinNHanNwhinesenNaN
multiastageNgenomeawideNassociationNstudybNJournaldofdCellulardanddMoleculardMedicineZN2017ZNfeZNeedjaeeej5.6 39

108 zamilyabasedNanalysisNofNsusceptibilityNlociNforNpolycysticNovaryNsyndromeNonNchromosomeNfpejbgZN
fpfeNandNmqggbgbNHumandReproductionZN2012ZNfkZNfmhal 5.7 39

107  ermlineNMutationsNinNwxHfgZNyncodingNwadherinaRelatedNfgZNureNussociatedNwithNvothNzamilialN
andNSporadicNPituitaryNudenomasbNAmericandJournaldofdHumandGeneticsZN2017ZNeddZNlekalfg 11 37

106 wNTNuPfNisNsignificantlyNassociatedNwithNschizophreniaNandNmajorNdepressionNinNtheNHanNwhineseN
populationbNPsychiatrydResearchZN2013ZNfdkZNffial 9.9 37

105 MicroRNuaegkNInhibitsNyzNvfNyxpressionNuffectedNbyNaN eneticNVariantNandNIsNyxpressedNuberrantlyN
inNPeripheralNvloodNofNSchizophreniaNPatientsbNEBioMedicineZN2016ZNefZNeggaehf 8.8 35

104 uNgenomeawideNgeneaenvironmentNinteractionNanalysisNforNtobaccoNsmokeNandNlungNcancerN
susceptibilitybNCarcinogenesisZN2014ZNgiZNeiflagi 4.6 35

103 MappingNgenomicNlociNimplicatesNgenesNandNsynapticNbiologyNinNschizophreniabbNNatureZN2022ZN 50.4 35

102 uNgenomeawideNassociationNstudyNidentifiesNaNlocusNonNTyRTNforNmeanNtelomereNlengthNinNHanN
whinesebNPLoSdONEZN2014ZNmZNelidhg 3.7 34

101  enomeawideNassociationNstudyNidentifiesNaNnovelNsusceptibilityNlocusNatNefqfgbeNforNlungNsquamousN
cellNcarcinomaNinNhanNchinesebNPLoSdGeneticsZN2013ZNmZNeeddgemd 6 34

100  eneticsNofNschizophrenianNuNconsensusNpaperNofNtheNWzSvPNTaskNzorceNonN eneticsbNWorlddJournald
ofdBiologicaldPsychiatryZN2017ZNelZNhmfaidi 3.8 33

99  eneticNstructureNaddsNpowerNtoNdetectNschizophreniaNsusceptibilityNatNSLITgNinNtheNwhineseNHanN
populationbNGenomedResearchZN2004ZNehZNeghiam 9.7 33

98 yxomeNurrayNunalysisNIdentifiesNVariantsNinNSPOwxeNandNvTNgufNThatNuffectNRiskNforN astricN
wancerbNGastroenterologyZN2017ZNeifZNfdeeafdfe 13.3 32

97 wommonNvariantsNatNedpefbgeZNedqfebeNandNegqefbegNareNassociatedNwithNsporadicNpituitaryN
adenomabNNaturedGeneticsZN2015ZNhkZNkmgak 36.3 32

96 wommonNvariantsNinNtheNvwLmNgeneNconferringNriskNofNschizophreniabNArchivesdofdGeneraldPsychiatryZN
2011ZNjlZNfgfahd 32
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95 uNpanelNofNancestryNinformativeNmarkersNtoNestimateNandNcorrectNpotentialNeffectsNofNpopulationN
stratificationNinNHanNwhinesebNEuropeandJournaldofdHumandGeneticsZN2014ZNffZNfhlaig 5.3 31

94 LowafrequencyNcodingNvariantsNatNjpfebggNandNfdqeebfeNareNassociatedNwithNlungNcancerNriskNinN
whineseNpopulationsbNAmericandJournaldofdHumandGeneticsZN2015ZNmjZNlgfahd 11 30

93 upoptoticNengulfmentNpathwayNandNschizophreniabNPLoSdONEZN2009ZNhZNejlki 3.7 30

92 ZNzldhuNandNschizophreniaNsusceptibilityNinNusianNpopulationsbNAmericandJournaldofdMedicald
GeneticsdPartdB:dNeuropsychiatricdGeneticsZN2012ZNeimvZNkmhaldf 3.5 28

91 uNmodifierNscreenNidentifiesNasNaNcardiomyopathyNsusceptibilityNgenebNJCIdInsightZN2016ZNeZN 9.9 28

90 TheNMx ueNgeneNconfersNriskNtoNschizophreniaNandNbipolarNdisorderbNSchizophreniadResearchZN2011ZN
efiZNemhafdd 3.6 27

89 uNmetaaanalysisNofNthreeNpolymorphismsNinNtheNendothelialNnitricNoxideNsynthaseNgeneNVNOSgWNandN
theirNeffectNonNtheNriskNofNdiabeticNnephropathybNHumandGeneticsZN2010ZNefkZNgkgale 6.3 25

88 LociNwithNgenomeawideNassociationsNwithNschizophreniaNinNtheNHanNwhineseNpopulationbNBritishd
JournaldofdPsychiatryZN2015ZNfdkZNhmdah 5.4 24

87 zineNmappingNtheNMHwNregionNidentifiedNfourNindependentNvariantsNmodifyingNsusceptibilityNtoN
chronicNhepatitisNvNinNHanNwhinesebNHumandMoleculardGeneticsZN2016ZNfiZNeffiagf 5.6 24

86  enomeawideNassociationNstudyNidentifiesNtwoNriskNlociNforNtuberculosisNinNHanNwhinesebNNatured
CommunicationsZN2018ZNmZNhdkf 17.4 23

85 uNgenomeawideNgeneageneNinteractionNanalysisNidentifiesNanNepistaticNgeneNpairNforNlungNcancerN
susceptibilityNinNHanNwhinesebNCarcinogenesisZN2014ZNgiZNikfak 4.6 22

84 wTLuahNconfersNaNriskNofNrecurrentNschizophreniaZNmajorNdepressiveNdisorderNandNbipolarNdisorderNinN
theNwhineseNHanNpopulationbNBrainrdBehaviorrdanddImmunityZN2011ZNfiZNhfmagg 16.6 22

83  enomicNdissectionNofNhgNserumNurateaassociatedNlociNprovidesNmultipleNinsightsNintoNmolecularN
mechanismsNofNurateNcontrolbNHumandMoleculardGeneticsZN2020ZNfmZNmfgamhg 5.6 20

82 vodyNMassNIndexNandNPolycysticNOvaryNSyndromenNuNfaSampleNvidirectionalNMendelianN
RandomizationNStudybNJournaldofdClinicaldEndocrinologydanddMetabolismZN2020ZNediZN 5.6 18

81
 eneticNassociationNbetweenNNR eNandNschizophreniaZNmajorNdepressiveNdisorderZNbipolarNdisorderN
inNHanNwhineseNpopulationbNAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsZN
2016ZNekevZNhjlakl

3.5 18

80 IdentifyingNtheN enotypesNofNHepatitisNvNVirusNVHvVWNwithNxNuNOrigamiNLabelbNSmallZN2018ZNehZNekdekel 11 17

79  lucoseNandNInsulinaRelatedNTraitsZNTypeNfNxiabetesNandNRiskNofNSchizophrenianNuNMendelianN
RandomizationNStudybNEBioMedicineZN2018ZNghZNelfaell 8.8 17

78  enomeawideNassociationNstudyNinNHanNwhineseNidentifiesNthreeNnovelNlociNforNhumanNheightbNHumand
GeneticsZN2013ZNegfZNjleam 6.3 17

(2013-2014)
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77  enomeawideNassociationNstudiesNidentifyNsusceptibilityNlociNforNepithelialNovarianNcancerNinNeastN
usianNwomenbNGynecologicdOncologyZN2019ZNeigZNghgagii 4.9 16

76
ussociationNbetweenNSRyvzfNgeneNpolymorphismsNandNmetabolicNsyndromeNinNclozapineatreatedN
patientsNwithNschizophreniabNProgressdindNeurosPsychopharmacologydanddBiologicaldPsychiatryZN2015ZN
ijZNegjahe

5.5 16

75  enomeawideNassociationNstudyNofNcervicalNcancerNsuggestsNaNroleNforNuRRxwgNgeneNinNhumanN
papillomavirusNinfectionbNHumandMoleculardGeneticsZN2019ZNflZNgheaghl 5.6 16

74 TheNNVLNgeneNconfersNriskNforNbothNmajorNdepressiveNdisorderNandNschizophreniaNinNtheNHanNwhineseN
populationbNProgressdindNeurosPsychopharmacologydanddBiologicaldPsychiatryZN2015ZNjfZNkaeg 5.5 15

73 ImmunosuppressiveNpotentialNofNfowlNadenovirusNserotypeNhbNPoultrydScienceZN2019ZNmlZNgiehagiff 3.9 14

72 womparisonNofNtheNperformanceNofNIonNTorrentNchipsNinNnoninvasiveNprenatalNtrisomyNdetectionbN
JournaldofdHumandGeneticsZN2014ZNimZNgmgaj 4.3 14

71 ITIHNfamilyNgenesNconferNriskNtoNschizophreniaNandNmajorNdepressiveNdisorderNinNtheNHanNwhineseN
populationbNProgressdindNeurosPsychopharmacologydanddBiologicaldPsychiatryZN2014ZNieZNghal 5.5 13

70 MappingNofNhepaticNexpressionNquantitativeNtraitNlociNVeQTLsWNinNaNHanNwhineseNpopulationbNJournald
ofdMedicaldGeneticsZN2014ZNieZNgemafj 5.8 13

69 PolymorphismsNinN wKRZNSLwekueNandNSLwffuefNwereNassociatedNwithNphenotypeNgoutNinNHanN
whineseNmalesnNaNcaseacontrolNstudybNBMCdMedicaldGeneticsZN2015ZNejZNjj 2.1 12

68 ussociationNstudyNbetweenNpolymorphismsNofNPRMTjZNPyXedZNSOXiZNandNnonobstructiveN
azoospermiaNinNtheNHanNwhineseNpopulationbNBiologydofdReproductionZN2014ZNmdZNmj 3.9 12

67 ReplicationNofN outcUrateNwoncentrationsN WuSNSusceptibilityNLociNussociatedNwithN outNinNaNHanN
whineseNPopulationbNScientificdReportsZN2017ZNkZNhdmh 4.9 12

66 SystematicNyvaluationNofN eneticNVariantsNforNPolycysticNOvaryNSyndromeNinNaNwhineseNPopulationbN
PLoSdONEZN2015ZNedZNedehdjmi 3.7 12

65
unalysisNofNassociationNbetweenNcommonNSNPsNinNyrbvhNandNbipolarNaffectiveNdisorderZNmajorN
depressiveNdisorderNandNschizophreniaNinNtheNHanNwhineseNpopulationbNProgressdind
NeurosPsychopharmacologydanddBiologicaldPsychiatryZN2012ZNgjZNekafe

5.5 12

64 TheNschizophreniaNgeneticsNknowledgebasenNaNcomprehensiveNupdateNofNfindingsNfromNcandidateN
geneNstudiesbNTranslationaldPsychiatryZN2019ZNmZNfdi 8.6 10

63 vothNclassNINandNIINregionsNidentifiedNasNgenomeawideNsignificantNsusceptibilityNlociNforNadultaonsetN
StillUsNdiseaseNinNwhineseNindividualsbNAnnalsdofdthedRheumaticdDiseasesZN2020ZNkmZNejeaejg 2.4 10

62 PolymorphismsNofNreninaangiotensinaaldosteroneNsystemNgeneNinNchineseNhanNpatientsNwithN
nonfamilialNatrialNfibrillationbNPLoSdONEZN2015ZNedZNedeekhlm 3.7 10

61
 eneticNassociationNofNuwSMeNvariationNwithNschizophreniaNandNmajorNdepressiveNdisorderNinNtheN
HanNwhineseNpopulationbNAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsZN
2015ZNejlvZNehham

3.5 10

60  eneticNriskNbetweenNtheNgeneNandNschizophreniaNinNwhineseNUygurNpopulationbNHereditasZN2018ZN
eiiZNi 2.4 9
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59  eneticNvariantsNatNipeiNareNassociatedNwithNriskNandNearlyNonsetNofNgastricNcancerNinNwhineseN
populationsbNCarcinogenesisZN2013ZNghZNfigmahf 4.6 9

58 NoNassociationNofNtheNYWHuyNgeneNwithNschizophreniaZNmajorNdepressiveNdisorderNorNbipolarN
disorderNinNtheNHanNwhineseNpopulationbNBehaviordGeneticsZN2011ZNheZNiikajh 3.2 9

57 StructuralNunalysisNofNtheNSuRSawoVafNOmicronNVariantNProteinsbbNResearchZN2021ZNfdfeZNmkjmilj 7.8 8

56 womparativeNgeneticNarchitecturesNofNschizophreniaNinNyastNusianNandNyuropeanNpopulations 8

55
ussociationNbetweenNSwuPNandNSRyvzeNgeneNpolymorphismsNandNmetabolicNsyndromeNinN
schizophreniaNpatientsNtreatedNwithNatypicalNantipsychoticsbNWorlddJournaldofdBiologicaldPsychiatryZN
2016ZNekZNhjkakh

3.8 8

54  enomeawideNtwoalocusNinteractionNanalysisNidentifiesNmultipleNepistaticNSNPNpairsNthatNconferNriskN
ofNprostateNcancernNuNcrossapopulationNstudybNInternationaldJournaldofdCancerZN2017ZNehdZNfdkiafdlh 7.5 7

53
PredictionNofNcausalNgenesNandNgeneNexpressionNanalysisNofNattentionadeficitNhyperactivityNdisorderN
inNtheNdifferentNbrainNregionZNaNcomprehensiveNintegrativeNanalysisNofNuxHxbNBehaviouraldBraind
ResearchZN2019ZNgjhZNelgaemf

3.4 7

52 uNnewNriskNlocusNinNtheNZyvfNgeneNforNschizophreniaNinNtheNHanNwhineseNpopulationbNProgressdind
NeurosPsychopharmacologydanddBiologicaldPsychiatryZN2016ZNjjZNmkaedg 5.5 7

51 PolymorphismsNinNNR NNareNassociatedNwithNschizophreniaZNmajorNdepressiveNdisorderNandNbipolarN
disorderNinNtheNHanNwhineseNpopulationbNJournaldofdAffectivedDisordersZN2016ZNemhZNeldak 6.6 7

50 TheNwMYuiNgeneNconfersNriskNforNbothNschizophreniaNandNmajorNdepressiveNdisorderNinNtheNHanN
whineseNpopulationbNWorlddJournaldofdBiologicaldPsychiatryZN2014ZNeiZNiigajd 3.8 7

49 ussociationNanalysisNofNtheN RMlNgeneNwithNschizophreniaNinNtheNUygurNwhineseNpopulationbN
HereditasZN2014ZNeieZNehdah 2.4 7

48 ussociationNofNSwNeduNPolymorphismsNwithNtheNRecurrenceNofNutrialNzibrillationNafterNwatheterN
ublationNinNaNwhineseNHanNPopulationbNScientificdReportsZN2017ZNkZNhhddg 4.9 6

47 TheNpathogenicityNofNduckNhepatitisNuNvirusNtypesNeNandNgNonNducklingsbNPoultrydScienceZN2019ZNmlZNjgggajggm3.9 6

46  eneticNanalysisNofNcommonNvariantsNinNtheNZNzldhuNgeneNwithNschizophreniaNandNmajorNdepressiveN
disorderbNPsychiatricdGeneticsZN2018ZNflZNeak 2.9 6

45 ussociationNbetweenNtheNvariabilityNofNtheNuvwuegNgeneNandNtheNriskNofNmajorNdepressiveNdisorderN
andNschizophreniaNinNtheNHanNwhineseNpopulationbNWorlddJournaldofdBiologicaldPsychiatryZN2017ZNelZNiidaiij3.8 5

44 MetaaanalysisNofN uvRvfNpolymorphismsNandNtheNriskNofNschizophreniaNcombinedNwithN WuSNdataN
ofNtheNHanNwhineseNpopulationNandNpsychiatricNgenomicsNconsortiumbNPLoSdONEZN2018ZNegZNedemljmd 3.7 5

43 TheNYWHuyNgeneNconfersNriskNtoNmajorNdepressiveNdisorderNinNtheNmaleNgroupNofNwhineseNHanN
populationbNProgressdindNeurosPsychopharmacologydanddBiologicaldPsychiatryZN2017ZNkkZNekfaekk 5.5 4

42 wommonNvariantsNinNZMIZeNandNnearNN zNconferNriskNforNprimaryNdysmenorrhoeabNNatured
CommunicationsZN2017ZNlZNehmdd 17.4 4

(2017-2013)
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41 wommonNvariantsNinNtheNgeneNareNassociatedNwithNserumNuricNacidNlevelNandNhyperuricemiaNandNgoutN
inNHanNwhinesebNHereditasZN2019ZNeijZNh 2.4 4

40 uNnovelNvariantNassociatedNwithNHxLawNlevelsNbyNmodifyingNxu LvNexpressionNlevelsnNunN
annotationabasedNgenomeawideNassociationNstudybNEuropeandJournaldofdHumandGeneticsZN2018ZNfjZNlglalhk5.3 4

39 uwTNgNisNassociatedNwithNchildrenUsNphysicalNfitnessNinNHanNwhinesebNMoleculardGeneticsdandd
GenomicsZN2019ZNfmhZNhkaij 3.1 4

38 TheNPotentialNyffectNofNuberrantNTestosteroneNLevelsNonNwommonNxiseasesnNuNMendelianN
RandomizationNStudybNGenesZN2020ZNeeZN 4.2 3

37
ussociationNofNfatNmassNandNobesityaassociatedNandNretinitisNpigmentosaNguanosineNtriphosphataseN
V TPaseWNregulatorainteractingNproteinaeNlikeNpolymorphismsNwithNbodyNmassNindexNinNwhineseN
womenbNEndocrinedJournalZN2018ZNjiZNklgakme

2.9 3

36 eRzSVMnNaNhybridNclassifierNtoNpredictNenhancersaintegratingNrandomNforestsNwithNsupportNvectorN
machinesbNHereditasZN2016ZNeigZNj 2.4 3

35
ussociationNstudyNofNNxSTgNgeneNforNschizophreniaZNbipolarNdisorderZNmajorNdepressiveNdisorderNinN
theNHanNwhineseNpopulationbNAmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsZN
2018ZNekkZNgam

3.5 3

34 SLwgmulNisNaNriskNfactorNforNschizophreniaNinNUygurNwhinesenNaNcaseacontrolNstudybNBMCdPsychiatryZN
2019ZNemZNfmg 4.2 2

33 PolymorphismNofNtheN eneNandNxynamicNvalanceNPerformanceNinNHanNwhineseNwhildrenbNHereditasZN
2019ZNeijZNei 2.4 2

32 wommonNvariantsNinNzuNeZNlocatedNinNeiqegbgZNconferNriskNforNschizophreniaNandNbipolarNdisorderNinN
HanNwhinesebNProgressdindNeurosPsychopharmacologydanddBiologicaldPsychiatryZN2020ZNedgZNedmmkg 5.5 2

31 zunctionalNannotationNofNregulatoryNsingleNnucleotideNpolymorphismsNassociatedNwithN
schizophreniabNSchizophreniadResearchZN2020ZNfelZNgfjagfl 3.6 2

30 RoleNplayedNbyNtheNSPhNgeneNinNschizophreniaNandNmajorNdepressiveNdisorderNinNtheNHanNwhineseN
populationbNBritishdJournaldofdPsychiatryZN2016ZNfdlZNhheai 5.4 2

29
unalysisNofNassociationNbetweenNcommonNvariantsNinNtheNSLwOjueNgeneNwithNschizophreniaZNbipolarN
disorderNandNmajorNdepressiveNdisorderNinNtheNHanNwhineseNpopulationbNWorlddJournaldofdBiologicald
PsychiatryZN2016ZNekZNehdaj

3.8 2

28 wommonNvariantsNinNtheNwxHkNgeneNareNassociatedNwithNmajorNdepressiveNdisorderNinNtheNHanN
whineseNpopulationbNBehaviordGeneticsZN2014ZNhhZNmkaede 3.2 2

27 StructuralNwomparisonNandNxrugNScreeningNofNSpikeNProteinsNofNTenNSuRSawoVafNVariantsbbNResearchZN
2022ZNfdffZNmklekil 7.8 2

26  enomicNdissectionNofNhgNserumNurateaassociatedNlociNprovidesNmultipleNinsightsNintoNmolecularN
mechanismsNofNurateNcontrol 2

25 zourNLociNureNussociatedNwithNwardiorespiratoryNzitnessNandNynduranceNPerformanceNinNYoungN
whineseNzemalesbNScientificdReportsZN2020ZNedZNedeek 4.9 2

24 ylevatedNlevelsNofNILaelNassociatedNwithNschizophreniaNandNfirstNepisodeNpsychosisnNuNsystematicN
reviewNandNmetaaanalysisbNMicrobialdBiotechnologyZN2021ZNeiZNlmjamdi 3.3 2
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23 wommonNvariantsNinNQPwTNgeneNconferNriskNofNschizophreniaNinNtheNHanNwhineseNpopulationbN
AmericandJournaldofdMedicaldGeneticsdPartdB:dNeuropsychiatricdGeneticsZN2016ZNekevZNfgkahf 3.5 2

22 VarizuSTnNaNvariantNfilterNbyNautomatedNscoringNbasedNonNtaggedasignaturesbNBMCdBioinformaticsZN
2019ZNfdZNkeg 3.6 2

21 TheNassociationNbetweenNrsefldkldmNpolymorphismNinNneurograninNgeneNandNriskNofNschizophrenianN
uNmetaaanalysisbNMedicinedmUniteddStatesnZN2019ZNmlZNeeliel 1.8 2

20 IdentificationNofNSHuNKfNPathogenicNVariantsNinNaNwhineseNUygurNPopulationNwithNSchizophreniabN
JournaldofdMoleculardNeuroscienceZN2021ZNkeZNeal 3.3 2

19 umpliconNtargetedNresequencingNforNSLwfumNandNSLwffuefNidentifiedNnovelNmutationsNinN
hypouricemiaNsubjectsbNMoleculardGeneticsdkamp;dGenomicdMedicineZN2019ZNkZNeddkff 2.3 1

18
SHysisPwunNaN PUabasedNsoftwareNtoNcorrectNforNpopulationNstratificationNthatNefficientlyN
acceleratesNtheNprocessNforNhandlingNgenomeawideNdatasetsbNJournaldofdGeneticsdanddGenomicsZN2015
ZNhfZNhhiaig

4 1

17 IdentificationNofNrareNandNcommonNvariantsNinNvNIPgLnNaNschizophreniaNsusceptibilityNgenebNHumand
GenomicsZN2020ZNehZNej 6.8 1

16 zineamappingNofNZxHHwfNidentifiesNriskNvariantsNforNschizophreniaNinNtheNHanNwhineseNpopulationbN
MoleculardGeneticsdkamp;dGenomicdMedicineZN2020ZNlZNeeemd 2.3 1

15 NoninvasiveNfetalNtrisomyNdetectionNbyNmultiplexedNsemiconductorNsequencingnNaNbarcodingN
analysisNstrategybNJournaldofdHumandGeneticsZN2016ZNjeZNfhkaif 4.3 1

14 unNevaluationNofNassociationNbetweenNaNnovelNhippocampalNbiologyNrelatedNSNPNVrskfmhmemWNandN
schizophreniabNPLoSdONEZN2013ZNlZNeldjmj 3.7 1

13 MicroRNuNMicroarrayNunalysisNwombinedNwithNInteractionNNetworkNunalysisNtoNInvestigateNtheN
InfluenceNofNwlozapineNtoNMetabolicNSyndromebNInternationaldJournaldofdPharmacologyZN2013ZNmZNgjjagkf 0.7 1

12  eneticNriskNofNclozapineainducedNleukopeniaNandNneutropenianNaNgenomeawideNassociationNstudybN
TranslationaldPsychiatryZN2021ZNeeZNghg 8.6 1

11 xisruptionNofN eneNzunctionNIncreasesNtheNRiskNofNxoxorubicinaInducedNwardiomyopathyNandNHeartN
zailurebNBioMeddResearchdInternationalZN2021ZNfdfeZNlijmmfe 3 1

10 wommonNvariantsNinNSuTvfNareNassociatedNwithNschizophreniaNinNUygurNwhineseNpopulationbN
PsychiatricdGeneticsZN2019ZNfmZNefdaefj 2.9 1

9 wigaretteNsmokingNandNschizophrenianNMendelianNrandomisationNstudybNBritishdJournaldofdPsychiatryZN
2021ZNfelZNmlaedg 5.4 1

8 TransaancestralNdissectionNofNurateaNandNgoutaassociatedNmajorNlociNSLwfumNandNuvw fNrevealsN
primateaspecificNregulatoryNeffectsbNJournaldofdHumandGeneticsZN2021ZNjjZNejeaejm 4.3 1

7 SNXfmZNaNnewNsusceptibilityNgeneNsharedNwithNmajorNmentalNdisordersNinNHanNwhineseNpopulationbN
WorlddJournaldofdBiologicaldPsychiatryZN2021ZNffZNifjaigh 3.8 0

6 RareNandNcommonNvariantsNanalysisNofNtheNyMvNgeneNinNpatientsNwithNschizophreniabNBMCdPsychiatryZN
2020ZNfdZNegi 4.2 0

(2020-2016)
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5 PolymorphismsNandNrareNvariantsNidentifiedNbyNnextagenerationNsequencingNconferNriskNforNlungN
cancerNinNhanNwhineseNpopulationbNPathologydResearchdanddPracticeZN2020ZNfejZNeiflkg 3.4 0

4 ussociationNunalysisNvetweenNwommonNVariantsNofNtheN eneNandNThreeNMentalNxisordersNinNtheNHanN
whineseNPopulationbNGeneticdTestingdanddMoleculardBiomarkersZN2020ZNfhZNjhmajik 1.6 0

3 uNmachineNlearningaassistedNmodelNforNrenalNurateNunderexcretionNwithNgeneticNandNclinicalN
variablesNamongNwhineseNmenNwithNgoutbbNArthritisdResearchdanddTherapyZN2022ZNfhZNjk 5.7 0

2 PredictionNofNfunctionalNregulatoryNelementsNofNbipolarNdisorderNviaNdataNintegrationNanalysisbN
JournaldofdAffectivedDisordersdReportsZN2020ZNeZNedddei 1.4

1 ussociationNanalysisNofNpotentiallyNfunctionalNvariantsNwithinNlpefNwithNschizophreniaNinNtheNHanN
whineseNpopulationbNWorlddJournaldofdBiologicaldPsychiatryZN2021ZNffZNfkagg 3.8
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