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ARTICLE IF CITATIONS

Genome-wide analysis of 102,084 migraine cases identifies 123 risk loci and subtype-specific risk alleles.
Nature Genetics, 2022, 54, 152-160.

A genome-wide meta-analysis identifies 50 genetic loci associated with carpal tunnel syndrome. Nature 12.8 8
Communications, 2022, 13, 1598. :

Mapping genomic loci implicates genes and synaptic biology in schizophrenia. Nature, 2022, 604,
502-508.

Genome-wide association study identifies 48 common genetic variants associated with handedness. 12.0 79
Nature Human Behaviour, 2021, 5, 59-70. :

A meta-analysis uncovers the first sequence variant conferring risk of Bella€™s palsy. Scientific Reports,
2021, 11, 4188.

A genome-wide association study with 1,126,563 individuals identifies new risk loci for Alzheimera€™s 914 430
disease. Nature Genetics, 2021, 53, 1276-1282. :

A genome-wide meta-analysis uncovers six sequence variants conferring risk of vertigo.

Communications Biology, 2021, 4, 1148.

Large genome-wide association study identifies three novel risk variants for restless legs syndrome.

Communications Biology, 2020, 3, 703. 4.4 40



