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k Paper IF Citations

686 liologicalQEclinicalEandEpopulationErelevanceEofEcZElociEforEbloodElipidsSENatureQE2010QEY__QEaUaRVX 50.4 2742

685 qeneticEstudiesEofEbodyEmassEindexEyieldEnewEinsightsEforEobesityEbiologySENatureQE2015QEZVbQEVcaRWU_ 50.4 2687

684 kssociationEanalysesEofEWYcQac_EindividualsErevealEVbEnewElociEassociatedEwithEbodyEmassEindexSE
NaturedGeneticsQE2010QEYWQEcXaRYb 36.3 2267

683 niscoveryEandErefinementEofElociEassociatedEwithElipidElevelsSENaturedGeneticsQE2013QEYZQEVWaYRVWbX 36.3 1904

682 VariantEofEtranscriptionEfactorEaRlikeEWEM”mpavWNEgeneEconfersEriskEofEtypeEWEdiabetesSENatured
GeneticsQE2006QEXbQEXWURX 36.3 1725

681 VariantEofE”’owWEassociatedEwithEtheEriskEofEklzheimerLsEdiseaseSENewdEnglanddJournaldofdMedicineQE
2013QEX_bQEVUaRV_ 59.2 1603

680 zlasmaErnvEcholesterolEandEriskEofEmyocardialEinfarctiondEaEmendelianErandomisationEstudySELancetpd
TheQE2012QEXbUQEZaWRbU 40 1523

679 rundredsEofEvariantsEclusteredEinEgenomicElociEandEbiologicalEpathwaysEaffectEhumanEheightSE
NatureQE2010QEY_aQEbXWRb 50.4 1514

678 wetaRanalysisEofEgenomeRwideEassociationEdataEandElargeRscaleEreplicationEidentifiesEadditionalE
susceptibilityElociEforEtypeEWEdiabetesSENaturedGeneticsQE2008QEYUQE_XbRYZ 36.3 1496

677 vargeRscaleEassociationEanalysisEprovidesEinsightsEintoEtheEgeneticEarchitectureEandEpathophysiologyE
ofEtypeEWEdiabetesSENaturedGeneticsQE2012QEYYQEcbVRcU 36.3 1482

676 ”welveEtypeEWEdiabetesEsusceptibilityElociEidentifiedEthroughElargeRscaleEassociationEanalysisSENatured
GeneticsQE2010QEYWQEZacRbc 36.3 1449

675 vargeErecurrentEmicrodeletionsEassociatedEwithEschizophreniaSENatureQE2008QEYZZQEWXWR_ 50.4 1427

674 mommonEvariantsEatEklmkaQEw“Yk_kTw“YkYoQEozrkVQEmnXXEandEmnWkzEareEassociatedEwithE
klzheimerLsEdiseaseSENaturedGeneticsQE2011QEYXQEYWcRXZ 36.3 1421

673 ’ateEofEdeEnovoEmutationsEandEtheEimportanceEofEfatherLsEageEtoEdiseaseEriskSENatureQE2012QEYbbQEYaVRZ 50.4 1417

672 vargeRscaleEassociationEanalysisEidentifiesEVXEnewEsusceptibilityElociEforEcoronaryEarteryEdiseaseSE
NaturedGeneticsQE2011QEYXQEXXXRb 36.3 1394

671 kEhighRresolutionErecombinationEmapEofEtheEhumanEgenomeSENaturedGeneticsQE2002QEXVQEWYVRa 36.3 1381

670 xeuregulinEVEandEsusceptibilityEtoEschizophreniaSEAmericandJournaldofdHumandGeneticsQE2002QEaVQEbaaRcW 11 1371
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669 nefiningEtheEroleEofEcommonEvariationEinEtheEgenomicEandEbiologicalEarchitectureEofEadultEhumanE
heightSENaturedGeneticsQE2014QEY_QEVVaXRb_ 36.3 1339

668 kEcommonEvariantEonEchromosomeEcpWVEaffectsEtheEriskEofEmyocardialEinfarctionSEScienceQE2007QE
XV_QEVYcVRX 33.3 1322

667 qenomeRwideEassociationEanalysesEidentifyEYYEriskEvariantsEandErefineEtheEgeneticEarchitectureEofE
majorEdepressionSENaturedGeneticsQE2018QEZUQE__bR_bV 36.3 1301

666 vargeRscaleEmetaRanalysisEofEgenomeRwideEassociationEdataEidentifiesEsixEnewEriskElociEforE
zarkinsonLsEdiseaseSENaturedGeneticsQE2014QEY_QEcbcRcX 36.3 1261

665 kssociationEbetweenEmicrodeletionEandEmicroduplicationEatEV_pVVSWEandEautismSENewdEnglandd
JournaldofdMedicineQE2008QEXZbQE__aRaZ 59.2 1249

664 kEvariantEassociatedEwithEnicotineEdependenceQElungEcancerEandEperipheralEarterialEdiseaseSENatureQE
2008QEYZWQE_XbR_YW 50.4 1239

663 kEmutationEinEkzzEprotectsEagainstEklzheimerLsEdiseaseEandEageRrelatedEcognitiveEdeclineSENatureQE
2012QEYbbQEc_Rc 50.4 1194

662 vargeRscaleEassociationEanalysisEidentifiesEnewEriskElociEforEcoronaryEarteryEdiseaseSENaturedGeneticsQE
2013QEYZQEWZRXX 36.3 1172

661 qenomeRwideEassociationEanalysisEidentifiesEVXEnewEriskElociEforEschizophreniaSENaturedGeneticsQE
2013QEYZQEVVZURc 36.3 1153

660 qenomeRwideEassociationEyieldsEnewEsequenceEvariantsEatEsevenElociEthatEassociateEwithEmeasuresE
ofEobesitySENaturedGeneticsQE2009QEYVQEVbRWY 36.3 1085

659 qeneticsEofEgeneEexpressionEandEitsEeffectEonEdiseaseSENatureQE2008QEYZWQEYWXRb 50.4 1058

658 xewEgeneticElociElinkEadiposeEandEinsulinEbiologyEtoEbodyEfatEdistributionSENatureQE2015QEZVbQEVbaRVc_ 50.4 920

657 qenomeRwideEassociationEofEearlyRonsetEmyocardialEinfarctionEwithEsingleEnucleotideE
polymorphismsEandEcopyEnumberEvariantsSENaturedGeneticsQE2009QEYVQEXXYRYV 36.3 884

656 qenomeRwideEmetaRanalysisEidentifiesEZ_EboneEmineralEdensityElociEandErevealsEVYElociEassociatedE
withEriskEofEfractureSENaturedGeneticsQE2012QEYYQEYcVRZUV 36.3 866

655 kEvariantEinEmnukvVEinfluencesEinsulinEresponseEandEriskEofEtypeEWEdiabetesSENaturedGeneticsQE2007QE
XcQEaaURZ 36.3 851

654 qenomeRwideEassociationEstudyEidentifiesEaYElociEassociatedEwithEeducationalEattainmentSENatureQE
2016QEZXXQEZXcRYW 50.4 850

653 “preadEofE“k’“RmoVRWEinEtheEscelandicEzopulationSENewdEnglanddJournaldofdMedicineQE2020QEXbWQEWXUWRWXVZ59.2 842

652 niscoveryEofEtheEfirstEgenomeRwideEsignificantEriskElociEforEattentionEdeficitThyperactivityEdisorderSE
NaturedGeneticsQE2019QEZVQE_XRaZ 36.3 826

(2019-2014)
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651 mommonEschizophreniaEallelesEareEenrichedEinEmutationRintolerantEgenesEandEinEregionsEunderE
strongEbackgroundEselectionSENaturedGeneticsQE2018QEZUQEXbVRXbc 36.3 787

650 qenomeRwideEtransRancestryEmetaRanalysisEprovidesEinsightEintoEtheEgeneticEarchitectureEofEtypeEWE
diabetesEsusceptibilitySENaturedGeneticsQE2014QEY_QEWXYRYY 36.3 784

649 qenomeRwideEmetaRanalysisEidentifiesEnewElociEandEfunctionalEpathwaysEinfluencingEklzheimerLsE
diseaseEriskSENaturedGeneticsQE2019QEZVQEYUYRYVX 36.3 771

648 ”heEgeneEencodingEZRlipoxygenaseEactivatingEproteinEconfersEriskEofEmyocardialEinfarctionEandE
strokeSENaturedGeneticsQE2004QEX_QEWXXRc 36.3 770

647 sdentificationEofEcommonEgeneticEriskEvariantsEforEautismEspectrumEdisorderSENaturedGeneticsQE2019QE
ZVQEYXVRYYY 36.3 746

646 qenomeRwideEassociationEstudyEidentifiesEaEsecondEprostateEcancerEsusceptibilityEvariantEatEbqWYSE
NaturedGeneticsQE2007QEXcQE_XVRa 36.3 739

645 wetaRanalysisEidentifiesEVXEnewElociEassociatedEwithEwaistRhipEratioEandErevealsEsexualEdimorphismE
inEtheEgeneticEbasisEofEfatEdistributionSENaturedGeneticsQE2010QEYWQEcYcR_U 36.3 724

644 mommonEvariantsEonEchromosomesEWqXZEandEV_qVWEconferEsusceptibilityEtoEestrogenE
receptorRpositiveEbreastEcancerSENaturedGeneticsQE2007QEXcQEb_ZRc 36.3 715

643 VariantsEconferringEriskEofEatrialEfibrillationEonEchromosomeEYqWZSENatureQE2007QEYYbQEXZXRa 50.4 702

642 pineRmappingEtypeEWEdiabetesElociEtoEsingleRvariantEresolutionEusingEhighRdensityEimputationEandE
isletRspecificEepigenomeEmapsSENaturedGeneticsQE2018QEZUQEVZUZRVZVX 36.3 675

641 qenomeRwideEassociationEstudyEidentifiesEXUElociEassociatedEwithEbipolarEdisorderSENaturedGeneticsQE
2019QEZVQEacXRbUX 36.3 662

640 kEcommonEvariantEassociatedEwithEprostateEcancerEinEouropeanEandEkfricanEpopulationsSENatured
GeneticsQE2006QEXbQE_ZWRb 36.3 661

639 “equenceEvariantsEaffectingEeosinophilEnumbersEassociateEwithEasthmaEandEmyocardialEinfarctionSE
NaturedGeneticsQE2009QEYVQEXYWRa 36.3 627

638 vargeRscaleEassociationEanalysesEidentifyEnewElociEinfluencingEglycemicEtraitsEandEprovideEinsightE
intoEtheEunderlyingEbiologicalEpathwaysSENaturedGeneticsQE2012QEYYQEccVRVUUZ 36.3 621

637 ”woEvariantsEonEchromosomeEVaEconferEprostateEcancerEriskQEandEtheEoneEinE”mpWEprotectsEagainstE
typeEWEdiabetesSENaturedGeneticsQE2007QEXcQEcaaRbX 36.3 616

636 neEnovoEmxVEanalysisEimplicatesEspecificEabnormalitiesEofEpostsynapticEsignallingEcomplexesEinEtheE
pathogenesisEofEschizophreniaSEMoleculardPsychiatryQE2012QEVaQEVYWRZX 15.1 611

635 qeneticEvariantsEassociatedEwithEsubjectiveEwellRbeingQEdepressiveEsymptomsQEandEneuroticismE
identifiedEthroughEgenomeRwideEanalysesSENaturedGeneticsQE2016QEYbQE_WYRXX 36.3 602

634 kEcommonEinversionEunderEselectionEinEouropeansSENaturedGeneticsQE2005QEXaQEVWcRXa 36.3 599

Kari Stefansson

4



633 mommonEvariantsEassociatedEwithEplasmaEtriglyceridesEandEriskEforEcoronaryEarteryEdiseaseSENatured
GeneticsQE2013QEYZQEVXYZRZW 36.3 597

632 ”heEsameEsequenceEvariantEonEcpWVEassociatesEwithEmyocardialEinfarctionQEabdominalEaorticE
aneurysmEandEintracranialEaneurysmSENaturedGeneticsQE2008QEYUQEWVaRWY 36.3 596

631 rumoralEsmmuneE’esponseEtoE“k’“RmoVRWEinEscelandSENewdEnglanddJournaldofdMedicineQE2020QEXbXQEVaWYRVaXY59.2 593

630 VariantsEinEw”x’VlEinfluenceEfastingEglucoseElevelsSENaturedGeneticsQE2009QEYVQEaaRbV 36.3 584

629 “equenceEvariantsEatEmr’xlXRmr’xk_EandEm₁zWk_EaffectEsmokingEbehaviorSENaturedGeneticsQE2010
QEYWQEYYbRZX 36.3 582

628 “evenEnewElociEassociatedEwithEageRrelatedEmacularEdegenerationSENaturedGeneticsQE2013QEYZQEYXXRcQEYXceVRW36.3 577

627 wappingEcisREandEtransRregulatoryEeffectsEacrossEmultipleEtissuesEinEtwinsSENaturedGeneticsQE2012QEYYQEVUbYRc36.3 572

626 ”wentyEboneRmineralRdensityElociEidentifiedEbyElargeRscaleEmetaRanalysisEofEgenomeRwideE
associationEstudiesSENaturedGeneticsQE2009QEYVQEVVccRWU_ 36.3 566

625 mommonEsequenceEvariantsEinEtheEvyövVEgeneEconferEsusceptibilityEtoEexfoliationEglaucomaSE
ScienceQE2007QEXVaQEVXcaRYUU 33.3 558

624 qeneticEdeterminantsEofEhairQEeyeEandEskinEpigmentationEinEouropeansSENaturedGeneticsQE2007QEXcQEVYYXRZW36.3 545

623 wultiancestryEgenomeRwideEassociationEstudyEofEZWUQUUUEsubjectsEidentifiesEXWElociEassociatedEwithE
strokeEandEstrokeEsubtypesSENaturedGeneticsQE2018QEZUQEZWYRZXa 36.3 536

622 qeneticEvariationEinEqsz’EinfluencesEtheEglucoseEandEinsulinEresponsesEtoEanEoralEglucoseEchallengeSE
NaturedGeneticsQE2010QEYWQEVYWRb 36.3 527

621 wanyEsequenceEvariantsEaffectingEdiversityEofEadultEhumanEheightSENaturedGeneticsQE2008QEYUQE_UcRVZ 36.3 522

620 kssociationEstudiesEofEupEtoEVSWEmillionEindividualsEyieldEnewEinsightsEintoEtheEgeneticEetiologyEofE
tobaccoEandEalcoholEuseSENaturedGeneticsQE2019QEZVQEWXaRWYY 36.3 516

619 wultipleEgeneticElociEforEboneEmineralEdensityEandEfracturesSENewdEnglanddJournaldofdMedicineQE2008
QEXZbQEWXZZR_Z 59.2 511

618 “equenceEvariantsEatEtheE”o’”Rmvz”wVvElocusEassociateEwithEmanyEcancerEtypesSENaturedGeneticsQE
2009QEYVQEWWVRa 36.3 509

617 ”heEgeneEencodingEphosphodiesteraseEYnEconfersEriskEofEischemicEstrokeSENaturedGeneticsQE2003QE
XZQEVXVRb 36.3 496

616 kEgeneticEriskEfactorEforEperiodicElimbEmovementsEinEsleepSENewdEnglanddJournaldofdMedicineQE2007QE
XZaQE_XcRYa 59.2 491

(2007-2013)
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615 vargeRscaleEwholeRgenomeEsequencingEofEtheEscelandicEpopulationSENaturedGeneticsQE2015QEYaQEYXZRYY 36.3 486

614 kssociationEofEneuregulinEVEwithEschizophreniaEconfirmedEinEaE“cottishEpopulationSEAmericand
JournaldofdHumandGeneticsQE2003QEaWQEbXRa 11 481

613 zarentalEoriginEofEsequenceEvariantsEassociatedEwithEcomplexEdiseasesSENatureQE2009QEY_WQEb_bRaY 50.4 459

612 mxVsEconferringEriskEofEautismEorEschizophreniaEaffectEcognitionEinEcontrolsSENatureQE2014QEZUZQEX_VR_ 50.4 444

611 kEgenomeRwideEassociationEstudyEofElungEcancerEidentifiesEaEregionEofEchromosomeEZpVZE
associatedEwithEriskEforEadenocarcinomaSEAmericandJournaldofdHumandGeneticsQE2009QEbZQE_acRcV 11 442

610 qenomeRwideEmetaRanalysisEidentifiesEVVEnewElociEforEanthropometricEtraitsEandEprovidesEinsightsE
intoEgeneticEarchitectureSENaturedGeneticsQE2013QEYZQEZUVRVW 36.3 437

609 pineRscaleErecombinationErateEdifferencesEbetweenEsexesQEpopulationsEandEindividualsSENatureQE2010
QEY_aQEVUccRVUX 50.4 428

608 momprehensiveEresearchEsynopsisEandEsystematicEmetaRanalysesEinEzarkinsonLsEdiseaseEgeneticsdE
”heEznqeneEdatabaseSEPLoSdGeneticsQE2012QEbQEeVUUWZYb 6 420

607 ’efiningEtheEimpactEofE”mpavWEgeneEvariantsEonEtypeEWEdiabetesEandEadaptiveEevolutionSENatured
GeneticsQE2007QEXcQEWVbRWZ 36.3 420

606 qenomeRwideEassociationEstudyEidentifiesElociEinfluencingEconcentrationsEofEliverEenzymesEinE
plasmaSENaturedGeneticsQE2011QEYXQEVVXVRb 36.3 415

605 knEoxpandedEqenomeRWideEkssociationE“tudyEofE”ypeEWEniabetesEinEouropeansSEDiabetesQE2017QE__QEWbbbRWcUW0.9 414

604 ’areEandElowRfrequencyEcodingEvariantsEalterEhumanEadultEheightSENatureQE2017QEZYWQEVb_RVcU 50.4 412

603 ”heEnatureEofEnurturedEoffectsEofEparentalEgenotypesSEScienceQE2018QEXZcQEYWYRYWb 33.3 409

602 kEmultiRstageEgenomeRwideEassociationEstudyEofEbladderEcancerEidentifiesEmultipleEsusceptibilityE
lociSENaturedGeneticsQE2010QEYWQEcabRbY 36.3 408

601 qenomicE’elationshipsQExovelEvociQEandEzleiotropicEwechanismsEacrossEoightEzsychiatricEnisordersSE
CellQE2019QEVacQEVY_cRVYbWSeVV 56.2 402

600 zarentRofRoriginRspecificEallelicEassociationsEamongEVU_EgenomicElociEforEageEatEmenarcheSENatureQE
2014QEZVYQEcWRca 50.4 401

599 ’areEchromosomalEdeletionsEandEduplicationsEinEattentionRdeficitEhyperactivityEdisorderdEaE
genomeRwideEanalysisSELancetpdTheQE2010QEXa_QEVYUVRb 40 399

598 qenomeRwideEassociationEscanEmetaRanalysisEidentifiesEthreeEvociEinfluencingEadiposityEandEfatE
distributionSEPLoSdGeneticsQE2009QEZQEeVUUUZUb 6 393
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597 mommonEvariantsEonEchromosomeEZpVWEconferEsusceptibilityEtoEestrogenEreceptorRpositiveEbreastE
cancerSENaturedGeneticsQE2008QEYUQEaUXR_ 36.3 378

596 nisruptionEofEtheEneurexinEVEgeneEisEassociatedEwithEschizophreniaSEHumandMoleculardGeneticsQE2009
QEVbQEcbbRc_ 5.6 376

595 ”hirtyEnewElociEforEageEatEmenarcheEidentifiedEbyEaEmetaRanalysisEofEgenomeRwideEassociationE
studiesSENaturedGeneticsQE2010QEYWQEVUaaRbZ 36.3 372

594 mlonalEhematopoiesisQEwithEandEwithoutEcandidateEdriverEmutationsQEisEcommonEinEtheEelderlySEBlood
QE2017QEVXUQEaYWRaZW 2.2 365

593 kEsequenceEvariantEinEεpröXEonEV_qWWEassociatesEwithEatrialEfibrillationEandEischemicEstrokeSENatured
GeneticsQE2009QEYVQEba_Rb 36.3 365

592 qeneticEriskEfactorsEforEischaemicEstrokeEandEitsEsubtypesEMtheEwo”k“”’yuoEcollaborationNdEaE
metaRanalysisEofEgenomeRwideEassociationEstudiesSELancetdNeurologypdTheQE2012QEVVQEcZVR_W 24.1 359

591 wetaRanalysisEofEXaZQUUUEindividualsEidentifiesEXbEsusceptibilityElociEforEmigraineSENaturedGeneticsQE
2016QEYbQEbZ_R__ 36.3 355

590 vossRofRfunctionEmutationsEinE“vmXUkbEprotectEagainstEtypeEWEdiabetesSENaturedGeneticsQE2014QEY_QEXZaR_X36.3 351

589 qenomeRwideEassociationEstudyEidentifiesEsixEnewElociEinfluencingEpulseEpressureEandEmeanEarterialE
pressureSENaturedGeneticsQE2011QEYXQEVUUZRVV 36.3 338

588 “equenceEvariantEonEbqWYEconfersEsusceptibilityEtoEurinaryEbladderEcancerSENaturedGeneticsQE2008QE
YUQEVXUaRVW 36.3 332

587 netectionEofEsharingEbyEdescentQElongRrangeEphasingEandEhaplotypeEimputationSENaturedGeneticsQE
2008QEYUQEVU_bRaZ 36.3 329

586 mommonEsequenceEvariantsEonEWpVZEandEöpVVSWWEconferEsusceptibilityEtoEprostateEcancerSENatured
GeneticsQE2008QEYUQEWbVRX 36.3 327

585 wirrorEextremeElwsEphenotypesEassociatedEwithEgeneEdosageEatEtheEchromosomeEV_pVVSWElocusSE
NatureQE2011QEYabQEcaRVUW 50.4 322

584 qenomeRwideEassociationEstudyEidentifiesEaEvariantEinErnkmcEassociatedEwithElargeEvesselEischemicE
strokeSENaturedGeneticsQE2012QEYYQEXWbRXX 36.3 314

583 mommonEvariantsEatEVUEgenomicElociEinfluenceEhemoglobinEkâ��MmNElevelsEviaEglycemicEandE
nonglycemicEpathwaysSEDiabetesQE2010QEZcQEXWWcRXc 0.9 314

582 WholeRgenomeEsequencingEidentifiesEoxVEasEaEdeterminantEofEboneEdensityEandEfractureSENatureQE
2015QEZW_QEVVWRa 50.4 308

581 mommonEvariantsEonEcqWWSXXEandEVYqVXSXEpredisposeEtoEthyroidEcancerEinEouropeanEpopulationsSE
NaturedGeneticsQE2009QEYVQEY_URY 36.3 308

580 p”yEgenotypeEisEassociatedEwithEphenotypicEvariabilityEofEbodyEmassEindexSENatureQE2012QEYcUQEW_aRaW 50.4 304

(2012-2008)
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579 kEvariantEofEtheEgeneEencodingEleukotrieneEkYEhydrolaseEconfersEethnicityRspecificEriskEofE
myocardialEinfarctionSENaturedGeneticsQE2006QEXbQE_bRaY 36.3 304

578 mommonEvariantsEnearEmkVVEandEmkVWEareEassociatedEwithEprimaryEopenRangleEglaucomaSENatured
GeneticsQE2010QEYWQEcU_Rc 36.3 303

577 “everalEcommonEvariantsEmodulateEheartErateQEz’EintervalEandEQ’“EdurationSENaturedGeneticsQE2010QE
YWQEVVaRWW 36.3 293

576 qeneticEfineEmappingEandEgenomicEannotationEdefinesEcausalEmechanismsEatEtypeEWEdiabetesE
susceptibilityElociSENaturedGeneticsQE2015QEYaQEVYVZRWZ 36.3 292

575 xewEsequenceEvariantsEassociatedEwithEboneEmineralEdensitySENaturedGeneticsQE2009QEYVQEVZRa 36.3 287

574 wutationsEinEl’szVEconferEhighEriskEofEovarianEcancerSENaturedGeneticsQE2011QEYXQEVVUYRa 36.3 285

573
 nbiasedEscreenEforEinteractorsEofEleucineRrichErepeatEkinaseEWEsupportsEaEcommonEpathwayEforE
sporadicEandEfamilialEzarkinsonEdiseaseSEProceedingsdofdthedNationaldAcademydofdSciencesdofdthed
UniteddStatesdofdAmericaQE2014QEVVVQEW_W_RXV

11.5 282

572 qenomeRwideEassociationEandEreplicationEstudiesEidentifyEfourEvariantsEassociatedEwithEprostateE
cancerEsusceptibilitySENaturedGeneticsQE2009QEYVQEVVWWR_ 36.3 281

571 ”woEnewlyEidentifiedEgeneticEdeterminantsEofEpigmentationEinEouropeansSENaturedGeneticsQE2008QE
YUQEbXZRa 36.3 281

570 “exRstratifiedEgenomeRwideEassociationEstudiesEincludingEWaUQUUUEindividualsEshowEsexualE
dimorphismEinEgeneticElociEforEanthropometricEtraitsSEPLoSdGeneticsQE2013QEcQEeVUUXZUU 6 277

569 qenomeRwideEassociationEstudyEofEmigraineEimplicatesEaEcommonEsusceptibilityEvariantEonEbqWWSVSE
NaturedGeneticsQE2010QEYWQEb_cRaX 36.3 277

568 kEgenomeRwideEassociationEstudyEidentifiesEsusceptibilityElociEforEovarianEcancerEatEWqXVEandEbqWYSE
NaturedGeneticsQE2010QEYWQEbaYRc 36.3 277

567 qenomeRwideEmetaRanalysisEidentifiesEnewEsusceptibilityElociEforEmigraineSENaturedGeneticsQE2013QE
YZQEcVWRcVa 36.3 276

566 sdentificationEofEnewEsusceptibilityElociEforEosteoarthritisEMarcyqoxNdEaEgenomeRwideEassociationE
studySELancetpdTheQE2012QEXbUQEbVZRWX 40 275

565 xewEcommonEvariantsEaffectingEsusceptibilityEtoEbasalEcellEcarcinomaSENaturedGeneticsQE2009QEYVQEcUcRVY 36.3 275

564 qeneticEvariationEinEtheEprostateEstemEcellEantigenEgeneEz“mkEconfersEsusceptibilityEtoEurinaryE
bladderEcancerSENaturedGeneticsQE2009QEYVQEccVRZ 36.3 270

563 k“szEandE”₁’EpigmentationEvariantsEassociateEwithEcutaneousEmelanomaEandEbasalEcellEcarcinomaSE
NaturedGeneticsQE2008QEYUQEbb_RcV 36.3 265

562 zolygenicEriskEscoresEforEschizophreniaEandEbipolarEdisorderEpredictEcreativitySENaturedNeuroscienceQE
2015QEVbQEcZXRZ 25.5 264
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561 wappingEofEaEfamilialEessentialEtremorEgeneQEpo”VQEtoEchromosomeEXqVXSENaturedGeneticsQE1997QEVaQEbYRa36.3 263

560 qenomicEanalysesEidentifyEhundredsEofEvariantsEassociatedEwithEageEatEmenarcheEandEsupportEaEroleE
forEpubertyEtimingEinEcancerEriskSENaturedGeneticsQE2017QEYcQEbXYRbYV 36.3 257

559 “eventyRfiveEgeneticElociEinfluencingEtheEhumanEredEbloodEcellSENatureQE2012QEYcWQEX_cRaZ 50.4 257

558 liobankRdrivenEgenomicEdiscoveryEyieldsEnewEinsightEintoEatrialEfibrillationEbiologySENaturedGeneticsQE
2018QEZUQEVWXYRVWXc 36.3 254

557 sdentificationEofEanEimprintedEmasterEtransEregulatorEatEtheEuvpVYElocusErelatedEtoEmultipleE
metabolicEphenotypesSENaturedGeneticsQE2011QEYXQEZ_VRY 36.3 253

556 qenomeRwideEanalysesEforEpersonalityEtraitsEidentifyEsixEgenomicElociEandEshowEcorrelationsEwithE
psychiatricEdisordersSENaturedGeneticsQE2017QEYcQEVZWRVZ_ 36.3 251

555 ”heEgeneticsEofEbloodEpressureEregulationEandEitsEtargetEorgansEfromEassociationEstudiesEinEXYWQYVZE
individualsSENaturedGeneticsQE2016QEYbQEVVaVRVVbY 36.3 251

554 vargeRscaleEassociationEanalysisEidentifiesEnewElungEcancerEsusceptibilityElociEandEheterogeneityEinE
geneticEsusceptibilityEacrossEhistologicalEsubtypesSENaturedGeneticsQE2017QEYcQEVVW_RVVXW 36.3 246

553 wultiancestryEassociationEstudyEidentifiesEnewEasthmaEriskElociEthatEcolocalizeEwithEimmuneRcellE
enhancerEmarksSENaturedGeneticsQE2018QEZUQEYWRZX 36.3 246

552 “haredEgeneticEsusceptibilityEtoEischemicEstrokeEandEcoronaryEarteryEdiseasedEaEgenomeRwideE
analysisEofEcommonEvariantsSEStrokeQE2014QEYZQEWYRX_ 6.7 245

551 “RVUUEproteinEinEhumanEchondrocytesSENatureQE1982QEWcZQE_XRY 50.4 245

550 wetaRanalysesEidentifyEVXElociEassociatedEwithEageEatEmenopauseEandEhighlightEnxkErepairEandE
immuneEpathwaysSENaturedGeneticsQE2012QEYYQEW_URb 36.3 243

549 “RVUUEproteinEinEsoftRtissueEtumorsEderivedEfromE“chwannEcellsEandEmelanocytesSEAmericandJournald
ofdPathologyQE1982QEVU_QEW_VRb 5.8 243

548 sdentificationEofElowRfrequencyEandErareEsequenceEvariantsEassociatedEwithEelevatedEorEreducedEriskE
ofEtypeEWEdiabetesSENaturedGeneticsQE2014QEY_QEWcYRb 36.3 241

547 qeneticEvariationEnearEs’“VEassociatesEwithEreducedEadiposityEandEanEimpairedEmetabolicEprofileSE
NaturedGeneticsQE2011QEYXQEaZXR_U 36.3 237

546 pamilialEaggregationEofEatrialEfibrillationEinEscelandSEEuropeandHeartdJournalQE2006QEWaQEaUbRVW 9.5 237

545 pamilialEaggregationEofEzarkinsonLsEdiseaseEinEscelandSENewdEnglanddJournaldofdMedicineQE2000QEXYXQEVa_ZRaU59.2 237

544 qeographicEdifferencesEinEgeneticEsusceptibilityEtoEsgkEnephropathydEqWk“EreplicationEstudyEandE
geospatialEriskEanalysisSEPLoSdGeneticsQE2012QEbQEeVUUWa_Z 6 231

(2012-1997)
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543 ”heEimpactEofElowRfrequencyEandErareEvariantsEonElipidElevelsSENaturedGeneticsQE2015QEYaQEZbcRca 36.3 229

542 ’areEvariantsEofElargeEeffectEinEl’mkWEandEmrouWEaffectEriskEofElungEcancerSENaturedGeneticsQE2014QE
Y_QEaX_RYV 36.3 228

541 kErareEvariantEinEw₁r_EisEassociatedEwithEhighEriskEofEsickEsinusEsyndromeSENaturedGeneticsQE2011QEYXQEXV_RWU36.3 228

540 vargeRscaleEgenomicEanalysesElinkEreproductiveEagingEtoEhypothalamicEsignalingQEbreastEcancerE
susceptibilityEandEl’mkVRmediatedEnxkErepairSENaturedGeneticsQE2015QEYaQEVWcYRVXUX 36.3 226

539 vossEofEVz“VXmEpunctionEinEkutosomalR’ecessiveEzarkinsonismEmausesEwitochondrialEnysfunctionE
andEsncreasesEzsxuVTzarkinRnependentEwitophagySEAmericandJournaldofdHumandGeneticsQE2016QEcbQEZUURZVX11 225

538 zarentalEinfluenceEonEhumanEgermlineEdeEnovoEmutationsEinEVQZYbEtriosEfromEscelandSENatureQE2017QE
ZYcQEZVcRZWW 50.4 223

537 vossRofRfunctionEvariantsEinEklmkaEconferEriskEofEklzheimerLsEdiseaseSENaturedGeneticsQE2015QEYaQEYYZRa 36.3 222

536 qenomeRwideEassociationEanalysesEidentifyEmultipleElociEassociatedEwithEcentralEcornealEthicknessE
andEkeratoconusSENaturedGeneticsQE2013QEYZQEVZZR_X 36.3 222

535 ’efiningEtheEaccuracyEofEvalidatedEtargetEidentificationEthroughEcodingEvariantEfineRmappingEinEtypeE
WEdiabetesSENaturedGeneticsQE2018QEZUQEZZcRZaV 36.3 221

534 qenomeRwideEassociationEstudyEidentifiesEgeneticEvariationEinEneurocanEasEaEsusceptibilityEfactorEforE
bipolarEdisorderSEAmericandJournaldofdHumandGeneticsQE2011QEbbQEXaWRbV 11 221

533 ”heEsnfluenceEofEkgeEandE“exEonEqeneticEkssociationsEwithEkdultElodyE“izeEandE“hapedEkE
vargeR“caleEqenomeRWideEsnteractionE“tudySEPLoSdGeneticsQE2015QEVVQEeVUUZXab 6 220

532 kEdirectEcharacterizationEofEhumanEmutationEbasedEonEmicrosatellitesSENaturedGeneticsQE2012QEYYQEVV_VRZ36.3 219

531 sdentificationEofEheartErateRassociatedElociEandEtheirEeffectsEonEcardiacEconductionEandErhythmE
disordersSENaturedGeneticsQE2013QEYZQE_WVRXV 36.3 219

530
qenomeRwideEassociationEandEgeneticEfunctionalEstudiesEidentifyEautismEsusceptibilityEcandidateEWE
geneEMk ”“WNEinEtheEregulationEofEalcoholEconsumptionSEProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaQE2011QEVUbQEaVVcRWY

11.5 218

529 kEcatalogEofEgeneticElociEassociatedEwithEkidneyEfunctionEfromEanalysesEofEaEmillionEindividualsSE
NaturedGeneticsQE2019QEZVQEcZaRcaW 36.3 217

528 mollaborativeEmetaRanalysisdEassociationsEofEVZUEcandidateEgenesEwithEosteoporosisEandE
osteoporoticEfractureSEAnnalsdofdInternaldMedicineQE2009QEVZVQEZWbRXa 8 215

527 kEsusceptibilityEgeneEforElateRonsetEidiopathicEzarkinsonLsEdiseaseSEAnnalsdofdNeurologyQE2002QEZWQEZYcRZZ9.4 214

526 “equenceEvariantsEinEtheEmvnxVYEgeneEassociateEwithEkidneyEstonesEandEboneEmineralEdensitySE
NaturedGeneticsQE2009QEYVQEcW_RXU 36.3 213

Kari Stefansson
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525 mommonEvariantsEatEVcpVXEareEassociatedEwithEsusceptibilityEtoEovarianEcancerSENaturedGeneticsQE
2010QEYWQEbbURY 36.3 210

524 mancerEasEaEcomplexEphenotypedEpatternEofEcancerEdistributionEwithinEandEbeyondEtheEnuclearE
familySEPLoSdMedicineQE2004QEVQEe_Z 11.6 210

523 ’iskEvariantsEforEatrialEfibrillationEonEchromosomeEYqWZEassociateEwithEischemicEstrokeSEAnnalsdofd
NeurologyQE2008QE_YQEYUWRc 9.4 208

522 knEscelandicEexampleEofEtheEimpactEofEpopulationEstructureEonEassociationEstudiesSENaturedGeneticsQE
2005QEXaQEcURZ 36.3 208

521 kssociationEbetweenEtheEgeneEencodingEZRlipoxygenaseRactivatingEproteinEandEstrokeEreplicatedEinE
aE“cottishEpopulationSEAmericandJournaldofdHumandGeneticsQE2005QEa_QEZUZRc 11 207

520 mommonEvariantsEnearEp’uTmyvVUkVEandEVoqpkEareEassociatedEwithEadvancedEageRrelatedEmacularE
degenerationSEHumandMoleculardGeneticsQE2011QEWUQEX_ccRaUc 5.6 205

519 kEgermlineEvariantEinEtheE”zZXEpolyadenylationEsignalEconfersEcancerEsusceptibilitySENaturedGeneticsQE
2011QEYXQEVUcbRVUX 36.3 203

518 mommonEvariantsEonEbpVWEandEVqWYSWEconferEriskEofEschizophreniaSENaturedGeneticsQE2011QEYXQEVWWYRa 36.3 201

517 snheritanceEofEhumanElongevityEinEscelandSEEuropeandJournaldofdHumandGeneticsQE2000QEbQEaYXRc 5.3 200

516 qeneticEassociationEstudyEofEQ”EintervalEhighlightsEroleEforEcalciumEsignalingEpathwaysEinE
myocardialErepolarizationSENaturedGeneticsQE2014QEY_QEbW_RX_ 36.3 199

515 qenomeRwideEassociationEstudyEusingEextremeEtruncateEselectionEidentifiesEnovelEgenesEaffectingE
boneEmineralEdensityEandEfractureEriskSEPLoSdGeneticsQE2011QEaQEeVUUVXaW 6 199

514 qenomeRwideEanalysisEidentifiesEVWElociEinfluencingEhumanEreproductiveEbehaviorSENaturedGeneticsQE
2016QEYbQEVY_WRVYaW 36.3 198

513 mtnnaEandEtheEislandsEofEtheExorthEktlanticdEestimatingEtheEproportionsEofExorseEandEqaelicE
ancestrySEAmericandJournaldofdHumandGeneticsQE2001QE_bQEaWXRXa 11 198

512 mopyEnumberEvariationsEofEchromosomeEV_pVXSVEregionEassociatedEwithEschizophreniaSEMoleculard
PsychiatryQE2011QEV_QEVaRWZ 15.1 194

511 xonsenseEmutationEinEtheEvq’YEgeneEisEassociatedEwithEseveralEhumanEdiseasesEandEotherEtraitsSE
NatureQE2013QEYcaQEZVaRWU 50.4 192

510 wetaRanalysisEofEgenomeRwideEassociationEstudiesEidentifiesEtenElociEinfluencingEallergicE
sensitizationSENaturedGeneticsQE2013QEYZQEcUWRcU_ 36.3 191

509 nistributionEofE“RVUUEproteinEoutsideEtheEcentralEnervousEsystemSEBraindResearchQE1982QEWXYQEXUcRVa 3.7 190

508 vinkageEofEosteoporosisEtoEchromosomeEWUpVWEandEassociationEtoElwzWSEPLoSdBiologyQE2003QEVQEo_c 9.7 189

(2003-2010)
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507 qenomeRwideEassociationEmetaRanalysisEofEhumanElongevityEidentifiesEaEnovelElocusEconferringE
survivalEbeyondEcUEyearsEofEageSEHumandMoleculardGeneticsQE2014QEWXQEYYWURXW 5.6 188

506
offectsEofEaEZRlipoxygenaseRactivatingEproteinEinhibitorEonEbiomarkersEassociatedEwithEriskEofE
myocardialEinfarctiondEaErandomizedEtrialSEJAMAdrdJournaldofdthedAmericandMedicaldAssociationQE2005QE
WcXQEWWYZRZ_

27.4 187

505
”heE“cientificEpoundationEforEpersonalEgenomicsdErecommendationsEfromEaExationalEsnstitutesEofE
realthRmentersEforEniseaseEmontrolEandEzreventionEmultidisciplinaryEworkshopSEGeneticsdindMedicine
QE2009QEVVQEZZcR_a

8.1 186

504 zroteinRalteringEvariantsEassociatedEwithEbodyEmassEindexEimplicateEpathwaysEthatEcontrolEenergyE
intakeEandEexpenditureEinEobesitySENaturedGeneticsQE2018QEZUQEW_RYV 36.3 186

503 VariantEinEtheEsequenceEofEtheEvsxqyVEgeneEconfersEriskEofEessentialEtremorSENaturedGeneticsQE2009QE
YVQEWaaRc 36.3 183

502 “RVUUEproteinEinEgranularEcellEtumorsEMgranularEcellEmyoblastomasNSECancerQE1982QEYcQEVbXYRb 6.4 180

501
zroligodendroblastEantigenEMzykNQEaEdevelopmentalEantigenEexpressedEbyEkUUaTyYRpositiveE
oligodendrocyteEprogenitorsEpriorEtoEtheEappearanceEofEsulfatideEandEgalactocerebrosideSEJournald
ofdNeurochemistryQE1992QEZbQEWWWVRc

6 174

500 vocalizationEofEaEsusceptibilityEgeneEforEcommonEformsEofEstrokeEtoEZqVWSEAmericandJournaldofd
HumandGeneticsQE2002QEaUQEZcXR_UX 11 173

499 qenomeRwideEanalysisEofEmultiRancestryEcohortsEidentifiesEnewElociEinfluencingEintraocularEpressureE
andEsusceptibilityEtoEglaucomaSENaturedGeneticsQE2014QEY_QEVVW_RVVXU 36.3 171

498 qeneticEfactorsEcontributeEtoEtheEriskEofEdevelopingEendometriosisSEHumandReproductionQE2002QEVaQEZZZRc5.7 171

497 qenomeRwideEassociationEanalysesEforElungEfunctionEandEchronicEobstructiveEpulmonaryEdiseaseE
identifyEnewElociEandEpotentialEdruggableEtargetsSENaturedGeneticsQE2017QEYcQEYV_RYWZ 36.3 170

496 kEgenomeRwideEscanErevealsEaEmaternalEsusceptibilityElocusEforEpreReclampsiaEonEchromosomeE
WpVXSEHumandMoleculardGeneticsQE1999QEbQEVaccRbUZ 5.6 170

495 qenomeRwideEassociationEstudyEidentifiesEsequenceEvariantsEonE_qWVEassociatedEwithEageEatE
menarcheSENaturedGeneticsQE2009QEYVQEaXYRb 36.3 169

494 niscoveryEofEcommonEvariantsEassociatedEwithElowE”“rElevelsEandEthyroidEcancerEriskSENatured
GeneticsQE2012QEYYQEXVcRWW 36.3 167

493 ”heEmutationErateEinEtheEhumanEmtnxkEcontrolEregionSEAmericandJournaldofdHumandGeneticsQE2000QE
__QEVZccR_Uc 11 166

492 vargeRscaleEgenomeRwideEmetaRanalysisEofEpolycysticEovaryEsyndromeEsuggestsEsharedEgeneticE
architectureEforEdifferentEdiagnosisEcriteriaSEPLoSdGeneticsQE2018QEVYQEeVUUabVX 6 166

491 kssessingEpopulationEdifferentiationEandEisolationEfromEsingleRnucleotideEpolymorphismEdataSE
JournaldofdthedRoyaldStatisticaldSocietydSeriesdB:dStatisticaldMethodologyQE2002QE_YQE_cZRaVZ 3.9 165

490 mtnxkEandEtheEoriginEofEtheEscelandersdEdecipheringEsignalsEofErecentEpopulationEhistorySEAmericand
JournaldofdHumandGeneticsQE2000QE__QEcccRVUV_ 11 164
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489 mommonEvariantsEatEV’uWEandE”mpYEconferringEriskEofEschizophreniaSEHumandMoleculardGeneticsQE
2011QEWUQEYUa_RbV 5.6 162

488 “tratifyingEtypeEWEdiabetesEcasesEbyElwsEidentifiesEgeneticEriskEvariantsEinEvkwkVEandEenrichmentE
forEriskEvariantsEinEleanEcomparedEtoEobeseEcasesSEPLoSdGeneticsQE2012QEbQEeVUUWaYV 6 162

487 VariantsEwithElargeEeffectsEonEbloodElipidsEandEtheEroleEofEcholesterolEandEtriglyceridesEinEcoronaryE
diseaseSENaturedGeneticsQE2016QEYbQE_XYRc 36.3 162

486 mprE₁YUWrEconfersEsimilarEriskEofEsoftEdrusenEandEbothEformsEofEadvancedEkwnSEPLoSdMedicineQE
2006QEXQEeZ 11.6 161

485 vocalizationEofEaEsusceptibilityEgeneEforEtypeEWEdiabetesEtoEchromosomeEZqXYRqXZSWSEAmericand
JournaldofdHumandGeneticsQE2003QEaXQEXWXRXZ 11 160

484 vociEassociatedEwithEischaemicEstrokeEandEitsEsubtypesEM“iqxNdEaEgenomeRwideEassociationEstudySE
LancetdNeurologypdTheQE2016QEVZQEVaYRVbY 24.1 159

483 snfluenceEofEcommonEgeneticEvariationEonElungEcancerEriskdEmetaRanalysisEofEVYEcUUEcasesEandEWcE
YbZEcontrolsSEHumandMoleculardGeneticsQE2012QEWVQEYcbURcZ 5.6 159

482 sdentificationEofEaElargeEsetEofErareEcompleteEhumanEknockoutsSENaturedGeneticsQE2015QEYaQEYYbRZW 36.3 158

481 nistinctEclinicalEdifferencesEbetweenErvkRmwOU_UWEpositiveEandEnegativeEpsoriasisEpatientsRRanE
analysisEofEVUVcErvkRmREandErvkRlRtypedEpatientsSEJournaldofdInvestigativedDermatologyQE2006QEVW_QEaYURZ4.3 158

480 kssociationEofEtkqVEwithEboneEmineralEdensityEandEosteoporoticEfracturesdEaEgenomeRwideE
associationEstudyEandEfollowRupEreplicationEstudiesSEAmericandJournaldofdHumandGeneticsQE2010QEb_QEWWcRXc11 156

479 qenomeRwideEassociationEstudyEidentifiesEaEsequenceEvariantEwithinEtheEnklWszEgeneEconferringE
susceptibilityEtoEabdominalEaorticEaneurysmSENaturedGeneticsQE2010QEYWQE_cWRa 36.3 155

478
’eplicationEofElungEcancerEsusceptibilityElociEatEchromosomesEVZqWZQEZpVZQEandE_pWVdEaEpooledE
analysisEfromEtheEsnternationalEvungEmancerEmonsortiumSEJournaldofdthedNationaldCancerdInstituteQE
2010QEVUWQEcZcRaV

9.7 153

477
xeuregulinVEMx’qVNEsignalingEthroughEpynEmodulatesExwnkEreceptorEphosphorylationdEdifferentialE
synapticEfunctionEinEx’qVPTREknockRoutsEcomparedEwithEwildRtypeEmiceSEJournaldofdNeuroscienceQE
2007QEWaQEYZVcRWc

6.6 153

476 wetaRanalysisEidentifiesEfiveEnovelElociEassociatedEwithEendometriosisEhighlightingEkeyEgenesE
involvedEinEhormoneEmetabolismSENaturedCommunicationsQE2017QEbQEVZZXc 17.4 151

475 kEstudyEbasedEonEwholeRgenomeEsequencingEyieldsEaErareEvariantEatEbqWYEassociatedEwithEprostateE
cancerSENaturedGeneticsQE2012QEYYQEVXW_Rc 36.3 151

474 qeneticEevidenceEthatEraisedEsexEhormoneEbindingEglobulinEM“rlqNElevelsEreduceEtheEriskEofEtypeEWE
diabetesSEHumandMoleculardGeneticsQE2010QEVcQEZXZRYY 5.6 150

473 ostimatingE“candinavianEandEqaelicEancestryEinEtheEmaleEsettlersEofEscelandSEAmericandJournaldofd
HumandGeneticsQE2000QE_aQE_caRaVa 11 150

472 ’ecombinationErateEandEreproductiveEsuccessEinEhumansSENaturedGeneticsQE2004QEX_QEVWUXR_ 36.3 148

(2004-2011)
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471 “equenceEvariantsEinEtheE’xpWVWEgeneEassociateEwithEgenomeRwideErecombinationErateSEScienceQE
2008QEXVcQEVXcbRYUV 33.3 147

470 qenomewideEscanEforEhandEosteoarthritisdEaEnovelEmutationEinEmatrilinRXSEAmericandJournaldofd
HumandGeneticsQE2003QEaWQEVYYbRZc 11 146

469 kbdominalEaorticEaneurysmEisEassociatedEwithEaEvariantEinElowRdensityElipoproteinEreceptorRrelatedE
proteinEVSEAmericandJournaldofdHumandGeneticsQE2011QEbcQE_VcRWa 11 145

468 ”heEroleEofEadiposityEinEcardiometabolicEtraitsdEaEwendelianErandomizationEanalysisSEPLoSdMedicineQE
2013QEVUQEeVUUVYaY 11.6 144

467 qenomeRwideEassociationEanalysisEofEinsomniaEcomplaintsEidentifiesEriskEgenesEandEgeneticEoverlapE
withEpsychiatricEandEmetabolicEtraitsSENaturedGeneticsQE2017QEYcQEVZbYRVZcW 36.3 143

466 sdentificationEofEaEnovelEneuregulinEVEatRriskEhaplotypeEinEranEschizophreniaEmhineseEpatientsQEbutE
noEassociationEwithEtheEscelandicT“cottishEriskEhaplotypeSEMoleculardPsychiatryQE2004QEcQE_cbRaUY 15.1 142

465
knEalternativelyEsplicedEregionEofEtheEhumanEhexabrachionEcontainsEaErepeatEofEpotentialE
xRglycosylationEsitesSEProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofd
AmericaQE1989QEb_QEVZbbRcW

11.5 142

464 ”heEoligodendrocyteRmyelinEglycoproteinEbelongsEtoEaEdistinctEfamilyEofEproteinsEandEcontainsEtheE
rxuRVEcarbohydrateSEJournaldofdCelldBiologyQE1990QEVVUQEYaVRc 7.3 142

463 qenomeRwideEassociationEandEwendelianErandomisationEanalysisEprovideEinsightsEintoEtheE
pathogenesisEofEheartEfailureSENaturedCommunicationsQE2020QEVVQEV_X 17.4 140

462 kEgenomeRwideEassociationEstudyEidentifiesEanEosteoarthritisEsusceptibilityElocusEonEchromosomeE
aqWWSEArthritisdanddRheumatismQE2010QE_WQEYccRZVU 139

461 kEsequenceEvariantEatEYpV_SXEconfersEsusceptibilityEtoEurinaryEbladderEcancerSENaturedGeneticsQE2010
QEYWQEYVZRc 36.3 138

460 kssociationEofEvariantsEatE wynEwithEchronicEkidneyEdiseaseEandEkidneyEstonesRroleEofEageEandE
comorbidEdiseasesSEPLoSdGeneticsQE2010QE_QEeVUUVUXc 6 138

459 “ingleRtissueEandEcrossRtissueEheritabilityEofEgeneEexpressionEviaEidentityRbyRdescentEinErelatedEorE
unrelatedEindividualsSEPLoSdGeneticsQE2011QEaQEeVUUVXVa 6 138

458 kEsusceptibilityEgeneEforEpsoriaticEarthritisEmapsEtoEchromosomeEV_qdEevidenceEforEimprintingSE
AmericandJournaldofdHumandGeneticsQE2003QEaWQEVWZRXV 11 137

457 zatientsEwithEmyastheniaEgravisEandEthymomaEhaveEinEtheirEseraEsgqEautoantibodiesEagainstEtitinSE
ClinicaldanddExperimentaldImmunologyQE1990QEbWQEWbYRb 6.2 136

456
nesignEofEtheEmoronaryEk’teryEnsseaseEqenomeRWideE’eplicationEkndEwetaRknalysisE
Mmk’nsoq’kwNE“tudydEkEqenomeRwideEassociationEmetaRanalysisEinvolvingEmoreEthanEWWEUUUEcasesE
andE_UEUUUEcontrolsSECirculation:dCardiovasculardGeneticsQE2010QEXQEYaZRbX

135

455 mommonEgeneticEvariantsEassociatedEwithEopenRangleEglaucomaSEHumandMoleculardGeneticsQE2011QE
WUQEWY_YRaV 5.6 134

454 rvkRmw_RpositiveEandErvkRmw_RnegativeEpatientsEwithEzsoriasisEvulgarisEhaveEdistinctEclinicalE
featuresSEJournaldofdInvestigativedDermatologyQE2002QEVVbQEX_WRZ 4.3 134
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453
zrofilingEofEgenesEexpressedEinEperipheralEbloodEmononuclearEcellsEpredictsEglucocorticoidE
sensitivityEinEasthmaEpatientsSEProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesd
ofdAmericaQE2005QEVUWQEVYabcRcY

11.5 133

452
qenomeRwideEkssociationEforEwajorEnepressionE”hroughEkgeEatEynsetE“tratificationdEwajorE
nepressiveEnisorderEWorkingEqroupEofEtheEzsychiatricEqenomicsEmonsortiumSEBiologicaldPsychiatryQE
2017QEbVQEXWZRXXZ

7.9 129

451 oxpandingEtheErangeEofEεxpbUYkEvariantsEconferringEriskEofEpsychosisSEMoleculardPsychiatryQE2011QE
V_QEZcR__ 15.1 129

450 kEpolymorphismEinEs’pYEaffectsEhumanEpigmentationEthroughEaEtyrosinaseRdependentE
ws”pT”pkzWkEpathwaySECellQE2013QEVZZQEVUWWRXX 56.2 127

449 mommonEvariantsEatE_pWVSVEareEassociatedEwithElargeEarteryEatheroscleroticEstrokeSENaturedGeneticsQE
2012QEYYQEVVYaRZV 36.3 126

448 qeneticEcorrectionEofEz“kEvaluesEusingEsequenceEvariantsEassociatedEwithEz“kElevelsSEScienced
TranslationaldMedicineQE2010QEWQE_WracW 17.5 125

447 WeightingEsequenceEvariantsEbasedEonEtheirEannotationEincreasesEpowerEofEwholeRgenomeE
associationEstudiesSENaturedGeneticsQE2016QEYbQEXVYRa 36.3 123

446 ”argetEgenesQEvariantsQEtissuesEandEtranscriptionalEpathwaysEinfluencingEhumanEserumEurateElevelsSE
NaturedGeneticsQE2019QEZVQEVYZcRVYaY 36.3 122

445 qenomeRwideEanalysesEusingE uEliobankEdataEprovideEinsightsEintoEtheEgeneticEarchitectureEofE
osteoarthritisSENaturedGeneticsQE2018QEZUQEZYcRZZb 36.3 122

444 ’ejectionEofEfetalEneocorticalEneuralEtransplantsEbyErRWEincompatibleEmiceSEJournaldofdImmunologyQE
1987QEVXcQEWWaZRbX 5.3 122

443 wultipleEnovelEtranscriptionEinitiationEsitesEforEx’qVSEGeneQE2004QEXYWQEcaRVUZ 3.8 121

442 kEgenomeRwideEscanEforEpreeclampsiaEinEtheExetherlandsSEEuropeandJournaldofdHumandGeneticsQE
2001QEcQEaZbR_Y 5.3 121

441 vifeRmourseEqenomeRwideEkssociationE“tudyEwetaRanalysisEofE”otalElodyElwnEandEkssessmentEofE
kgeR“pecificEoffectsSEAmericandJournaldofdHumandGeneticsQE2018QEVUWQEbbRVUW 11 119

440 ynEtheEreplicationEofEgeneticEassociationsdEtimingEcanEbeEeverythingFSEAmericandJournaldofdHumand
GeneticsQE2008QEbWQEbYcRZb 11 119

439 ”heEassociationEofEaE“xzEupstreamEofEsx“sqWEwithEbodyEmassEindexEisEreproducedEinEseveralEbutEnotE
allEcohortsSEPLoSdGeneticsQE2007QEXQEe_V 6 119

438 VariantsEinEtheEfetalEgenomeEnearEpv”VEareEassociatedEwithEriskEofEpreeclampsiaSENaturedGeneticsQE
2017QEYcQEVWZZRVW_U 36.3 118

437
kpolipoproteinMaNEgeneticEsequenceEvariantsEassociatedEwithEsystemicEatherosclerosisEandEcoronaryE
atheroscleroticEburdenEbutEnotEwithEvenousEthromboembolismSEJournaldofdthedAmericandCollegedofd
CardiologyQE2012QE_UQEaWWRc

15.1 118

436 VariantsEinEnoxxnVkEareEassociatedEwithEpolycysticEovaryEsyndromeEinEwomenEofEouropeanE
ancestrySEJournaldofdClinicaldEndocrinologydanddMetabolismQE2012QEcaQEoVXYWRa 5.6 118

(2012-2005)
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435 waintenanceEofEisolatedEoligodendrocytesEinElongRtermEcultureSEBraindResearchQE1980QEWUUQEVZVR_Y 3.7 118

434 zhysicalEandEneurobehavioralEdeterminantsEofEreproductiveEonsetEandEsuccessSENaturedGeneticsQE
2016QEYbQE_VaR_WX 36.3 118

433 sdentificationEofElowRfrequencyEvariantsEassociatedEwithEgoutEandEserumEuricEacidElevelsSENatured
GeneticsQE2011QEYXQEVVWaRXU 36.3 117

432 mirculatingEautoantibodiesEtoEtheEWUUQUUURdaltonEproteinEofEneurofilamentsEinEtheEserumEofEhealthyE
individualsSEScienceQE1985QEWWbQEVVVaRc 33.3 116

431 qraphtyperEenablesEpopulationRscaleEgenotypingEusingEpangenomeEgraphsSENaturedGeneticsQE2017QE
YcQEV_ZYRV__U 36.3 115

430 kEsequenceEvariantEonEVaqWVEisEassociatedEwithEageEatEonsetEandEseverityEofEasthmaSEEuropeand
JournaldofdHumandGeneticsQE2010QEVbQEcUWRb 5.3 114

429 knEassociationEbetweenEtheEkinshipEandEfertilityEofEhumanEcouplesSEScienceQE2008QEXVcQEbVXR_ 33.3 111

428 ”rackingEpiveEwillenniaEofErorseEwanagementEwithEoxtensiveEkncientEqenomeE”imeE“eriesSECellQE
2019QEVaaQEVYVcRVYXZSeXV 56.2 110

427 ”heEgeneticEspectrumEofEaEpopulationRbasedEsampleEofEfamilialEhemiplegicEmigraineSEBrainQE2007QE
VXUQEXY_RZ_ 11.2 110

426 zrotectionEofEprivacyEbyEthirdRpartyEencryptionEinEgeneticEresearchEinEscelandSEEuropeandJournaldofd
HumandGeneticsQE2000QEbQEaXcRYW 5.3 110

425 qeneticEoverlapEbetweenEklzheimerLsEdiseaseEandEzarkinsonLsEdiseaseEatEtheEwkz”ElocusSEMoleculard
PsychiatryQE2015QEWUQEVZbbRcZ 15.1 107

424 sschemicEstrokeEisEassociatedEwithEtheEklyElocusdEtheEouromvy”EstudySEAnnalsdofdNeurologyQE2013QE
aXQEV_RXV 9.4 105

423 ouropeanEgenomeRwideEassociationEstudyEidentifiesE“vmVYkVEasEaEnewEurinaryEbladderEcancerE
susceptibilityEgeneSEHumandMoleculardGeneticsQE2011QEWUQEYW_bRbV 5.6 105

422 “evereEosteoarthritisEofEtheEhandEassociatesEwithEcommonEvariantsEwithinEtheEkvnrVkWEgeneEandE
withErareEvariantsEatEVpXVSENaturedGeneticsQE2014QEY_QEYcbRZUW 36.3 104

421 kErareEnonsynonymousEsequenceEvariantEinEmXEisEassociatedEwithEhighEriskEofEageRrelatedEmacularE
degenerationSENaturedGeneticsQE2013QEYZQEVXaVRY 36.3 104

420 kEnovelE”oknVEmutationEisEtheEcausativeEalleleEinE“veinssonLsEchorioretinalEatrophyEMhelicoidE
peripapillaryEchorioretinalEdegenerationNSEHumandMoleculardGeneticsQE2004QEVXQEcaZRbV 5.6 104

419 kEmajorEsusceptibilityEgeneEforEasthmaEmapsEtoEchromosomeEVYqWYSEAmericandJournaldofdHumand
GeneticsQE2002QEaVQEYbXRcV 11 104

418 xeuregulinEVEandEschizophreniaSEAnnalsdofdMedicineQE2004QEX_QE_WRaV 1.5 103
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417 wetaRanalysisEofEgenomeRwideEassociationEstudiesEconfirmsEaEsusceptibilityElocusEforEkneeE
osteoarthritisEonEchromosomeEaqWWSEAnnalsdofdthedRheumaticdDiseasesQE2011QEaUQEXYcRZZ 2.4 102

416 kEvariantEinEwmpWvEisEassociatedEwithEosteoarthritisSEAmericandJournaldofdHumandGeneticsQE2011QEbcQEYY_RZU11 102

415 qenomeRwideEassociationEstudyEidentifiesEmultipleEsusceptibilityElociEforEmultipleEmyelomaSENatured
CommunicationsQE2016QEaQEVWUZU 17.4 101

414 vossRofRfunctionEvariantsEinEk”wEconferEriskEofEgastricEcancerSENaturedGeneticsQE2015QEYaQEcU_RVU 36.3 100

413 zolygenicEyverlapEletweenEmR’eactiveEzroteinQEzlasmaEvipidsQEandEklzheimerEniseaseSECirculationQE
2015QEVXVQEWU_VRWU_c 16.7 100

412 kEphosphatidylinositolRlinkedEpeanutEagglutininRbindingEglycoproteinEinEcentralEnervousEsystemE
myelinEandEonEoligodendrocytesSEJournaldofdCelldBiologyQE1988QEVU_QEVWaXRc 7.3 100

411
kEpopulationwideEcoalescentEanalysisEofEscelandicEmatrilinealEandEpatrilinealEgenealogiesdEevidenceE
forEaEfasterEevolutionaryErateEofEmtnxkElineagesEthanE₁EchromosomesSEAmericandJournaldofdHumand
GeneticsQE2003QEaWQEVXaURbb

11 98

410 wetaRknalysisEofEqenomeRWideEkssociationE“tudiesEforEkbdominalEkorticEkneurysmEsdentifiesEpourE
xewEniseaseR“pecificE’iskEvociSECirculationdResearchQE2017QEVWUQEXYVRXZX 15.7 97

409 mharacterizingEmutagenicEeffectsEofErecombinationEthroughEaEsequenceRlevelEgeneticEmapSEScienceQE
2019QEX_XQE 33.3 97

408 veveragingEcrossRspeciesEtranscriptionEfactorEbindingEsiteEpatternsdEfromEdiabetesEriskElociEtoE
diseaseEmechanismsSECellQE2014QEVZ_QEXYXRZb 56.2 96

407 kEpathwayRbasedEanalysisEprovidesEadditionalEsupportEforEanEimmuneRrelatedEgeneticEsusceptibilityE
toEzarkinsonLsEdiseaseSEHumandMoleculardGeneticsQE2013QEWWQEVUXcRYc 5.6 96

406 zersonalizedEgenomicEinformationdEpreparingEforEtheEfutureEofEgeneticEmedicineSENaturedReviewsd
GeneticsQE2010QEVVQEV_VRZ 30.1 96

405
“haringEofEantigenicEdeterminantsEbetweenEtheEnicotinicEacetylcholineEreceptorEandEproteinsEinE
oscherichiaEcoliQEzroteusEvulgarisQEandEulebsiellaEpneumoniaeSEzossibleEroleEinEtheEpathogenesisEofE
myastheniaEgravisSENewdEnglanddJournaldofdMedicineQE1985QEXVWQEWWVRZ

59.2 96

404 snterrogatingEtheEqeneticEneterminantsEofE”ouretteLsE“yndromeEandEytherE”icEnisordersE”hroughE
qenomeRWideEkssociationE“tudiesSEAmericandJournaldofdPsychiatryQE2019QEVa_QEWVaRWWa 11.9 95

403 mommonEandErareEvariantsEassociatedEwithEkidneyEstonesEandEbiochemicalEtraitsSENatured
CommunicationsQE2015QE_QEacaZ 17.4 95

402 kEvariantEinEp”yEshowsEassociationEwithEmelanomaEriskEnotEdueEtoElwsSENaturedGeneticsQE2013QEYZQE
YWbRXWQEYXWeV 36.3 95

401 kEmetaRanalysisEofEgenomeRwideEassociationEstudiesEidentifiesEnovelEvariantsEassociatedEwithE
osteoarthritisEofEtheEhipSEAnnalsdofdthedRheumaticdDiseasesQE2014QEaXQEWVXUR_ 2.4 95

400 “equenceEvariantsEatEm₁zVkVRm₁zVkWEandEkr’EassociateEwithEcoffeeEconsumptionSEHumand
MoleculardGeneticsQE2011QEWUQEWUaVRa 5.6 95

(2011-2011)
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399 VariantEk“q’VEkssociatedEwithEaE’educedE’iskEofEmoronaryEkrteryEniseaseSENewdEnglanddJournaldofd
MedicineQE2016QEXaYQEWVXVRYV 59.2 94

398 qenomeRwideEassociationEanalysisEofEcoffeeEdrinkingEsuggestsEassociationEwithEm₁zVkVTm₁zVkWE
andEx’mkwSEMoleculardPsychiatryQE2012QEVaQEVVV_RWc 15.1 93

397 mommonEvariantsEonEVpX_EandEVqYWEareEassociatedEwithEcutaneousEbasalEcellEcarcinomaEbutEnotE
withEmelanomaEorEpigmentationEtraitsSENaturedGeneticsQE2008QEYUQEVXVXRb 36.3 93

396 waleRpatternEbaldnessEsusceptibilityElocusEatEWUpVVSENaturedGeneticsQE2008QEYUQEVWbWRY 36.3 93

395 snterferonRgammaRinducedEoligodendrocyteEcellEdeathdEimplicationsEforEtheEpathogenesisEofE
multipleEsclerosisSEMoleculardMedicineQE1995QEVQEaXWRYX 6.2 93

394 rvkEclassEssEsequenceEvariantsEinfluenceEtuberculosisEriskEinEpopulationsEofEouropeanEancestrySE
NaturedGeneticsQE2016QEYbQEXVbRWW 36.3 92

393 sdentificationEofEgenomicElociEassociatedEwithErestingEheartErateEandEsharedEgeneticEpredictorsEwithE
allRcauseEmortalitySENaturedGeneticsQE2016QEYbQEVZZaRVZ_X 36.3 91

392 qeneticEvariantsElinkedEtoEeducationEpredictElongevitySEProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaQE2016QEVVXQEVXX__RVXXaV 11.5 90

391 montributionEofEknkwXXEpolymorphismsEtoEtheEpopulationEriskEofEasthmaSEThoraxQE2005QE_UQEWaYR_ 7.3 90

390 ”’owWEandEneurodegenerativeEdiseaseSENewdEnglanddJournaldofdMedicineQE2013QEX_cQEVZ_bRc 59.2 89

389 zsoriasisEpatientsEwhoEareEhomozygousEforEtheErvkRmwOU_UWEalleleEhaveEaEWSZRfoldEincreasedEriskEofE
developingEpsoriasisEcomparedEwithEmw_EheterozygotesSEBritishdJournaldofdDermatologyQE2003QEVYbQEWXXRZ4 89

388 vargeEmetaRanalysisEofEgenomeRwideEassociationEstudiesEidentifiesEfiveElociEforEleanEbodyEmassSE
NaturedCommunicationsQE2017QEbQEbU 17.4 88

387 kssessmentEofEosteoarthritisEcandidateEgenesEinEaEmetaRanalysisEofEnineEgenomeRwideEassociationE
studiesSEArthritisdanddRheumatologyQE2014QE__QEcYURc 9.5 88

386 pamilialEriskEofElungEcarcinomaEinEtheEscelandicEpopulationSEJAMAdrdJournaldofdthedAmericandMedicald
AssociationQE2004QEWcWQEWcaaRbX 27.4 87

385 mommonEandElowRfrequencyEvariantsEassociatedEwithEgenomeRwideErecombinationErateSENatured
GeneticsQE2014QEY_QEVVR_ 36.3 86

384 knxietyEwithEpanicEdisorderElinkedEtoEchromosomeEcqEinEscelandSEAmericandJournaldofdHumand
GeneticsQE2003QEaWQEVWWVRXU 11 86

383 kEroleEforEtheEacetylcholineEreceptorRinducingEproteinEk’skEinEoligodendrocyteEdevelopmentSE
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaQE1994QEcVQEVV_W_RXU 11.5 86

382 lrainEageEpredictionEusingEdeepElearningEuncoversEassociatedEsequenceEvariantsSENatured
CommunicationsQE2019QEVUQEZYUc 17.4 86
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381 snsightsEintoEtheEgeneticEarchitectureEofEosteoarthritisEfromEstageEVEofEtheEarcyqoxEstudySEAnnalsd
ofdthedRheumaticdDiseasesQE2011QEaUQEb_YRa 2.4 85

380 xeuropathyEaccompanyingEsgwElambdaEmonoclonalEgammopathySEActadNeuropathologicaQE1983QEZcQEWZZR_V14.3 85

379 “electionEagainstEvariantsEinEtheEgenomeEassociatedEwithEeducationalEattainmentSEProceedingsdofd
thedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaQE2017QEVVYQEoaWaRoaXW 11.5 84

378 ’elatednessEdisequilibriumEregressionEestimatesEheritabilityEwithoutEenvironmentalEbiasSENatured
GeneticsQE2018QEZUQEVXUYRVXVU 36.3 84

377 waternallyEderivedEmicroduplicationsEatEVZqVVRqVXdEimplicationEofEimprintedEgenesEinEpsychoticE
illnessSEAmericandJournaldofdPsychiatryQE2011QEV_bQEYUbRVa 11.9 84

376 pocalEbrainEinjuryEandEupregulationEofEaEdevelopmentallyEregulatedEextracellularEmatrixEproteinSE
JournaldofdNeurosurgeryQE1995QEbWQEVU_RVW 3.2 84

375 qenomeRwideEassociationEstudyEofEmoreEthanEYUQUUUEbipolarEdisorderEcasesEprovidesEnewEinsightsE
intoEtheEunderlyingEbiologySENaturedGeneticsQE2021QEZXQEbVaRbWc 36.3 83

374 qeneticEpredispositionEtoEmosaicE₁EchromosomeElossEinEbloodSENatureQE2019QEZaZQE_ZWR_Za 50.4 83

373 ’egulatoryEvariantsEatEuvpVYEinfluenceEtypeEWEdiabetesEriskEviaEaEfemaleRspecificEeffectEonE
adipocyteEsizeEandEbodyEcompositionSENaturedGeneticsQE2018QEZUQEZaWRZbU 36.3 82

372 kEgenomeRwideEassociationEstudyEofEearlyEmenopauseEandEtheEcombinedEimpactEofEidentifiedE
variantsSEHumandMoleculardGeneticsQE2013QEWWQEVY_ZRaW 5.6 82

371 kllelicEfrequenciesEandEpatternsEofEsingleRnucleotideEpolymorphismsEinEcandidateEgenesEforEasthmaE
andEatopyEinEscelandSEAmericandJournaldofdRespiratorydanddCriticaldCaredMedicineQE2001QEV_YQEWUX_RYY 10.2 82

370 xitricEoxideEsynthaseEandEguanylateEcyclaseElevelsEinEcanineEbasilarEarteryEafterEsubarachnoidE
hemorrhageSEJournaldofdNeurosurgeryQE1995QEbWQEWZURZ 3.2 81

369 kEgenomeRwideEassociationEstudyEyieldsEfiveEnovelEthyroidEcancerEriskElociSENaturedCommunicationsQE
2017QEbQEVYZVa 17.4 80

368 qeneticEnifferencesEinEtheEsmmediateE”ranscriptomeE’esponseEtoE“tressEzredictE’iskR’elatedElrainE
punctionEandEzsychiatricEnisordersSENeuronQE2015QEb_QEVVbcRWUW 13.9 79

367 wechanismEofEoxyhemoglobinRinducedEreleaseEofEendothelinRVEfromEculturedEvascularEendothelialE
cellsEandEsmoothRmuscleEcellsSEJournaldofdNeurosurgeryQE1993QEacQEbcWRb 3.2 79

366 kErareEsvXXElossRofRfunctionEmutationEreducesEbloodEeosinophilEcountsEandEprotectsEfromEasthmaSE
PLoSdGeneticsQE2017QEVXQEeVUU__Zc 6 79

365 VWWapamilialityEofEfatalEmeaslesEinfectionsEinEscelandQEVbbWSEknalysisEofEaEreconstructedEpatientE
cohortEfromEaEmajorEepidemicSEOpendForumdInfectiousdDiseasesQE2014QEVQE“YXR“YX 1 78

364
kssociationEbetweenEsvRVbetaT”xpRalphaRinducedEglucocorticoidRsensitiveEchangesEinEmultipleEgeneE
expressionEandEalteredEresponsivenessEinEairwayEsmoothEmuscleSEAmericandJournaldofdRespiratoryd
CelldanddMoleculardBiologyQE2001QEWZQEa_VRaV

5.7 78

(2001-2011)
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363 wultiRnucleotideEdeEnovoEwutationsEinErumansSEPLoSdGeneticsQE2016QEVWQEeVUU_XVZ 6 77

362 ”heEcompleteEcnxkEsequenceEofEhumanEhexabrachionEM”enascinNSEkEmultidomainEproteinE
containingEuniqueEepidermalEgrowthEfactorErepeatsSEJournaldofdBiologicaldChemistryQE1991QEW__QEWbVbRWX 5.4 76

361 vackEofEassociationEbetweenEtheE”rpaVckrgEpolymorphismEinEkinesinRlikeEproteinR_EandEcoronaryE
arteryEdiseaseEinEVcEcaseRcontrolEstudiesSEJournaldofdthedAmericandCollegedofdCardiologyQE2010QEZ_QEVZZWR_X15.1 75

360
kssociationEofEfolateRpathwayEgeneEpolymorphismsEwithEtheEriskEofEprostateEcancerdEaE
populationRbasedEnestedEcaseRcontrolEstudyQEsystematicEreviewQEandEmetaRanalysisSECancerd
EpidemiologydBiomarkersdanddPreventionQE2009QEVbQEWZWbRXc

4 75

359 vinkageEofEessentialEhypertensionEtoEchromosomeEVbqSEHypertensionQE2002QEXcQEVUYYRc 8.5 75

358 qenomeRwideEmetaRanalysisEforEserumEcalciumEidentifiesEsignificantlyEassociatedE“xzsEnearEtheE
calciumRsensingEreceptorEMmk“’NEgeneSEPLoSdGeneticsQE2010QE_QEeVUUVUXZ 6 74

357 oxpressionEofEtheEoligodendrocyteRmyelinEglycoproteinEbyEneuronsEinEtheEmouseEcentralEnervousE
systemSEJournaldofdNeurochemistryQE1998QEaUQEVaUYRVV 6 74

356 kEmouseEmodelEthatErecapitulatesEcardinalEfeaturesEofEtheEVZqVXSXEmicrodeletionEsyndromeE
includingEschizophreniaREandEepilepsyRrelatedEalterationsSEBiologicaldPsychiatryQE2014QEa_QEVWbRXa 7.9 73

355 kEsequenceEvariantEassociatedEwithEsortilinRVEM“y’”VNEonEVpVXSXEisEindependentlyEassociatedEwithE
abdominalEaorticEaneurysmSEHumandMoleculardGeneticsQE2013QEWWQEWcYVRa 5.6 73

354 qeneticEassociationEstudyEofEexfoliationEsyndromeEidentifiesEaEprotectiveErareEvariantEatEvyövVEandE
fiveEnewEsusceptibilityElociSENaturedGeneticsQE2017QEYcQEccXRVUUY 36.3 72

353 ”heEgermlineEsequenceEvariantErsWaX_VUU_mEinE”o’”EassociatesEwithEmyeloproliferativeEneoplasmsSE
LeukemiaQE2014QEWbQEVXaVRY 10.7 72

352 qeneticEarchitectureEofEvitaminElVWEandEfolateElevelsEuncoveredEapplyingEdeeplyEsequencedElargeE
datasetsSEPLoSdGeneticsQE2013QEcQEeVUUXZXU 6 72

351 kEreassessmentEofEgeneticEdiversityEinEscelandersdEstrongEevidenceEfromEmultipleElociEforErelativeE
homogeneityEcausedEbyEgeneticEdriftSEAnnalsdofdHumandGeneticsQE2003QE_aQEWbVRca 2.2 72

350 vocalizationEofEaEgeneEforEmigraineEwithoutEauraEtoEchromosomeEYqWVSEAmericandJournaldofdHumand
GeneticsQE2003QEaXQEcb_RcX 11 72

349 kncestryRshiftErefinementEmappingEofEtheEm_orfcaRo“’VEbreastEcancerEsusceptibilityElocusSEPLoSd
GeneticsQE2010QE_QEeVUUVUWc 6 72

348 “haredEgeneticEbasisEforEmigraineEandEischemicEstrokedEkEgenomeRwideEanalysisEofEcommonE
variantsSENeurologyQE2015QEbYQEWVXWRYZ 6.5 71

347 wetaRanalysisEofEgenomeRwideEassociationEstudiesEidentifiesEnovelElociEthatEinfluenceEcuppingEandE
theEglaucomatousEprocessSENaturedCommunicationsQE2014QEZQEYbbX 17.4 71

346 ’ecommendationsEforEstandardizationEandEphenotypeEdefinitionsEinEgeneticEstudiesEofE
osteoarthritisdEtheE”’ok”RykEconsortiumSEOsteoarthritisdanddCartilageQE2011QEVcQEWZYR_Y 6.2 71
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345 ”heEimpactEofEdivergenceEtimeEonEtheEnatureEofEpopulationEstructuredEanEexampleEfromEscelandSE
PLoSdGeneticsQE2009QEZQEeVUUUZUZ 6 71

344 qeneticEvariantsEassociatedEwithEmosaicE₁EchromosomeElossEhighlightEcellEcycleEgenesEandEoverlapE
withEcancerEsusceptibilitySENaturedGeneticsQE2017QEYcQE_aYR_ac 36.3 70

343 “ixEnovelEsusceptibilityEvociEforEearlyRonsetEandrogeneticEalopeciaEandEtheirEunexpectedEassociationE
withEcommonEdiseasesSEPLoSdGeneticsQE2012QEbQEeVUUWaY_ 6 70

342 qenomeRwideEmetaRanalysisErevealsEcommonEspliceEsiteEacceptorEvariantEinEmr’xkYEassociatedE
withEnicotineEdependenceSETranslationaldPsychiatryQE2015QEZQEe_ZV 8.6 68

341 mommonEvariantEatEV_pVVSWEconferringEriskEofEpsychosisSEMoleculardPsychiatryQE2014QEVcQEVUbRVY 15.1 67

340 ouropeanEboneEmineralEdensityElociEareEalsoEassociatedEwithElwnEinEoastRksianEpopulationsSEPLoSd
ONEQE2010QEZQEeVXWVa 3.7 67

339 wetaRanalysisEofEscelandicEandE uEdataEsetsEidentifiesEmissenseEvariantsEinE“wyQEsvVVQEmyvVVkVEandE
VXEmoreEnewElociEassociatedEwithEosteoarthritisSENaturedGeneticsQE2018QEZUQEV_bVRV_ba 36.3 67

338 sdentificationEofEmommonEqeneticEVariantsEsnfluencingE“pontaneousEnizygoticE”winningEandE
pemaleEpertilitySEAmericandJournaldofdHumandGeneticsQE2016QEcbQEbcbRcUb 11 66

337 mrossRmancerEqenomeRWideEknalysisEofEvungQEyvaryQElreastQEzrostateQEandEmolorectalEmancerE
’evealsExovelEzleiotropicEkssociationsSECancerdResearchQE2016QEa_QEZVUXRVY 10.1 66

336 ”heEchromosomeEcpWVEriskElocusEisEassociatedEwithEangiographicEseverityEandEprogressionEofE
coronaryEarteryEdiseaseSEEuropeandHeartdJournalQE2010QEXVQEXUVaRWX 9.5 65

335 kEpopulationRbasedEfamilialEaggregationEanalysisEindicatesEgeneticEcontributionEinEaEmajorityEofE
renalEcellEcarcinomasSEInternationaldJournaldofdCancerQE2002QEVUUQEYa_Rc 7.5 65

334 WholeEgenomeEcharacterizationEofEsequenceEdiversityEofEVZQWWUEscelandersSEScientificdDataQE2017QEYQEVaUVVZ8.2 64

333 kndrogeneticEalopeciadEidentificationEofEfourEgeneticEriskElociEandEevidenceEforEtheEcontributionEofE
Wx”EsignalingEtoEitsEetiologySEJournaldofdInvestigativedDermatologyQE2013QEVXXQEVYbcRc_ 4.3 64

332 kssociationEstudyEofEnonsynonymousEsingleEnucleotideEpolymorphismsEinEschizophreniaSEBiologicald
PsychiatryQE2012QEaVQEV_cRaa 7.9 63

331 kElargeEscelandicEfamilyEwithEearlyEosteoarthritisEofEtheEhipEassociatedEwithEaEsusceptibilityElocusEonE
chromosomeEV_pSEArthritisdanddRheumatismQE2001QEYYQEWZYbRZZ 62

330 ”heE₁RchromosomeEpointEmutationErateEinEhumansSENaturedGeneticsQE2015QEYaQEYZXRa 36.3 61

329 vipoproteinMaNEmoncentrationEandE’isksEofEmardiovascularEniseaseEandEniabetesSEJournaldofdthed
AmericandCollegedofdCardiologyQE2019QEaYQEWcbWRWccY 15.1 61

328 qenomeRwideEassociationEstudyEimplicatesEmr’xkWEinEcannabisEuseEdisorderSENaturedNeuroscienceQE
2019QEWWQEVU__RVUaY 25.5 60

(2019-2009)
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327 “equencesEfromEfirstEsettlersErevealErapidEevolutionEinEscelandicEmtnxkEpoolSEPLoSdGeneticsQE2009QE
ZQEeVUUUXYX 6 60

326 kEwissenseEVariantEinEz”zxWWEisEaE’iskEpactorEforEnrugRinducedEviverEsnjurySEGastroenterologyQE2019QE
VZ_QEVaUaRVaV_SeW 13.3 59

325 niscoveryEandEpineRwappingEofEqlycaemicEandEybesityR’elatedE”raitEvociE singErighRnensityE
smputationSEPLoSdGeneticsQE2015QEVVQEeVUUZWXU 6 59

324 zolygenicEriskEscoresEforEschizophreniaEandEbipolarEdisorderEassociateEwithEaddictionSEAddictiond
BiologyQE2018QEWXQEYbZRYcW 4.6 58

323 kEvariantEinEvnv’EisEassociatedEwithEabdominalEaorticEaneurysmSECirculation:dCardiovasculardGeneticsQE
2013QE_QEYcbRZUY 58

322 kntagonistsEofEtheEozXEreceptorEforEprostaglandinEoWEareEnovelEantiplateletEagentsEthatEdoEnotE
prolongEbleedingSEACSdChemicaldBiologyQE2009QEYQEVVZRW_ 4.9 58

321 sdentificationEofEqalMbetaEVRXNqalxkcEbearingEglycoproteinsEatEtheEnodesEofE’anvierEinEperipheralE
nerveSEJournaldofdNeurosciencedResearchQE1994QEXbQEVXYRYV 4.4 58

320 sdentificationEofEsequenceEvariantsEinfluencingEimmunoglobulinElevelsSENaturedGeneticsQE2017QEYcQEVVbWRVVcV36.3 57

319 sdentificationEofEmultipleEriskElociEandEregulatoryEmechanismsEinfluencingEsusceptibilityEtoEmultipleE
myelomaSENaturedCommunicationsQE2018QEcQEXaUa 17.4 57

318 WholeRgenomeEsequencingEidentifiesErareEgenotypesEinEmywzEandEmrknvEassociatedEwithEhighEriskE
ofEhipEosteoarthritisSENaturedGeneticsQE2017QEYcQEbUVRbUZ 36.3 56

317 qenomeRwideEanalysisEyieldsEnewElociEassociatingEwithEaorticEvalveEstenosisSENaturedCommunications
QE2018QEcQEcba 17.4 56

316 snsightsEintoEimprintingEfromEparentRofRoriginEphasedEmethylomesEandEtranscriptomesSENatured
GeneticsQE2018QEZUQEVZYWRVZZW 36.3 56

315 ostimationEofEqeneticEmorrelationEviaEvinkageEnisequilibriumE“coreE’egressionEandEqenomicE
’estrictedEwaximumEvikelihoodSEAmericandJournaldofdHumandGeneticsQE2018QEVUWQEVVbZRVVcY 11 55

314 VariantsEinEovvWEinfluencingEimmunoglobulinElevelsEassociateEwithEmultipleEmyelomaSENatured
CommunicationsQE2015QE_QEaWVX 17.4 54

313 ”heElk’nVEmysZZa“erEvariantEandEbreastEcancerEriskEinEscelandSEPLoSdMedicineQE2006QEXQEeWVa 11.6 54

312 snhibitionEofE”EcellEactivationEbyEtheEextracellularEmatrixEproteinEtenascinSEJournaldofdImmunologyQE
1994QEVZWQEZVccRWUa 5.3 54

311 kEhomozygousElossRofRfunctionEmutationEleadingEtoEm₁lmVEdeficiencyEcausesEchronicE
granulomatousEdiseaseSENaturedCommunicationsQE2018QEcQEYYYa 17.4 54

310 VZqVVSWEmxVEaffectsEcognitiveQEstructuralEandEfunctionalEcorrelatesEofEdyslexiaEandEdyscalculiaSE
TranslationaldPsychiatryQE2017QEaQEeVVUc 8.6 52
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309 qenomeRwideEassociationEstudyEacrossEouropeanEandEkfricanEkmericanEancestriesEidentifiesEaE“xzE
inEnxw”XlEcontributingEtoEnicotineEdependenceSEMoleculardPsychiatryQE2018QEWXQEVcVVRVcVc 15.1 52

308 qenomeRwideEassociationEandErvkEfineRmappingEstudiesEidentifyEriskElociEandEgeneticEpathwaysE
underlyingEallergicErhinitisSENaturedGeneticsQE2018QEZUQEVUaWRVUbU 36.3 52

307 ”heEinheritanceEofErheumatoidEarthritisEinEscelandSEArthritisdanddRheumatismQE2001QEYYQEWWYaRZY 52

306 qeneticEvariationEatEV_qWYSWEisEassociatedEwithEsmallEvesselEstrokeSEAnnalsdofdNeurologyQE2017QEbVQEXbXRXcY9.4 51

305 “equenceEvariantsEfromEwholeEgenomeEsequencingEaElargeEgroupEofEscelandersSEScientificdDataQE
2015QEWQEVZUUVV 8.2 51

304 vocalizationEofEaEgeneEforEperipheralEarterialEocclusiveEdiseaseEtoEchromosomeEVpXVSEAmericand
JournaldofdHumandGeneticsQE2002QEaUQEZb_RcW 11 50

303 “tructureEofEtheEhumanEhexabrachionEMtenascinNEgeneSEProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaQE1991QEbbQEcYXbRYW 11.5 50

302 smmunohistochemistryEofEretinoblastomasEinEhumansSEAmericandJournaldofdOphthalmologyQE1984QE
caQEXUVRa 4.9 50

301 wultipleEtransmissionsEofEdeEnovoEmutationsEinEfamiliesSENaturedGeneticsQE2018QEZUQEV_aYRV_bU 36.3 50

300 xewEbasalEcellEcarcinomaEsusceptibilityElociSENaturedCommunicationsQE2015QE_QE_bWZ 17.4 49

299 ”heEscelandicErealthcareEnatabaseEandEinformedEconsentSENewdEnglanddJournaldofdMedicineQE2000QE
XYWQEVbWaRXU 59.2 49

298 noesEmhildhoodE”raumaEwoderateEzolygenicE’iskEforEnepressioniEkEwetaRanalysisEofEZa_ZE“ubjectsE
promEtheEzsychiatricEqenomicsEmonsortiumSEBiologicaldPsychiatryQE2018QEbYQEVXbRVYa 7.9 48

297 wolecularEevolutionEofEtauEproteindEimplicationsEforEklzheimerLsEdiseaseSEJournaldofdNeurochemistryQE
1996QE_aQEV_WWRXW 6 48

296 kEframeshiftEdeletionEinEtheEsarcomereEgeneEw₁vYEcausesEearlyRonsetEfamilialEatrialEfibrillationSE
EuropeandHeartdJournalQE2017QEXbQEWaRXY 9.5 47

295
vessonsEfromEtheEpastdEfamilialEaggregationEanalysisEofEfatalEpandemicEinfluenzaEM“panishEfluNEinE
scelandEinEVcVbSEProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaQE
2008QEVUZQEVXUXRb

11.5 47

294 kEprincipalEcomponentEmetaRanalysisEonEmultipleEanthropometricEtraitsEidentifiesEnovelElociEforE
bodyEshapeSENaturedCommunicationsQE2016QEaQEVXXZa 17.4 46

293 ”runcatingEmutationsEinE’lwVWEareEassociatedEwithEpsychosisSENaturedGeneticsQE2017QEYcQEVWZVRVWZY 36.3 45

292 “haredEheritabilityEandEfunctionalEenrichmentEacrossEsixEsolidEcancersSENaturedCommunicationsQE2019
QEVUQEYXV 17.4 45

(2019-2018)
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291 ”heEinheritanceEofEhandEosteoarthritisEinEscelandSEArthritisdanddRheumatismQE2003QEYbQEXcVRZ 45

290 ”heEnaturalEhistoryEofEuntreatedEmultipleEsclerosisEinEscelandSEkEtotalEpopulationRbasedEZUEyearE
prospectiveEstudySEClinicaldNeurologydanddNeurosurgeryQE2002QEVUYQEWUbRVU 2 45

289 xationwideEstudyEonEhypertrophicEcardiomyopathyEinEscelanddEevidenceEofEaEw₁lzmXEfounderE
mutationSECirculationQE2014QEVXUQEVVZbR_a 16.7 44

288 vongRreadEsequencingEofEXQ_WWEscelandersEprovidesEinsightEintoEtheEroleEofEstructuralEvariantsEinE
humanEdiseasesEandEotherEtraitsSENaturedGeneticsQE2021QEZXQEaacRab_ 36.3 44

287 zroteinRcodingEvariantsEimplicateEnovelEgenesErelatedEtoElipidEhomeostasisEcontributingEtoEbodyRfatE
distributionSENaturedGeneticsQE2019QEZVQEYZWRY_c 36.3 44

286 kElossRofRfunctionEvariantEinEkvyöVZEprotectsEagainstEnasalEpolypsEandEchronicErhinosinusitisSE
NaturedGeneticsQE2019QEZVQEW_aRWa_ 36.3 44

285 kEwissenseEVariantEinEzvomEsncreasesE’isk´ ofEktrialEpibrillationSEJournaldofdthedAmericandCollegedofd
CardiologyQE2017QEaUQEWVZaRWV_b 15.1 43

284 qenomeRwideEassociationEmetaRanalysesEandEfineRmappingEelucidateEpathwaysEinfluencingE
albuminuriaSENaturedCommunicationsQE2019QEVUQEYVXU 17.4 43

283 kElargeRscaleEgenomeRwideEassociationEstudyEmetaRanalysisEofEcannabisEuseEdisorderSELancetd
PsychiatryptheQE2020QEaQEVUXWRVUYZ 23.3 43

282 qraph”yperWEenablesEpopulationRscaleEgenotypingEofEstructuralEvariationEusingEpangenomeEgraphsSE
NaturedCommunicationsQE2019QEVUQEZYUW 17.4 43

281 niversityEinEnonRrepetitiveEhumanEsequencesEnotEfoundEinEtheEreferenceEgenomeSENaturedGeneticsQE
2017QEYcQEZbbRZcX 36.3 42

280 ’areE“mk’lVEmutationsEassociateEwithEhighRdensityElipoproteinEcholesterolEbutEnotEwithEcoronaryE
arteryEdiseaseSEEuropeandHeartdJournalQE2018QEXcQEWVaWRWVab 9.5 42

279 mommonEVariantElurdenEmontributesEtoEtheEpamilialEkggregationEofEwigraineEinEVQZbcEpamiliesSE
NeuronQE2018QEcbQEaYXRaZXSeY 13.9 42

278 ”heErateEofEmeioticEgeneEconversionEvariesEbyEsexEandEageSENaturedGeneticsQE2016QEYbQEVXaaRVXbY 36.3 42

277 kEproteinRtruncatingE’VacöEvariantEinE’xpVb_EconfersEprotectionEagainstEulcerativeEcolitisSENatured
CommunicationsQE2016QEaQEVWXYW 17.4 41

276 “equenceEvariantsEinEtheEz”mrVEgeneEassociateEwithEspineEboneEmineralEdensityEandEosteoporoticE
fracturesSENaturedCommunicationsQE2016QEaQEVUVWc 17.4 41

275 ”heEinheritanceEofEhipEosteoarthritisEinEscelandSEArthritisdanddRheumatismQE2000QEYXQEWabZRcW 41

274 llockingEtheEozXEreceptorEforEzqoWEwithEnqRUYVEdecreasesEthrombosisEwithoutEimpairingE
haemostaticEcompetenceSECardiovasculardResearchQE2014QEVUVQEYbWRcV 9.9 40
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273 demynoEgeneticsQEsncSEPharmacogenomicsQE2003QEYQEWUcRVZ 2.6 40

272 pamilialEpredispositionEandEcosegregationEanalysisEofEadultEobstructiveEsleepEapneaEandEtheEsuddenE
infantEdeathEsyndromeSEAmericandJournaldofdRespiratorydanddCriticaldCaredMedicineQE2002QEV__QEbXXRb 10.2 40

271 kEgenomeRwideEassociationEstudyEwithEVQVW_QZ_XEindividualsEidentifiesEnewEriskElociEforEklzheimerLsE
diseaseSENaturedGeneticsQE2021QEZXQEVWa_RVWbW 36.3 40

270 opigeneticEandEgeneticEcomponentsEofEheightEregulationSENaturedCommunicationsQE2016QEaQEVXYcU 17.4 39

269 z’EintervalEgenomeRwideEassociationEmetaRanalysisEidentifiesEZUElociEassociatedEwithEatrialEandE
atrioventricularEelectricalEactivitySENaturedCommunicationsQE2018QEcQEWcUY 17.4 39

268 kttentionRdeficitEhyperactivityEdisorderEsharesEcopyEnumberEvariantEriskEwithEschizophreniaEandE
autismEspectrumEdisorderSETranslationaldPsychiatryQE2019QEcQEWZb 8.6 39

267 qermlineEsequenceEvariantsEinE”qwXEandE’q“WWEconferEriskEofEbasalEcellEcarcinomaSEHumand
MoleculardGeneticsQE2014QEWXQEXUYZRZX 5.6 39

266 ’areEmutationsEassociatingEwithEserumEcreatinineEandEchronicEkidneyEdiseaseSEHumandMoleculard
GeneticsQE2014QEWXQE_cXZRYX 5.6 39

265 smpactEofEgeneticsEonElowEboneEmassEinEadultsSEJournaldofdBonedanddMineraldResearchQE2008QEWXQEVZbYRcU 6.3 39

264 qeneticEevidenceEforEaEfamilyRbasedE“candinavianEsettlementEofE“hetlandEandEyrkneyEduringEtheE
VikingEperiodsSEHeredityQE2005QEcZQEVWcRXZ 3.6 39

263 “creenEforEmkmxkVkEandEk”zVkWEmutationsEinEsporadicEhemiplegicEmigraineEpatientsSECephalalgiaQE
2008QEWbQEcVYRWV 6.1 38

262 “upportEforEinvolvementEofEtheEkrsVElocusEinEschizophreniaSEEuropeandJournaldofdHumandGeneticsQE
2007QEVZQEcbbRcV 5.3 38

261 “tructureEandEchromosomalElocalizationEofEtheEhumanEgeneEforEaEbrainEformEofEprostaglandinEnWE
synthaseSEJournaldofdBiologicaldChemistryQE1992QEW_aQEWXWUWRb 5.4 38

260 zarentalEyriginEofEsnterstitialEnuplicationsEatEVZqVVSWRqVXSXEinE“chizophreniaEandE
xeurodevelopmentalEnisordersSEPLoSdGeneticsQE2016QEVWQEeVUUZccX 6 38

259 “equenceEvariantsEinEk’rqkzVZQEmyvQEandEpkwVZZkEassociateEwithEdiverticularEdiseaseEandE
diverticulitisSENaturedCommunicationsQE2017QEbQEVZabc 17.4 37

258 kssessmentEofEgeneRbyRsexEinteractionEeffectEonEboneEmineralEdensitySEJournaldofdBonedanddMinerald
ResearchQE2012QEWaQEWUZVR_Y 6.3 37

257 kEcommonEbiologicalEbasisEofEobesityEandEnicotineEaddictionSETranslationaldPsychiatryQE2013QEXQEeXUb 8.6 37

256 ”heEywgpEgeneQEaEsecondEgrowthEsuppressorEwithinEtheExpVEgeneSEOncogeneQE1998QEV_QEVZWZRXV 9.2 37

(1998-2003)
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255 znoYnEandEkvyöZkzEgeneticEvariantsEandEriskEforEsschemicEmerebrovascularEniseaseEinE“wedenSE
JournaldofdthedNeurologicaldSciencesQE2007QEW_XQEVVXRa 3.2 37

254 nistributionEofEglialEfibrillaryEacidicEproteinEinEcentralEnervousEsystemElesionsEofEtuberousEsclerosisSE
ActadNeuropathologicaQE1980QEZWQEVXZRYU 14.3 37

253 kncientEgenomesEfromEscelandErevealEtheEmakingEofEaEhumanEpopulationSEScienceQE2018QEX_UQEVUWbRVUXW 33.3 37

252 vossEofEmardioprotectiveEoffectsEatEtheEvocusEasEaE’esultEofEqeneR“mokingEsnteractionsSECirculationQE
2017QEVXZQEWXX_RWXZX 16.7 36

251 qWk“EofEboneEsizeEyieldsEtwelveElociEthatEalsoEaffectEheightQElwnQEosteoarthritisEorEfracturesSE
NaturedCommunicationsQE2019QEVUQEWUZY 17.4 36

250 myzkEsyndromeEinEanEscelandicEfamilyEcausedEbyEaErecurrentEmissenseEmutationEinEmyzkSEBMCd
MedicaldGeneticsQE2017QEVbQEVWc 2.1 36

249 monvergentElinesEofEevidenceEsupportEmkwuuWEasEaEschizophreniaEsusceptibilityEgeneSEMoleculard
PsychiatryQE2014QEVcQEaaYRbX 15.1 36

248 “tructureEandEchromosomalElocalizationEofEtheEgeneEforEtheEoligodendrocyteRmyelinEglycoproteinSE
JournaldofdCelldBiologyQE1990QEVVVQEW_aXRc 7.3 36

247 reterozygoteEcarriersEforEmxVsEinEzk’uWEareEatEincreasedEriskEofEzarkinsonLsEdiseaseSEHumand
MoleculardGeneticsQE2015QEWYQEZ_XaRYX 5.6 35

246
qeneEcoRexpressionEanalysisEidentifiesEbrainEregionsEandEcellEtypesEinvolvedEinEmigraineE
pathophysiologydEaEqWk“RbasedEstudyEusingEtheEkllenErumanElrainEktlasSEHumandGeneticsQE2016QE
VXZQEYWZRYXc

6.3 35

245 mausalEoffectEofEqeneticEVariantsEkssociatedEWithElodyEwassEsndexEonEwultipleE“clerosisE
“usceptibilitySEAmericandJournaldofdEpidemiologyQE2017QEVbZQEV_WRVaV 3.8 35

244 nistributionEofEtheEneuronalEspecificEproteinQEVYRXRWQEinEcentralEnervousEsystemElesionsEofEtuberousE
sclerosisSEActadNeuropathologicaQE1981QEZXQEVVXRa 14.3 35

243 wappingEgenomicElociEimplicatesEgenesEandEsynapticEbiologyEinEschizophreniaSSENatureQE2022QE 50.4 35

242 rumanEgeneticsEasEaEfoundationEforEinnovativeEdrugEdevelopmentSENaturedBiotechnologyQE2013QEXVQEcaZRb44.5 34

241 ovaluationEofEsharedEgeneticEaetiologyEbetweenEosteoarthritisEandEboneEmineralEdensityEidentifiesE
“wknXEasEaEnovelEosteoarthritisEriskElocusSEHumandMoleculardGeneticsQE2017QEW_QEXbZURXbZb 5.6 34

240 zrionEsusceptibilityEandEprotectiveEallelesEexhibitEmarkedEgeographicEdifferencesSEHumandMutationQE
2003QEWWQEVUYRZ 4.7 34

239 qeneticsEofEpsoriasisEinEscelanddEevidenceEforElinkageEofEsubphenotypesEtoEdistinctEvociSEJournaldofd
InvestigativedDermatologyQE2005QEVWYQEVVaaRbZ 4.3 34

238 mhromosomalElocalizationEofEtheEhumanEhexabrachionEMtenascinNEgeneEandEevidenceEforErecentE
reduplicationEwithinEtheEgeneSEGenomicsQE1990QE_QE_V_RWW 4.3 34
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237 nistributionEofE“RVUUEproteinEandEglialEfibrillaryEacidicEproteinEinEnormalEandEglioticEhumanEretinaSE
ExperimentaldEyedResearchQE1984QEXbQEWaRXY 3.7 34

236 ”heEepidermalEgrowthEfactorEreceptorEassociatesEwithEandErecruitsEphosphatidylinositolEXRkinaseEtoE
theEplateletRderivedEgrowthEfactorEbetaEreceptorSEJournaldofdBiologicaldChemistryQE1998QEWaXQE_bbZRcV 5.4 33

235  singEqualityEmeasuresEtoEfacilitateEalleleEcallingEinEhighRthroughputEgenotypingSEGenomedResearchQE
1999QEcQEVUUWRVW 9.7 33

234 wyelinRassociatedEglycoproteinEinEhumanEretinaSENatureQE1984QEXUaQEZYbRZU 50.4 33

233 ”heEnatureEofExeanderthalEintrogressionErevealedEbyEWaQZ__EscelandicEgenomesSENatureQE2020QEZbWQEabRbX50.4 33

232 qenomeRwideEassociationEstudyEidentifiesEYbEcommonEgeneticEvariantsEassociatedEwithEhandednessSE
NaturedHumandBehaviourQE2021QEZQEZcRaU 12.8 33

231 kEgenomeRwideEcopyEnumberEassociationEstudyEofEosteoporoticEfracturesEpointsEtoEtheE_pWZSVE
locusSEJournaldofdMedicaldGeneticsQE2014QEZVQEVWWRXV 5.8 32

230 mommonEriskEvariantsEidentifiedEinEautismEspectrumEdisorder 32

229 mlinicalEcharacteristicsEofEpatientsEwithEcolorectalEcancerEwithEdoubleEsomaticEmismatchErepairE
mutationsEcomparedEwithEvynchEsyndromeSEJournaldofdMedicaldGeneticsQE2019QEZ_QEY_WRYaU 5.8 31

228 qeneRbasedEpleiotropyEacrossEmigraineEwithEauraEandEmigraineEwithoutEauraEpatientEgroupsSE
CephalalgiaQE2016QEX_QE_YbRZa 6.1 31

227 ”woElargeEglycosylatedEpolypeptidesEfoundEinEmyelinatingEoligodendrocytesEbutEnotEinEmyelinSE
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaQE1986QEbXQEWVVbRWW 11.5 31

226 VariantsEassociatingEwithEuterineEleiomyomaEhighlightEgeneticEbackgroundEsharedEbyEvariousE
cancersEandEhormoneRrelatedEtraitsSENaturedCommunicationsQE2018QEcQEX_X_ 17.4 31

225 qeneticEpredispositionEtoEhypertensionEisEassociatedEwithEpreeclampsiaEinEouropeanEandEmentralE
ksianEwomenSENaturedCommunicationsQE2020QEVVQEZca_ 17.4 30

224 qeneticEriskEinformationEforEcommonEdiseasesEmayEindeedEbeEalreadyEusefulEforEpreventionEandE
earlyEdetectionSEEuropeandJournaldofdClinicaldInvestigationQE2010QEYUQEZ_R_X 4.6 30

223 letaRtraceEgeneEexpressionEisEregulatedEbyEaEcoreEpromoterEandEaEdistalEthyroidEhormoneEresponseE
elementSEJournaldofdBiologicaldChemistryQE1997QEWaWQEVYXbaRcX 5.4 30

222 “exRdimorphicEgeneticEeffectsEandEnovelElociEforEfastingEglucoseEandEinsulinEvariabilitySENatured
CommunicationsQE2021QEVWQEWY 17.4 30

221 oightyReightEvariantsEhighlightEtheEroleEofE”EcellEregulationEandEairwayEremodelingEinEasthmaE
pathogenesisSENaturedCommunicationsQE2020QEVVQEXcX 17.4 29

220 kErareEmissenseEmutationEinEw₁r_EassociatesEwithEnonRsyndromicEcoarctationEofEtheEaortaSE
EuropeandHeartdJournalQE2018QEXcQEXWYXRXWYc 9.5 29

(2018-1984)
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219 qenomeRwideEassociationEstudyEyieldsEvariantsEatEWUpVWSWEthatEassociateEwithEurinaryEbladderE
cancerSEHumandMoleculardGeneticsQE2014QEWXQEZZYZRZa 5.6 29

218 qenomeRwideEassociationEmetaRanalysisEyieldsEWUElociEassociatedEwithEgallstoneEdiseaseSENatured
CommunicationsQE2018QEcQEZVUV 17.4 29

217 kssociationEofEvitaminEnEbindingEproteinEvariantsEwithEchronicEmucusEhypersecretionEinEscelandSE
MoleculardDiagnosisdanddTherapyQE2004QEYQE_XRb 28

216 kEwholeEgenomeEassociationEstudyEinEscelandicEmultipleEsclerosisEpatientsEwithEYbUYEmarkersSE
JournaldofdNeuroimmunologyQE2003QEVYXQEbbRcW 3.5 28

215 qeneticEinsightsEintoEbiologicalEmechanismsEgoverningEhumanEovarianEageingSENatureQE2021QEZc_QEXcXRXca50.4 28

214 ”woE’areEwutationsEinEtheEmyvVkWEqeneEkssociateEWithEvowEloneEwineralEnensityEandEpracturesEinE
scelandSEJournaldofdBonedanddMineraldResearchQE2016QEXVQEVaXRc 6.3 27

213 ”heEinfluenceEofEgeneticEconstitutionEonEmigraineEdrugEresponsesSECephalalgiaQE2016QEX_QE_WYRXc 6.1 27

212 othicsEofEpopulationEgenomicsEresearchSENatureQE1999QEYUUQEXUaRb 50.4 27

211 ’areEgenomicEstructuralEvariantsEinEcomplexEdiseasedElessonsEfromEtheEreplicationEofEassociationsE
withEobesitySEPLoSdONEQE2013QEbQEeZbUYb 3.7 27

210 kssociationEofEkknkmEneletionEandEqillesEdeElaE”ouretteE“yndromeEinEaEvargeEouropeanEmohortSE
BiologicaldPsychiatryQE2016QEacQEXbXRXcV 7.9 26

209 ”heE”RXbVmE“xzEinElxzEgeneEmayEbeEmodestlyEassociatedEwithEtypeEWEdiabetesdEanEupdatedE
metaRanalysisEinEYcEWacEsubjectsSEHumandMoleculardGeneticsQE2009QEVbQEWYcZRZUV 5.6 26

208 ”heEoligodendrocyteRmyelinEglycoproteinEofEmousedEprimaryEstructureEandEgeneEstructureSE
GenomicsQE1993QEVaQE_UYRVU 4.3 26

207 vargeEscaleEreplicationEstudyEofEtheEassociationEbetweenErvkEclassEssTl”xvWEvariantsEandE
osteoarthritisEofEtheEkneeEinEouropeanRdescentEpopulationsSEPLoSdONEQE2011QE_QEeWXXaV 3.7 26

206 niscoveryEofErareEvariantsEassociatedEwithEbloodEpressureEregulationEthroughEmetaRanalysisEofEVSXE
millionEindividualsSENaturedGeneticsQE2020QEZWQEVXVYRVXXW 36.3 26

205 qeneticEvariabilityEinEtheEabsorptionEofEdietaryEsterolsEaffectsEtheEriskEofEcoronaryEarteryEdiseaseSE
EuropeandHeartdJournalQE2020QEYVQEW_VbRW_Wb 9.5 26

204 moncordanceEofEgeneticEriskEacrossEmigraineEsubgroupsdEsmpactEonEcurrentEandEfutureEgeneticE
associationEstudiesSECephalalgiaQE2015QEXZQEYbcRcc 6.1 25

203 pamilialityEofEkidneyEstoneEdiseaseEinEscelandSEScandinaviandJournaldofdUrologydanddNephrologyQE2009QE
YXQEYWURY 25

202 zk’uVUEcandidateE’xpVVEisEexpressedEbyEvulnerableEneuronsEandElocalizesEtoEvewyEbodiesEinE
zarkinsonEdiseaseEbrainSEJournaldofdNeuropathologydanddExperimentaldNeurologyQE2007QE__QEcZZR_Y 3.1 25
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201 wetaRanalysisEofEklzheimerLsEdiseaseEonEcQaZVEsamplesEfromExorwayEandEsqkzEstudyEidentifiesEfourE
riskElociSEScientificdReportsQE2018QEbQEVbUbb 4.9 25

200 qlkEandEkzyoE˛µYEassociateEwithEsporadicEdementiaEwithEvewyEbodiesEinEouropeanEgenomeEwideE
associationEstudySEScientificdReportsQE2019QEcQEaUVX 4.9 24

199 nisentanglingEtheEgeneticsEofEleanEmassSEAmericandJournaldofdClinicaldNutritionQE2019QEVUcQEWa_RWba 7 24

198 mnuxWkEmutationsEandEmelanomaEriskEinEtheEscelandicEpopulationSEJournaldofdMedicaldGeneticsQE
2008QEYZQEWbYRc 5.8 24

197 kEstatisticalEapproachEtoEidentifyEancientEtemplateEnxkSEJournaldofdMoleculardEvolutionQE2007QE_ZQEcWRVUW3.1 24

196 ovaluationEofEassociationEofErxpVlEvariantsEwithEdiverseEcancersdEcollaborativeEanalysisEofEdataE
fromEVcEgenomeRwideEassociationEstudiesSEPLoSdONEQE2010QEZQEeVUbZb 3.7 24

195 kssociationEofEmopyExumberEVariationEofEtheEVZqVVSWElzVRlzWE’egionEWithEmorticalEandE
“ubcorticalEworphologyEandEmognitionSEJAMAdPsychiatryQE2020QEaaQEYWURYXU 14.5 24

194 noseEresponseEofEtheEV_pVVSWEdistalEcopyEnumberEvariantEonEintracranialEvolumeEandEbasalEgangliaSE
MoleculardPsychiatryQE2020QEWZQEZbYR_UW 15.1 24

193 qenomeRwideEassociationsEforEbenignEprostaticEhyperplasiaErevealEaEgeneticEcorrelationEwithEserumE
levelsEofEz“kSENaturedCommunicationsQE2018QEcQEYZ_b 17.4 24

192 necipheringEosteoarthritisEgeneticsEacrossEbW_Q_cUEindividualsEfromEcEpopulationsSECellQE2021QEVbYQEYabYRYbVbSeVa56.2 24

191 nifferencesEbetweenEgermlineEgenomesEofEmonozygoticEtwinsSENaturedGeneticsQE2021QEZXQEWaRXY 36.3 24

190 pv”XEstopEmutationEincreasesEpv”XEligandElevelEandEriskEofEautoimmuneEthyroidEdiseaseSENatureQE
2020QEZbYQE_VcR_WX 50.4 23

189 ’areEcodingEvariantsEandEöRlinkedElociEassociatedEwithEageEatEmenarcheSENaturedCommunicationsQE
2015QE_QEaaZ_ 17.4 23

188 knEanalysisEofEsingleEnucleotideEpolymorphismsEofEVWZEnxkErepairEgenesEinEtheE”exasEgenomeRwideE
associationEstudyEofElungEcancerEwithEaEreplicationEforEtheEö’mmYE“xzsSEDNAdRepairQE2011QEVUQEXcbRYUa 4.3 23

187 mommentarydEgeneRenvironmentEinteractionsEandEsmokingRrelatedEcancersSEInternationaldJournaldofd
EpidemiologyQE2010QEXcQEZaaRc 7.8 23

186 ValidationEofEtheEdemynoEwigraineEQuestionnaireEMnwQXNEforEuseEinEgeneticEstudiesSEEuropeand
JournaldofdNeurologyQE2006QEVXQEVWXcRYY 6 23

185 “equenceEvariantEatEbqWYSWVEassociatesEwithEsciaticaEcausedEbyElumbarEdiscEherniationSENatured
CommunicationsQE2017QEbQEVYW_Z 17.4 22

184 kEgenomeRwideEcrossRphenotypeEmetaRanalysisEofEtheEassociationEofEbloodEpressureEwithEmigraineSE
NaturedCommunicationsQE2020QEVVQEXX_b 17.4 22

(2020-2018)

29



183 ”heEkdultE’eadingEristoryEQuestionnaireEMk’rQNEinEscelandicdEzsychometricEzropertiesEandEpactorE
“tructureSEJournaldofdLearningdDisabilitiesQE2014QEYaQEZXWRYW 2.7 22

182 qeneticsEofEsmokingEbehaviorEandEitsEconsequencesdEtheEroleEofEnicotinicEacetylcholineEreceptorsSE
BiologicaldPsychiatryQE2008QE_YQEcVcRWV 7.9 22

181 knEinEvivoEandEinEvitroEanalysisEofEsystemicEimmuneEfunctionEinEmiceEwithEhistologicEevidenceEofE
neuralEtransplantErejectionSEJournaldofdNeurosciencedResearchQE1987QEVbQEWYZRZa 4.4 22

180 vongEreadEsequencingEofEXQ_WWEscelandersEprovidesEinsightEintoEtheEroleEofEstructuralEvariantsEinE
humanEdiseasesEandEotherEtraits 22

179 modingEvariantsEinEandEincreaseEriskEofEatrialEfibrillationSECommunicationsdBiologyQE2018QEVQE_b 6.7 21

178 kddictionsEandEtheirEfamilialityEinEscelandSEAnnalsdofdthedNewdYorkdAcademydofdSciencesQE2010QEVVbaQEWUbRVa6.5 21

177 qenomeRwideEsignificantEassociationEbetweenEaEsequenceEvariantEatEVZqVZSWEandElungEcancerEriskSE
CancerdResearchQE2011QEaVQEVXZ_R_V 10.1 21

176 ondometriosisEisEnotEassociatedEwithEorElinkedEtoEtheEqkv”EgeneSEFertilitydanddSterilityQE2001QEa_QEVUVcRWW4.8 21

175 ”heEroleEofElinkageEstudiesEforEcommonEdiseasesSECurrentdOpiniondindGeneticsdanddDevelopmentQE2001
QEVVQEW_YRa 4.9 21

174 qWk“EofEthyroidEstimulatingEhormoneEhighlightsEpleiotropicEeffectsEandEinverseEassociationEwithE
thyroidEcancerSENaturedCommunicationsQE2020QEVVQEXcbV 17.4 21

173 ”heEgenealogicEapproachEtoEhumanEgeneticsEofEdiseaseSECancerdJournaldlSudburypdMassdmQE2001QEaQE_VRb 2.2 21

172 kssociationEanalysisEofEWcQcZ_EindividualsEconfirmsEthatEaElowRfrequencyEvariantEatEmmxnWEhalvesE
theEriskEofEtypeEWEdiabetesEbyEenhancingEinsulinEsecretionSEDiabetesQE2015QE_YQEWWacRbZ 0.9 20

171
sdentificationEofEaEnovelEsusceptibilityElocusEatEVXqXYEandErefinementEofEtheEWUpVWSWEregionEasEaE
multiRsignalElocusEassociatedEwithEbladderEcancerEriskEinEindividualsEofEouropeanEancestrySEHumand
MoleculardGeneticsQE2016QEWZQEVWUXRVY

5.6 20

170 kEdrasticEreductionEinEtheElifeEspanEofEcystatinEmEv_bQEcarriersEdueEtoElifeRstyleEchangesEduringEtheE
lastEtwoEcenturiesSEPLoSdGeneticsQE2008QEYQEeVUUUUcc 6 20

169 ’eciprocalEWhiteEwatterEmhangesEkssociatedEWithEmopyExumberEVariationEatEVZqVVSWElzVRlzWdEkE
niffusionE”ensorEsmagingE“tudySEBiologicaldPsychiatryQE2019QEbZQEZ_XRZaW 7.9 20

168 ’eproductiveEfitnessEandEgeneticEriskEofEpsychiatricEdisordersEinEtheEgeneralEpopulationSENatured
CommunicationsQE2017QEbQEVZbXX 17.4 19

167 ’areEandEmommonEVariantsEmonferringE’iskEofE”oothEkgenesisSEJournaldofdDentaldResearchQE2018QEcaQEZVZRZWW8.1 19

166 kErareEmissenseEmutationEinEmr’xkYEassociatesEwithEsmokingEbehaviorEandEitsEconsequencesSE
MoleculardPsychiatryQE2016QEWVQEZcYR_UU 15.1 19
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165 lindingEofEhexabrachionsEtoEheparinEandEnxkSEJournaldofdBiologicaldChemistryQE1989QEW_YQEVXVYZRc 5.4 19

164 VariantsEinExuöWRZEandEpvxmEmauseEnilatedEmardiomyopathyEandE“uddenEmardiacEneathSECirculationd
GenomicdanddPrecisiondMedicineQE2018QEVVQEeUUWVZV 5.2 19

163 snsertionEofEanE“VkRoEretrotransposonEintoEtheEmk“zbEgeneEisEassociatedEwithEprotectionEagainstE
prostateEcancerSEHumandMoleculardGeneticsQE2016QEWZQEVUUbRVb 5.6 18

162 kEnovelEwkvnsR”ypEbasedEmethodologyEforEgenotypingEsingleEnucleotideEpolymorphismsSENucleicd
AcidsdResearchQE2003QEXVQEeVZZ 20.1 18

161 kssessingEtheEsignaturesEofEselectionEinEz’xzEfromEpolymorphismEdatadEresultsEsupportEureitmanE
andEniE’ienzoLsEopinionSETrendsdindGeneticsQE2005QEWVQEXbcRcV 8.5 18

160 knEscelandicEsagaEonEaEcentralizedEhealthcareEdatabaseEandEdemocraticEdecisionEmakingSENatured
BiotechnologyQE1999QEVaQE_WU 44.5 18

159 kssessingEthyroidEcancerEriskEusingEpolygenicEriskEscoresSEProceedingsdofdthedNationaldAcademydofd
SciencesdofdthedUniteddStatesdofdAmericaQE2020QEVVaQEZccaR_UUW 11.5 17

158 kE“pliceE’egionEVariantEinEvnv’EvowersExonRhighEnensityEvipoproteinEmholesterolEandEzrotectsE
againstEmoronaryEkrteryEniseaseSEPLoSdGeneticsQE2015QEVVQEeVUUZXac 6 17

157 qenomeRwideElinkageEscreenEofEaEconsanguineousEmultipleEsclerosisEkinshipSEMultipledSclerosisd
JournalQE2003QEcQEVWbRXY 5 17

156
zatternEofEreactivityEofEsgwEfromEtheEseraEofEeightEpatientsEwithEsgwEmonoclonalEgammopathyEandE
neuropathyEwithEcomponentsEofEneuralEtissuesdEevidenceEforEinteractionEwithEmoreEthanEoneE
epitopeSEActadNeuropathologicaQE1985QE_bQEVc_RWUU

14.3 17

155 xeuronalRspecificEenolaseEinEhumanEcornealEendotheliumEandEposteriorEkeratocytesSEExperimentald
EyedResearchQE1985QEYVQE__ZRb 3.7 17

154 snEVitroElehaviorEofEssolatedEyligodendrocytesSEAdvancesdindCellulardNeurobiologyQE1980QEVQEXVXRXY_ 17

153 vargeRscaleEintegrationEofEtheEplasmaEproteomeEwithEgeneticsEandEdiseaseSENaturedGeneticsQE2021QE
ZXQEVaVWRVaWV 36.3 17

152 kdiposityRnependentE’egulatoryEoffectsEonEwultiRtissueE”ranscriptomesSEAmericandJournaldofd
HumandGeneticsQE2016QEccQEZ_aRZac 11 17

151 wetaRknalysisEofEqenomewideEkssociationE“tudiesE’evealsEqeneticEVariantsEforEripEloneE
qeometrySEJournaldofdBonedanddMineraldResearchQE2019QEXYQEVWbYRVWc_ 6.3 16

150 wultiRancestryEqWk“EofEtheEelectrocardiographicEz’EintervalEidentifiesEWUWElociEunderlyingEcardiacE
conductionSENaturedCommunicationsQE2020QEVVQEWZYW 17.4 16

149 vongEzm’EdetectionEofEtheEmYkEnullEalleleEinElbRmYkQURmYlVRn’XSEJournaldofdImmunologicald
MethodsQE2000QEWYYQEYVRa 2.5 16

148 oxpressionEofEtenascinEinEthymusEandEthymicEnonlymphoidEcellsSEJournaldofdImmunologyQE1994QEVZWQEYWWRb5.3 16

(1994-1989)
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147 kssociationEofEl’mkWEuXXW_OEWithE“mallEmellEvungEmancerEandE“quamousEmellEmancerEofEtheE“kinSE
JournaldofdthedNationaldCancerdInstituteQE2018QEVVUQEc_aRcaY 9.7 16

146 mompoundEheterozygousEmutationsEinE lkZEcausingEearlyRonsetEepilepticEencephalopathyEinEtwoE
sistersSEBMCdMedicaldGeneticsQE2017QEVbQEVUX 2.1 15

145 ’eplicationEstudyEandEmetaRanalysisEinEouropeanEsamplesEsupportsEassociationEofEtheEXpWVSVElocusE
withEbipolarEdisorderSEBiologicaldPsychiatryQE2012QEaWQE_YZRZU 7.9 15

144 ’eplyEtoEâ��wanyEhypothesesEbutEnoEreplicationEforEtheEassociationEbetweenEznoYnEandEstrokeâ��SE
NaturedGeneticsQE2006QEXbQEVUcWRVUcX 36.3 15

143 “kqdEaE“chwannEcellEmembraneEglycoproteinSEJournaldofdNeuroscienceQE1992QEVWQEWVaaRbZ 6.6 15

142 zreventionEofEneuralEallograftErejectionEinEtheEmouseEfollowingEinEvivoEdepletionEofEvX”YPEbutEnotE
v₁”RWPE”RlymphocytesSEProgressdindBraindResearchQE1990QEbWQEV_VRa 2.9 15

141 nevelopmentalEalterationsEinEmolecularEweightsEofEproteinsEinEtheEhumanEcentralEnervousEsystemE
thatEreactEwithEantibodiesEagainstEmyelinRassociatedEglycoproteinSEJournaldofdCelldBiologyQE1984QEccQEV_YWR_7.3 15

140 kssociationEofEqeneticallyEzredictedEvipidEvevelsEWithEtheEoxtentEofEmoronaryEktherosclerosisEinE
scelandicEkdultsSEJAMAdCardiologyQE2020QEZQEVXRWU 16.2 15

139 sdentificationEofEgeneticEoverlapEandEnovelEriskElociEforEattentionRdeficitThyperactivityEdisorderEandE
bipolarEdisorderSEMoleculardPsychiatryQE2021QEW_QEYUZZRYU_Z 15.1 15

138 mrossRtraitEanalysesEwithEmigraineErevealEwidespreadEpleiotropyEandEsuggestEaEvascularEcomponentE
toEmigraineEheadacheSEInternationaldJournaldofdEpidemiologyQE2020QEYcQEVUWWRVUXV 7.8 15

137 kEpolygenicEresilienceEscoreEmoderatesEtheEgeneticEriskEforEschizophreniaSEMoleculardPsychiatryQE
2021QEW_QEbUURbVZ 15.1 15

136 mommonEsequenceEvariantsEassociatedEwithEcoronaryEarteryEdiseaseEcorrelateEwithEtheEextentEofE
coronaryEatherosclerosisSEArteriosclerosispdThrombosispdanddVasculardBiologyQE2015QEXZQEVZW_RXV 9.4 14

135 kEnewEsubcladeEofEmtnxkEhaplogroupEmVEfoundEinEscelandersdEevidenceEofEpreRmolumbianEcontactiSE
AmericandJournaldofdPhysicaldAnthropologyQE2011QEVYYQEcWRc 2.5 14

134 qenomeRwideE”n”EanalysisEinEaElocalizedEpopulationEwithEaEhighEprevalenceEofEmultipleEsclerosisE
indicatesEtheEimportanceEofEaEregionEonEchromosomeEVYqSEGenesdanddImmunityQE2003QEYQEZZcR_X 4.4 14

133 nevelopmentalEchangesEinEtheEmolecularEweightsEofEpolypeptidesEinEtheEhumanEmx“EthatEcarryEtheE
rxuRVEepitopeEandEbindEzhaseolusEvulgarisElectinsSEJournaldofdNeurochemistryQE1988QEZUQEVcWYRb 6 14

132 “equenceEvariationEatEkxkzmVEaccountsEforEWYJEofEtheEvariabilityEinEcornealEendothelialEcellE
densitySENaturedCommunicationsQE2019QEVUQEVWbY 17.4 13

131 offectEofEsequenceEvariantsEonEvarianceEinEglucoseElevelsEpredictsEtypeEWEdiabetesEriskEandEaccountsE
forEheritabilitySENaturedGeneticsQE2017QEYcQEVXcbRVYUW 36.3 13

130
kssociationEofEaEnovelEfunctionalEpromoterEvariantEMrsWUaZZXXEmh”NEinEtheEapoptosisEgeneE”xp“pbE
withEriskEofElungEcancerRRaEfindingEfromE”exasElungEcancerEgenomeRwideEassociationEstudySE
CarcinogenesisQE2011QEXWQEZUaRVZ

4.6 13
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129 kEgenomeRwideEstudyEofEallelicEimbalanceEinEhumanEtesticularEgermEcellEtumorsEusingEmicrosatelliteE
markersSECancerdGeneticsdanddCytogeneticsQE2006QEV_YQEVRc 13

128 qenomeRwideEanalysisEofEVUWQUbYEmigraineEcasesEidentifiesEVWXEriskElociEandEsubtypeRspecificEriskE
allelesSSENaturedGeneticsQE2022QEZYQEVZWRV_U 36.3 13

127 qenomeRwideEmetaRanalysisEidentifiesEeightEnewEsusceptibilityElociEforEcutaneousEsquamousEcellE
carcinomaSENaturedCommunicationsQE2020QEVVQEbWU 17.4 13

126 “equenceEvariantsEassociatingEwithEurinaryEbiomarkersSEHumandMoleculardGeneticsQE2019QEWbQEVVccRVWVV 5.6 13

125 ’oadmapEforEaEprecisionRmedicineEinitiativeEinEtheExordicEregionSENaturedGeneticsQE2019QEZVQEcWYRcXU 36.3 12

124 ’econstructingEanEkfricanEhaploidEgenomeEfromEtheEVbthEcenturySENaturedGeneticsQE2018QEZUQEVccRWUZ 36.3 12

123 “equenceEvariantsEwithElargeEeffectsEonEcardiacEelectrophysiologyEandEdiseaseSENatured
CommunicationsQE2019QEVUQEYbUX 17.4 12

122 qenomeEwideEassociationEstudyEidentifiesEvariantsEinExlokEassociatedEwithEmigraineEinEbipolarE
disorderSEJournaldofdAffectivedDisordersQE2015QEVaWQEYZXR_V 6.6 12

121 kEgeneticEcontributionEtoEinflammatoryEbowelEdiseaseEinEscelanddEaEgenealogicEapproachSEClinicald
GastroenterologydanddHepatologyQE2004QEWQEbU_RVW 6.9 12

120 “haringEofEepitopesEbyEbacteriaEandEtheEnicotinicEacetylcholineEreceptordEaEpossibleEroleEinEtheE
pathogenesisEofEmyastheniaEgravisSEAnnalsdofdthedNewdYorkdAcademydofdSciencesQE1987QEZUZQEYZVR_U 6.5 12

119
kssociationEofEWholeRqenomeEandExo”’sxVE“ignalingEzathwayRnerivedEzolygenicE’iskE“coresEforE
wajorEnepressiveEnisorderEandEWhiteEwatterEwicrostructureEinEtheE uEliobankSEBiologicald
Psychiatry:dCognitivedNeurosciencedanddNeuroimagingQE2019QEYQEcVRVUU

3.4 12

118 kErareEspliceEdonorEmutationEinEtheEhaptoglobinEgeneEassociatesEwithEbloodElipidElevelsEandE
coronaryEarteryEdiseaseSEHumandMoleculardGeneticsQE2017QEW_QEWX_YRWXa_ 5.6 11

117 qy’pipedEaEqueryEtoolEforEworkingEwithEsequenceEdataEbasedEonEaEqenomicEyrderedE’elationalE
Mqy’NEarchitectureSEBioinformaticsQE2016QEXWQEXUbVRXUbb 7.2 11

116 qeneticEhomogeneityEofEscelandersSENaturedGeneticsQE2000QEW_QEXcZ 36.3 11

115 “peciesEvariationsEinEdistributionEofE“VUUEinEretinaSEnemonstrationEwithEaEmonoclonalEantibodyEandE
aEpolyclonalEantiserumSEInvestigativedOphthalmologydanddVisualdScienceQE1985QEW_QEWbXRb 11

114 vargeEgenomeRwideEassociationEstudyEidentifiesEthreeEnovelEriskEvariantsEforErestlessElegsE
syndromeSECommunicationsdBiologyQE2020QEXQEaUX 6.7 11

113 kEgenomeRwideEmetaRanalysisEyieldsEY_EnewElociEassociatingEwithEbiomarkersEofEironEhomeostasisSE
CommunicationsdBiologyQE2021QEYQEVZ_ 6.7 11

112 “equenceEvariantEatEYqWZEnearEzs”öWEassociatesEwithEappendicitisSEScientificdReportsQE2017QEaQEXVVc 4.9 10

(2017-2006)
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111
”rialEofEaE“electiveEkcetylcholinesteraseEsnhibitorQEqalanthamineErydrobromideQEinEtheE”reatmentE
ofEmhronicEpatigueE“yndromeSEThedJournaldofdChronicdFatiguedSyndrome:dMultidisciplinarydInnovationsd
indResearchorydanddClinicaldPracticeQE1996QEWQEXZRZY

10

110 “equenceEVariantsEinE”kk’ZEandEytherEvociEkffectErumanEydorEzerceptionEandExamingSECurrentd
BiologyQE2020QEXUQEY_YXRY_ZXSeX 6.3 10

109 VariableEnumberEtandemErepeatsEmediateEtheEexpressionEofEproximalEgenesSENatured
CommunicationsQE2021QEVWQEWUaZ 17.4 10

108 momparingEmigraineEwithEandEwithoutEauraEtoEhealthyEcontrolsEusingE’xkEsequencingSECephalalgiaQE
2019QEXcQEVYXZRVYYY 6.1 9

107 qeneticE’iskEofEmoronaryEkrteryEniseaseQEpeaturesEofEktherosclerosisQEandEmoronaryEzlaqueElurdenSE
JournaldofdthedAmericandHeartdAssociationQE2020QEcQEeUVYacZ 6 9

106 kEmethodEforEdetectingElongEnonRcodingE’xksEwithEtiledE’xkEexpressionEmicroarraysSEPLoSdONEQE
2014QEcQEeccbcc 3.7 9

105 vargestEqWk“EMxgVQVW_QZ_XNEofEklzheimerâ��sEniseaseEsmplicatesEwicrogliaEandEsmmuneEmells 9

104 mlassicalErumanEveukocyteEkntigenEkllelesEandEmYEraplotypesEkreExotE“ignificantlyEkssociatedE
WithEnepressionSEBiologicaldPsychiatryQE2020QEbaQEYVcRYXU 7.9 9

103 zredictedElossEandEgainEofEfunctionEmutationsEinEkmyVEareEassociatedEwithEerythropoiesisSE
CommunicationsdBiologyQE2020QEXQEVbc 6.7 8

102 kEtruncatingEmutationEinEozy’EleadsEtoEhypoRresponsivenessEtoEerythropoietinEwithEnormalE
haemoglobinSECommunicationsdBiologyQE2018QEVQEYc 6.7 8

101 qenomeRwideEassociationEstudyEofEpanicEdisorderErevealsEgeneticEoverlapEwithEneuroticismEandE
depressionSEMoleculardPsychiatryQE2021QEW_QEYVacRYVcU 15.1 8

100 pourteenEsequenceEvariantsEthatEassociateEwithEmultipleEsclerosisEdiscoveredEbyEmetaRanalysisE
informedEbyEgeneticEcorrelationsSENpjdGenomicdMedicineQE2017QEWQEWY 6.2 8

99 ’eplyEtoEâ��kEcallEforEaccurateEphenotypeEdefinitionEinEtheEstudyEofEcomplexEdisordersâ��SENatured
GeneticsQE2004QEX_QEXRY 36.3 8

98 oxperimentalEallergicEneuritisEinEtheE“tvTtEmousedEdysfunctionEofEperipheralEnerveEwithoutEclinicalE
signsSEJournaldofdNeuroimmunologyQE1991QEXZQEWYaRZc 3.5 8

97 kEphenotypicEanalysisEofE”ElymphocytesEisolatedEfromEtheEbrainsEofEmiceEwithEallogeneicEneuralE
transplantsSEProgressdindBraindResearchQE1988QEabQEWYcRZc 2.9 8

96 qenerationEofEmonoclonalEantibodiesErecognizingEneuronalEelementsEinEformalinRfixedE
paraffinRembeddedEhumanEtissueSEJournaldofdNeuropathologydanddExperimentaldNeurologyQE1985QEYYQEZXXRYZ3.1 8

95 kutosomalEdominantEcerebrovascularEamyloidosisdEpropertiesEofEperipheralEbloodElymphocytesSE
AnnalsdofdNeurologyQE1980QEaQEYX_RYU 9.4 8

94 zredictingEfacialEcharacteristicsEfromEcomplexEpolygenicEvariationsSEForensicdSciencedInternational:d
GeneticsQE2015QEVcQEW_XRW_b 4.3 7
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93 qenomeRwideEassociationEidentifiesEsevenElociEforEpelvicEorganEprolapseEinEscelandEandEtheE uE
liobankSECommunicationsdBiologyQE2020QEXQEVWc 6.7 7

92 kEgenomeEwideElinkageEdisequilibriumEscreenEinEzarkinsonLsEdiseaseSEJournaldofdNeurologyQE2005QE
WZWQEZcaR_UW 5.5 7

91 wonoclonalEantibodiesEandElectinsEasEprobesEforEinvestigationEofEtheEcellEbiologyEofEhumanE
trabecularEmeshworkdEaEpreliminaryEreportSEOphthalmicdResearchQE1989QEWVQEWaRXW 2.9 7

90 sdentificationEofEgeneticElociEassociatedEwithEnocturnalEenuresisdEaEgenomeRwideEassociationEstudySE
ThedLancetdChilddanddAdolescentdHealthQE2021QEZQEWUVRWUc 14.5 7

89 qeneticEinsightEintoEsickEsinusEsyndromeSEEuropeandHeartdJournalQE2021QEYWQEVcZcRVcaV 9.5 7

88 ”heEqeneticEkrchitectureEofEnepressionEinEsndividualsEofEoastEksianEkncestrydEkEqenomeRWideE
kssociationE“tudySEJAMAdPsychiatryQE2021QEabQEVWZbRVW_c 14.5 7

87 wultiRancestryEgeneticEstudyEofEtypeEWEdiabetesEhighlightsEtheEpowerEofEdiverseEpopulationsEforE
discoveryEandEtranslationSSENaturedGeneticsQE2022QE 36.3 7

86
nescriptionEofEtheEouro”k’qo”EcohortdEkEouropeanEcollaborativeEprojectEonE”krgetedEtherapyEinE
renalEcellEcancerRqoneticREandEtumorRrelatedEbiomarkersEforEresponseEandEtoxicitySEUrologicd
Oncology:dSeminarsdanddOriginaldInvestigationsQE2017QEXZQEZWcSecRZWcSeV_

2.8 6

85 rabitualEsleepEdisturbancesEandEmigrainedEaEwendelianErandomizationEstudySEAnnalsdofdClinicaldandd
TranslationaldNeurologyQE2020QEaQEWXaURWXbU 5.3 6

84 qeneticEapproachesEtoEassessingEevidenceEforEaE”EhelperEtypeEVEcytokineEdefectEinEadultEasthmaSE
AmericandJournaldofdRespiratorydanddCriticaldCaredMedicineQE2004QEV_cQEVUUaRVX 10.2 6

83 ’oleEofEpharmacogenomicsEinEdrugEdevelopmentSEDrugdDevelopmentdResearchQE2004QE_WQEb_Rc_ 5.1 6

82 smmunohistochemicalEstainingEofEcellsEinEtheEbrainEofEaEpatientEwithEacquiredEimmuneEdeficiencyE
syndromeEMksn“NEwithEaEmonoclonalEantibodyEtoEvisnaEvirusSEActadNeuropathologicaQE1987QEaXQEYU_Rb 14.3 6

81 wyelinRassociatedEglycoproteinEinEtheEdevelopingEhumanEretinaSEExperimentaldEyedResearchQE1986QE
YWQEXaZRbV 3.7 6

80 wonoclonalEantibodiesEtoEhumanEtrabecularEendotheliumSEkEpreliminaryEreportEonEproductionEandE
characterizationSEExperimentaldEyedResearchQE1986QEYXQEb_XR_ 3.7 6

79 qlobalEliobankEwetaRanalysisEsnitiativedEpoweringEgeneticEdiscoveryEacrossEhumanEdiseases 6

78 VqWVSVEdistalEcopyEnumberEvariantsEareEassociatedEwithEcerebralEandEcognitiveEalterationsEinE
humansSETranslationaldPsychiatryQE2021QEVVQEVbW 8.6 6

77 offectsEofEcopyEnumberEvariationsEonEbrainEstructureEandEriskEforEpsychiatricEillnessdEvargeRscaleE
studiesEfromEtheEoxsqwkEworkingEgroupsEonEmxVsSEHumandBraindMappingQE2021QE 5.9 6

76 ”heEm’”kmVEzroteinEinEzlasmaEssEkssociatedEWithEysteoarthritisEandEzredictsEzrogressionEtoEtointE
’eplacementdEkEvargeR“caleEzroteomicsE“canEinEscelandSEArthritisdanddRheumatologyQE2021QEaXQEWUWZRWUXY9.5 6

(2021-2020)
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75 ”ranscriptomeRwideEassociationEstudyEofEmultipleEmyelomaEidentifiesEcandidateEsusceptibilityE
genesSEHumandGenomicsQE2019QEVXQEXa 6.8 5

74
maseErecordsEofEtheEwassachusettsEqeneralErospitalSEWeeklyEclinicopathologicalEexercisesSEmaseE
bRVcc_SEkEWbRyearRoldEwomanEwithEtheErapidEdevelopmentEofEaEmajorEpersonalityEchangeEandEglobalE
aphasiaSENewdEnglanddJournaldofdMedicineQE1996QEXXYQEaVZRWU

59.2 5

73 neterminationEofEcontiguityEofEsubclonesEusingEtheEpolymeraseEchainEreactionSENucleicdAcidsd
ResearchQE1988QEV_QEVUcXV 20.1 5

72 ”heEsequencesEofEVZUQVVcEgenomesEinEtheE uEbiobank 5

71 ”heEmotherLsEriskEofEprematureEdeathEafterEchildElossEacrossEtwoEcenturiesSEELifeQE2019QEbQE 8.9 5

70 sdentificationEofEqeneticEvociE“haredEletweenEkttentionRneficitTryperactivityEnisorderQE
sntelligenceQEandEoducationalEkttainmentSEBiologicaldPsychiatryQE2020QEbaQEVUZWRVU_W 7.9 5

69 nistinctionEbetweenEtheEeffectsEofEparentalEandEfetalEgenomesEonEfetalEgrowthSENaturedGeneticsQE
2021QEZXQEVVXZRVVYW 36.3 5

68 vifelongE’eductionEinEvnvEMvowRnensityEvipoproteinNEmholesterolEdueEtoEaEqainRofRpunctionE
wutationEinSECirculationdGenomicdanddPrecisiondMedicineQE2021QEVYQEeUUXUWc 5.2 5

67
qeneticEanalysesEofEgynecologicalEdiseaseEidentifyEgeneticErelationshipsEbetweenEuterineEfibroidsE
andEendometrialEcancerQEandEaEnovelEendometrialEcancerEgeneticEriskEregionEatEtheEWx”YEVpX_SVWE
locusSEHumandGeneticsQE2021QEVYUQEVXZXRVX_Z

6.3 5

66 sdentificationEofEXaVEgeneticEvariantsEforEageEatEfirstEsexEandEbirthElinkedEtoEexternalisingEbehaviourSE
NaturedHumandBehaviourQE2021QE 12.8 5

65 zrofileEofEcommonEprostateEcancerEriskEvariantsEinEanEunscreenedE’omanianEpopulationSEJournaldofd
CellulardanddMoleculardMedicineQE2018QEWWQEVZaYRVZbW 5.6 4

64 ”wentyElociEassociatedEwithEboneEmineralEdensityEidentifiedEbyElargeRscaleEmetaRanalysisEofE
genomeRwideEassociationEdatasetsSEBoneQE2009QEYYQE“WXUR“WXV 4.7 4

63 “egmentalEduplicationEdensityEdecreaseEwithEdistanceEtoEhumanRmouseEbreaksEofEsyntenySE
EuropeandJournaldofdHumandGeneticsQE2006QEVYQEWV_RWV 5.3 4

62 zopulationEgenomicsEofEdrugEresponseSEMoleculardDiagnosisdanddTherapyQE2004QEYQEaXRbW 4

61 ”heEhexabrachionEgeneEasEaEcandidateEforEaEtuberousEsclerosisEgeneSEAnnalsdofdthedNewdYorkd
AcademydofdSciencesQE1991QE_VZQEWWURa 6.5 4

60 wozoElossRofRfunctionEvariantEassociatesEwithEdecreasedEboneEmineralEdensityEandEincreasedE
fractureEriskSENaturedCommunicationsQE2020QEVVQEYUcX 17.4 4

59 ”heEgeneticEarchitectureEofEageRrelatedEhearingEimpairmentErevealedEbyEgenomeRwideEassociationE
analysisSECommunicationsdBiologyQE2021QEYQEaU_ 6.7 4

58 zopnelEidentifiesEmediumRsizeEdeletionsEsimultaneouslyEinEtensEofEthousandsEofEgenomesSENatured
CommunicationsQE2021QEVWQEaXU 17.4 4
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57 sdentificationEofEvynchEsyndromeEriskEvariantsEinEtheE’omanianEpopulationSEJournaldofdCellulardandd
MoleculardMedicineQE2018QEWWQE_U_bR_Ua_ 5.6 4

56 sdentifyingEtheEmommonEqeneticElasisEofEkntidepressantE’esponseSEBiologicaldPsychiatrydGlobald
OpendScienceQE2021QE 4

55 vargeR“caleE“creeningEforEwonogenicEandEmlinicallyEnefinedEpamilialErypercholesterolemiaEinE
scelandSEArteriosclerosispdThrombosispdanddVasculardBiologyQE2021QEYVQEW_V_RW_Wb 9.4 4

54 nataE’esourceEzrofiledE”heEmopenhagenErospitalEliobankEMmrlNSEInternationaldJournaldofd
EpidemiologyQE2021QEZUQEaVcRaWUe 7.8 3

53 orroneousEclaimsEaboutEtheEimpactEofEmitochondrialEnxkEsequenceEdatabaseEerrorsSEAmericand
JournaldofdHumandGeneticsQE2003QEaXQEcaYRZ 11 3

52 mommentEonEtheEphosphodiesteraseEYnEreplicationEstudyEbyElevanEetEalSEStrokeQE2005QEX_QEVbWY 6.7 3

51 kEpeanutEagglutininEbindingEglycoproteinEinEmx“EmyelinEandEoligodendrocytesSEAnnalsdofdthedNewd
YorkdAcademydofdSciencesQE1988QEZYUQEYUcRVW 6.5 3

50 knEepitopeEsharedEbyEcentralEnervousEsystemEmyelinEandEperipheralEbloodEmacrophagesSEJournaldofd
NeuroimmunologyQE1986QEVWQEYcRZZ 3.5 3

49 ’areE“vmVXkVEvariantsEassociateEwithEintervertebralEdiscEdisorderEhighlightingEroleEofEsulfateEinEdiscE
pathologySSENaturedCommunicationsQE2022QEVXQE_XY 17.4 3

48 kEgenomeRwideEmetaRanalysisEuncoversEsixEsequenceEvariantsEconferringEriskEofEvertigoSE
CommunicationsdBiologyQE2021QEYQEVVYb 6.7 3

47 ostimatingEheritabilityEwithoutEenvironmentalEbias 3

46 olevenEgenomicElociEaffectEplasmaElevelsEofEchronicEinflammationEmarkerEsolubleEurokinaseRtypeE
plasminogenEactivatorEreceptorSECommunicationsdBiologyQE2021QEYQE_ZZ 6.7 3

45 mommonEandE’areE“equenceEVariantsEsnfluencingE”umorEliomarkersEinElloodSECancerdEpidemiologyd
BiomarkersdanddPreventionQE2020QEWcQEWWZRWXZ 4 3

44
sncreasedEabsorptionEofEphytosterolsEisEtheEsimplestEandEmostEplausibleEexplanationEforEcoronaryE
arteryEdiseaseEriskEnotEaccountedEforEbyEnonRrnvEcholesterolEinEhighEcholesterolEabsorbersSE
EuropeandHeartdJournalQE2021QEYWQEWbXRWbY

9.5 3

43 XZ_EmywwyxEVk’skx”“EsxE“uovo”kvEn₁“zvk“skEqoxo“Ek’oEk““ymsk”onEWs”rE
y“”oyk’”r’s”s“SEOsteoarthritisdanddCartilageQE2011QEVcQE“V_UR“V_V 6.2 2

42 ovaluatingEdifferencesEinElinkageEdisequilibriumEbetweenEpopulationsSEAnnalsdofdHumandGeneticsQE
2010QEaYQEWXXRYa 2.2 2

41 scelandicEgeneticEdatabaseEnotEatEriskEfromEbankruptcySENatureQE2010QEY_XQEWZ 50.4 2

40 momprehensiveEpopulationRwideEdetectionEofEvynchEsyndromeEinEscelandSSEJournaldofdClinicald
OncologyQE2016QEXYQEVZYWRVZYW 2.2 2
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39 qeneticEoverlapEanalysisEofEendometriosisEandEasthmaEidentifiesEsharedElociEimplicatingEsexE
hormonesEandEthyroidEsignallingEpathwaysSSEHumandReproductionQE2022QEXaQEX__RXbX 5.7 2

38 VariableExumberE”andemE’epeatsEmediateEtheEexpressionEofEproximalEgenes 2

37 neepElearningEbasedEbrainEageEpredictionEuncoversEassociatedEsequenceEvariants 2

36 mm’ZRdelXWEisEnotEdeleteriousEinEtheEhomozygousEstateEinEhumans 2

35 zolygenicE’iskE“coreRonhancedE’iskE“tratificationEofEmoronaryEkrteryEniseaseEinEzatientsEWithE
“tableEmhestEzainSECirculationdGenomicdanddPrecisiondMedicineQE2021QEVYQEeUUXWcb 5.2 2

34 zredictingEtheEprobabilityEofEdeathEusingEproteomicsSECommunicationsdBiologyQE2021QEYQEaZb 6.7 2

33 vossRofRpunctionEVariantsEinEtheE”umorR“uppressorEqeneEmonferEsncreasedEmancerE’iskSECancerd
ResearchQE2021QEbVQEVcZYRVc_Y 10.1 2

32 ’econstructionEofEaElargeRscaleEoutbreakEofE“k’“RmoVRWEinfectionEinEscelandEinformsEvaccinationE
strategiesSSEClinicaldMicrobiologydanddInfectionQE2022QE 9.5 2

31 oxposureEofEbindingEsitesEforEantibodiesEandEconcanavalinEkEonEcollagenEbyEsolubilizationEinEhotE
ureaSEknEimmunoblotEanalysisSEJournaldofdImmunologicaldMethodsQE1986QEcVQEVbaRcY 2.5 1

30 mommentEonEGovaluatingEtheEcardiovascularEsafetyEofEsclerostinEinhibitionEusingEevidenceEfromE
metaRanalysisEofEclinicalEtrialsEandEhumanEgeneticsGSESciencedTranslationaldMedicineQE2021QEVXQEeabebYca 17.5 1

29 kbstractEWXVbdE”heE”ypeEWEniabetesEqeneEmnukvVEniscoveredEbyEqenomeRwideEkssociationEisE
oxpressedEinEletaEmellsEandEwodulatedEbyEqlucoseEmoncentrationSECirculationQE2007QEVV_QE 16.7 1

28 klleleEfrequencyEofEvariantsEreportedEtoEcauseEadenineEphosphoribosyltransferaseEdeficiencySE
EuropeandJournaldofdHumandGeneticsQE2021QEWcQEVU_VRVUaU 5.3 1

27 qermlineEvariantsEatE“yrvrWEinfluenceEmultipleEmyelomaEriskSEBlooddCancerdJournalQE2021QEVVQEa_ 7 1

26 ”heEgeneticEstructureEofExorwaySEEuropeandJournaldofdHumandGeneticsQE2021QEWcQEVaVURVaVb 5.3 1

25 kEmetaRanalysisEuncoversEtheEfirstEsequenceEvariantEconferringEriskEofElellLsEpalsySEScientificdReportsQE
2021QEVVQEYVbb 4.9 1

24
knalysisEofEniffusionE”ensorEsmagingEnataEpromEtheE uEliobankEmonfirmsEnosageEoffectEofEVZqVVSWE
mopyExumberEVariationEonEWhiteEwatterEandE“howsEkssociationEWithEmognitionSEBiologicald
PsychiatryQE2021QEcUQEXUaRXV_

7.9 1

23 demynodEkEqenealogicalEkpproachEtoErumanEqeneticsEinEsceland 1

22 kEgenomeRwideEmetaRanalysisEidentifiesEZUEgeneticElociEassociatedEwithEcarpalEtunnelEsyndromeSSE
NaturedCommunicationsQE2022QEVXQEVZcb 17.4 1
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21 WholeEgenomeEsequencingEidentifiesEcommonEandErareEstructuralEvariantsEcontributingEtoE
hematologicEtraitsEinEtheExrvlsE”yzwedEprogram 1

20 WUVaEWilliamEkllanEkwardSEAmericandJournaldofdHumandGeneticsQE2018QEVUWQEXZVRXZX 11 0

19 punctionalEdissectionEofEinheritedEnonRcodingEvariationEinfluencingEmultipleEmyelomaEriskSSENatured
CommunicationsQE2022QEVXQEVZV 17.4 0

18 zopulationRlevelEdeficitEofEhomozygosityEunveilsEmz“pXEasEanEintellectualEdisabilityEsyndromeEgeneSSE
NaturedCommunicationsQE2022QEVXQEaUZ 17.4 0

17 wolecularEbenchmarksEofEaE“k’“RmoVRWEepidemicSENaturedCommunicationsQE2021QEVWQEX_XX 17.4 0

16 “equenceEvariantsEinEmalignantEhyperthermiaEgenesEinEscelanddEclassificationEandEactionableE
findingsEinEaEpopulationEdatabaseSEEuropeandJournaldofdHumandGeneticsQE2021QEWcQEVbVcRVbWY 5.3 0

15 qeneticEvariantsEassociatedEwithEplateletEcountEareEpredictiveEofEhumanEdiseaseEandEphysiologicalE
markersSECommunicationsdBiologyQE2021QEYQEVVXW 6.7 0

14 qeneticEpropensitiesEforEverbalEandEspatialEabilityEhaveEoppositeEeffectsEonEbodyEmassEindexEandE
riskEofEschizophreniaSEIntelligenceQE2021QEbbQEVUVZ_Z 3 0

13 qermlineEvariantsEinEtumorEsuppressorEplöWaEleadEtoEimpairedEubiquitinationEandEaE
neurodevelopmentalEsyndromeSSEAmericandJournaldofdHumandGeneticsQE2022QEVUcQE_UVR_Va 11 0

12
mohortEprofiledEmopenhagenErospitalEliobankEREmardiovascularEniseaseEmohortEMmrlRmVnmNdE
monstructionEofEaElargeRscaleEgeneticEcohortEtoEfacilitateEaEbetterEunderstandingEofEheartEdiseasesSE
BMJdOpenQE2021QEVVQEeUYcaUc

3 0

11 zvRUXRUWdEsxqoEq’ xnuoRsQlkvEvom” ’oEpy’Ekvεroswo’L“E’o“ok’mrdEkEw ”k”syxEsxEkzzE
z’y”om”“Ekqksx“”Ekvεroswo’L“Ens“ok“oEkxnEkqoR’ovk”onEmyqxs”sVoEnomvsxoE2014QEVUQEzWUaRzWUa

10 ”heEeffectEofE“xzsEonEexpressionElevelsEinEximblegenE’xkEexpressionEmicroarraysSEInternationald
JournaldofdDatadMiningdanddBioinformaticsQE2015QEVWQEVRVX 0.5

9 qenomeRsequencingEanniversarySEknEanniversaryEpartySEScienceQE2011QEXXVQE_cV 33.3

8 ”heEclinicalEutilityEofEgeneticEriskEvariantsEinEtypeEWEdiabetesSEExpertdOpiniondondMedicaldDiagnosticsQE
2008QEWQEccVRVUUW

7
kEaURkdEpolypeptideEsecretedEbyEhumanEperipheralEbloodEmononuclearEcellsEthatEsuppressesE
proliferationEofEaEhumanEglioblastomaEcellElineSEAnnalsdofdthedNewdYorkdAcademydofdSciencesQE1988QE
ZYUQEXXXR_

6.5

6 mloningEofEcnxkEforEtwoElargeEpolypeptidesEfoundEinEmyelinatingEoligodendrocytesSEAnnalsdofdthed
NewdYorkdAcademydofdSciencesQE1988QEZYUQEYUZR_ 6.5

5 kEbiochemicallyEdistinctEsubRpopulationEofEneuronsEinEtheEhumanEsubstantiaEgelatinosaSE“tudyEwithE
qR_RznEhistochemistrySEJournaldofdthedNeurologicaldSciencesQE1982QEZZQEVaZRbX 3.2

4
’esponseEbyEljˆ¶rnssonEetEalEtoEvetterE’egardingEkrticleQEGvargeR“caleE“creeningEforEwonogenicEandE
mlinicallyEnefinedEpamilialErypercholesterolemiaEinEscelandGSSEArteriosclerosispdThrombosispdandd
VasculardBiologyQE2022QEYWQEeY_ReYa

9.4
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3
ostablishedEriskElociEforEsystemicElupusEerythematosusEatExmpWQE“”k”YQE”xzyXQEs’pZEandEs”qkwE
associateEwithEdistinctEclinicalEmanifestationsdEaEnanishEgenomeRwideEassociationEstudySSEJointdBoned
SpineQE2022QEVUZXZa

2.9

2 VXXEovidenceEofEheritabilityEofEtheEcommonEformEofEatrialEfibrillationSEEuropaceQE2005QEaQEVcRVc 3.9

1 mognitionEinE“chizophreniaSEBiologicaldPsychiatryQE2021QEcUQEYRZ 7.9
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