8

papers

8

all docs

1478505

133 6
citations h-index
8 8
docs citations times ranked

1588992

g-index

221

citing authors



ARTICLE IF CITATIONS

Role of GInR in Controlling Expression of Nitrogen Metabolism Genes in Listeria monocytogenes.
Journal of Bacteriology, 2020, 202, .

Genomed€wide identification of Listeria monocytogenes CodYa€binding sites. Molecular Microbiology, 05 °
2020, 113, 841-858. )

Mycobacterial SigA and SigB Cotranscribe Essential Housekeeping Genes during Exponential Growth.
MBio, 2019, 10, .

Characterization of <i>MycobacteriumAsmegmatis sigF</i> mutant and its regulon: overexpression of
SigF antagonist (<scp>MSMEG</scp>_1803) in <i>M.Asmegmatis</i> mimics <i>sigF</[i> mutant phenotype, 3.0 31
loss of pigmentation, and sensitivity to oxidative stress. MicrobiologyOpen, 2015, 4, 896-916.

Draft Genome Sequences of Five Clinical Methicillin-Resistant Staphylococcus aureus Isolates and a
Methicillin-Resistant Staphylococcus epidermidis Isolate. Genome Announcements, 2015, 3, .

Double Recombinant Mycobacterium bovis BCG Strain for Screening of Primary and Rationale-Based

Antimycobacterial Compounds. Antimicrobial Agents and Chemotherapy, 2014, 58, 1389-1396. 3.2 12

A Simple and Effective Method for Construction of Escherichia coli Strains Proficient for Genome

Engineering. PLoS ONE, 2014, 9, e94266.

Identification and characterization of Rv0494: a fatty acid-responsive protein of the GntR/FadR family

from Mycobacterium tuberculosis. Microbiology (United Kingdom), 2013, 159, 913-923. 1.8 81



