29

papers

30

all docs

623734

724 14
citations h-index
30 30
docs citations times ranked

610901
24

g-index

858

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Molecular Basis of Coupled Transport and Anion Conduction in Excitatory Amino Acid Transporters.
Neurochemical Research, 2022, 47, 9-22.

A Novel Homozygous &It;b&gt;&lt;i&gt; KLHL3&It; [i&gt; &It [b&gt; Mutation as a Cause of Autosomal
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Gating Charge Calculations by Computational Electrophysiology Simulations. Biophysical Journal,
2017,112,1396-1405.

Insights into the function of ion channels by computational electrophysiology simulations.
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