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Psychiatry, 2021, 90, 307-316

A genome-wide association study with 1,126,563 individuals identifies new risk loci for Alzheimer’s
disease. Nature Genetics, 2021, 53, 1276-1282

36.3




(2020-2021)

6 Genetic propensities for verbal and spatial ability have opposite effects on body mass index and
33 risk of schizophrenia. Intelligence, 2021, 88, 101565 3

The Genetic Architecture of Depression in Individuals of East Asian Ancestry: A Genome-Wide
Association Study. JAMA Psychiatry, 2021, 78, 1258-1269

631 Deciphering osteoarthritis genetics across 826,690 individuals from 9 populations. Cell, 2021, 184, 4784-4818.edy

Large-Scale Screening for Monogenic and Clinically Defined Familial Hypercholesterolemia in
Iceland. Arteriosclerosis, Thrombosis, and Vascular Biology, 2021, 41, 2616-2628

629 Differences between germline genomes of monozygotic twins. Nature Genetics, 2021, 53, 27-34 363 24

Cohort profile: Copenhagen Hospital Biobank - Cardiovascular Disease Cohort (CHB-CVDC):
Construction of a large-scale genetic cohort to facilitate a better understanding of heart diseases.
BMJ Open, 2021, 11, e049709

Genetic predisposition to hypertension is associated with preeclampsia in European and Central

627 Asian women. Nature Communications, 2020, 11, 5976 174 30

Habitual sleep disturbances and migraine: a Mendelian randomization study. Annals of Clinical and
Translational Neurology, 2020, 7, 2370-2380

Multi-ancestry GWAS of the electrocardiographic PR interval identifies 202 loci underlying cardiac
conduction. Nature Communications, 2020, 11, 2542

FLT3 stop mutation increases FLT3 ligand level and risk of autoimmune thyroid disease. Nature,
2020, 584, 619-623

Genome-wide association identifies seven loci for pelvic organ prolapse in Iceland and the UK 6
Biobank. Communications Biology, 2020, 3, 129 77

Assessing thyroid cancer risk using polygenic risk scores. Proceedings of the National Academy of
Sciences of the United States of America, 2020, 117, 5997-6002

A genome-wide cross-phenotype meta-analysis of the association of blood pressure with migraine.

621 Nature Communications, 2020, 11, 3368 174

22,

Genetic Risk of Coronary Artery Disease, Features of Atherosclerosis, and Coronary Plaque Burden.
Journal of the American Heart Association, 2020, 9, e014795

Eighty-eight variants highlight the role of T cell regulation and airway remodeling in asthma

619 pathogenesis. Nature Communications, 2020, 11, 393 174 29

Predicted loss and gain of function mutations in ACO1 are associated with erythropoiesis.
Communications Biology, 2020, 3, 189

Genome-wide meta-analysis identifies eight new susceptibility loci for cutaneous squamous cell

617 carcinoma. Nature Communications, 2020, 11, 820 74 13

Association of Copy Number Variation of the 15g11.2 BP1-BP2 Region With Cortical and

Subcortical Morphology and Cognition. JAMA Psychiatry, 2020, 77, 420-430




KARI STEFANSSON
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The mother’s risk of premature death after child loss across two centuries. ELife, 2019, 8,

Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat 6
distribution. Nature Genetics, 2019, 51, 452-469 3 44

Genetic predisposition to mosaic Y chromosome loss in blood. Nature, 2019, 575, 652-657

Brain age prediction using deep learning uncovers associated sequence variants. Nature 36
Communications, 2019, 10, 5409 174
GraphTyper2 enables population-scale genotyping of structural variation using pangenome graphs.
Nature Communications, 2019, 10, 5402

Lipoprotein(a) Concentration and Risks of Cardiovascular Disease and Diabetes. Journal of the

American College of Cardiology, 2019, 74, 2982-2994 151 61

Genomic Relationships, Novel Loci, and Pleiotropic Mechanisms across Eight Psychiatric Disorders.

Cell, 2019, 179, 1469-1482.e11

Association of Whole-Genome and NETRIN1 Signaling Pathway-Derived Polygenic Risk Scores for
Major Depressive Disorder and White Matter Microstructure in the UK Biobank. Biological 3.4 12
Psychiatry: Cognitive Neuroscience and Neuroimaging, 2019, 4, 91-100

Reciprocal White Matter Changes Associated With Copy Number Variation at 15q11.2 BP1-BP2: A

Diffusion Tensor Imaging Study. Biological Psychiatry, 2019, 85, 563-572

Discovery of the first genome-wide significant risk loci For attention deficit/hyperactivity disorder.

Nature Genetics, 2019, 51, 63-75 363 826

Genome-wide meta-analysis identifies new loci and functional pathways influencing Alzheimer’s

disease risk. Nature Genetics, 2019, 51, 404-413

Association studies of up to 1.2 million individuals yield new insights into the genetic etiology of 6 16
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