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m Paper IF Citations

146
γtructuralKgenomicsKofKtheKπhermotogaKmaritimaKproteomeKimplementedKinKaKhighXthroughputK
structureKdeterminationKpipelineYKProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedm
StatesmofmAmericaWK2002WKggWK]]ddbXg

11.5 381

145 onKautomatedKsystemKtoKmountKcryoXcooledKproteinKcrystalsKonKaKsynchrotronKbeamKlineWKusingK
compactKsampleKcassettesKandKaKsmallXscaleKrobotYKJournalmofmAppliedmCrystallographyWK2002WKacWKe_[Xe_d 3.8 216

144 rropXonXdemandKsampleKdeliveryKforKstudyingKbiocatalystsKinKactionKatKXXrayKfreeXelectronKlasersYK
NaturemMethodsWK2017WK]bWKbbaXbbg 21.6 107

143 qhemicalKuenerationKofKqd[_XKandKslectronKπransferK|echanismKforKtheKβeactionsKwithKolkylK
promidesYKThemJournalmofmPhysicalmChemistryWK1996WK][[WK]da_eX]daac 93

142 πheKactiveKsiteKofKγerratiaKendonucleaseKcontainsKaKconservedKmagnesiumXwaterKclusterYKJournalmofm
MolecularmBiologyWK1999WK_ffWKgecXfe 6.5 82

141 _Y]KoKstructureKofKγerratiaKendonucleaseKsuggestsKaKmechanismKforKbindingKtoKdoubleXstrandedK
rÅoYKNaturemStructuralmandmMolecularmBiologyWK1994WK]WKbd]Xf 17.6 77

140 snzymeKintermediatesKcapturedKMonKtheKflyMKbyKmixXandXinjectKserialKcrystallographyYKBMCmBiologyWK
2018WK]dWKcg 7.3 73

139 qrystalKstructuresKofKtwoKnovelKdyeXdecolorizingKperoxidasesKrevealKaKbetaXbarrelKfoldKwithKaK
conservedKhemeXbindingKmotifYKProteins:mStructure,mFunctionmandmBioinformaticsWK2007WKdgWK__aXaa 4.2 68

138 wdentificationKandKstructuralKcharacterizationKofKhemeKbindingKinKaKnovelKdyeXdecolorizingK
peroxidaseWKπyroYKProteins:mStructure,mFunctionmandmBioinformaticsWK2007WKdgWK_abXba 4.2 61

137 γtructuralKbasisKofKmureinKpeptideKspecificityKofKaKgammaXrXglutamylXlXdiaminoKacidKendopeptidaseYK
StructureWK2009WK]eWKa[aX]a 5.2 57

136 wdentificationKofKtheKγerratiaKendonucleaseKdimerhKstructuralKbasisKandKimplicationsKforKcatalysisYK
ProteinmScienceWK1996WKcWK_bXaa 6.3 50

135
γtructureKofKtheK˛‡XrXglutamylXzXdiaminoKacidKendopeptidaseKYkfqKfromKpacillusKcereusKinKcomplexK
withKzXolaX˛‡XrXuluhKinsightsKintoKsubstrateKrecognitionKbyKÅlpqZPd[KcysteineKpeptidasesYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]acbXdb

45

134 qrystalKstructureKofKtheKglobalKregulatoryKproteinKqsroKfromKPseudomonasKputidaKatK_Y[cKoK
resolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2005WKd]WKbbgXca 4.2 45

133 qrystalKstructureKofKtheKfirstKeubacterialK|re]]KnucleaseKrevealsKnovelKfeaturesKthatKmayK
discriminateKsubstratesKduringKrÅoKrepairYKJournalmofmMolecularmBiologyWK2010WKageWKdbeXda 6.5 37

132 tunctionalKandKstructuralKcharacterizationKofKaKthermostableKacetylKesteraseKfromKπhermotogaK
maritimaYKProteins:mStructure,mFunctionmandmBioinformaticsWK2012WKf[WK]cbcXcg 4.2 36

131
γtructureXbasedKdiscoveryKofKÅoÅ−uKvariantKwithKenhancedKpropertiesKtoKpromoteKselfXrenewalK
andKreprogrammingKofKpluripotentKstemKcellsYKProceedingsmofmthemNationalmAcademymofmSciencesmofm
themUnitedmStatesmofmAmericaWK2015WK]]_WKbdddXe]

11.5 32

130 βeaderKdomainKspecificityKandKlysineKdemethylaseXbKfamilyKfunctionYKNaturemCommunicationsWK2016WK
eWK]aafe 17.4 30

Mitchell D Miller

2



129
qrystalKstructureKofKaKtandemKcystathionineXbetaXsynthaseKSqpγTKdomainKproteinKSπ|[gacTKfromK
πhermotogaKmaritimaKatK]YfeKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WK
ceWK_]aXe

4.2 30

128 outomatedKidentificationKofKelementalKionsKinKmacromolecularKcrystalKstructuresYKActam
CrystallographicamSectionmD:mBiologicalmCrystallographyWK2014WKe[WK]][bX]b 27

127 qrystalKstructureKofKanKironXcontainingK]WaXpropanediolKdehydrogenaseKSπ|[g_[TKfromKπhermotogaK
maritimaKatK]YaKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcbWK]ebXe 4.2 27

126
γtructureKofKaKmembraneXattackKcomplexZperforinKS|oqPtTKfamilyKproteinKfromKtheKhumanKgutK
symbiontKpacteroidesKthetaiotaomicronYKActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsWK2010WKddWK]_geXa[c

26

125 qrystalKstructureKofKaKPwÅKSPilπKÅXterminusTKdomainKSot[cg]TKfromKorchaeoglobusKfulgidusKatK]Yg[KoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKb[bXf 4.2 26

124 ProXmetastaticKcollagenKlysylKhydroxylaseKdimerKassembliesKstabilizedKbyKteXbindingYKNaturem
CommunicationsWK2018WKgWKc]_ 17.4 25

123 pacterialKpleckstrinKhomologyKdomainshKaKprokaryoticKoriginKforKtheKPvKdomainYKJournalmofmMolecularm
BiologyWK2010WKagdWKa]Xbd 6.5 25

122 qrystalKstructureKofKacireductoneKdioxygenaseKSoβrTKfromK|usKmusculusKatK_Y[dKangstromK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2006WKdbWKf[fX]a 4.2 25

121 γtructureKandKfunctionalKcharacterizationKofKaKbileKacidKe˛–KdehydrataseKpaisKinKsecondaryKbileKacidK
synthesisYKProteins:mStructure,mFunctionmandmBioinformaticsWK2016WKfbWKa]dXa] 4.2 24

120
wnsightsKintoKsubstrateKspecificityKofKgeranylgeranylKreductasesKrevealedKbyKtheKstructureKofK
digeranylgeranylglycerophospholipidKreductaseWKanKessentialKenzymeKinKtheKbiosynthesisKofK
archaealKmembraneKlipidsYKJournalmofmMolecularmBiologyWK2010WKb[bWKb[aX]e

6.5 23

119 qrystalKstructureKofKaKglycerophosphodiesterKphosphodiesteraseKSurPrTKfromKπhermotogaK
maritimaKSπ|]d_]TKatK]Yd[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWK]deXe[4.2 23

118 γtructuresKofKaKbifunctionalKcellKwallKhydrolaseKqwlπKcontainingKaKnovelKbacterialKlysozymeKandKanK
ÅlpqZPd[KrzXendopeptidaseYKJournalmofmMolecularmBiologyWK2014WKb_dWK]dgXfb 6.5 22

117 qrystalKstructureKofKaKnovelKmanganeseXcontainingKcupinKSπ|]bcgTKfromKπhermotogaKmaritimaKatK
]YdcKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKd]]Xb 4.2 22

116 γtructureXguidedKfunctionalKcharacterizationKofKenediyneKselfXsacrificeKresistanceKproteinsWKqalU]dK
andKqalU]gYKACSmChemicalmBiologyWK2014WKgWK_abeXcf 4.9 20

115 qrystallizationKandKpreliminaryKcrystallographicKanalysisKofKaKnovelKnucleaseKfromKγerratiaK
marcescensYKJournalmofmMolecularmBiologyWK1991WK___WK_eXa[ 6.5 20

114
qrystalKstructureKofKtheKticKStilamentationKinducedKbyKco|PTKfamilyKproteinKγ−b_ddKSgi|_baecec[TK
fromKγhewanellaKoneidensisK|βX]KatK]YdKoKresolutionYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2009WKecWK_dbXe]

4.2 19

113 qrystalKstructureKofKanKUdpXnXacetylmuramateXalanineKligaseK|urqKSπ|[_a]TKfromKπhermotogaK
maritimaKatK_YaKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKccWK][efXf] 4.2 19

112 γtructuralKanalysisKofKpapainXlikeKÅlpqZPd[KsuperfamilyKenzymesKwithKaKcircularlyKpermutedK
topologyKrevealsKpotentialKlipidKbindingKsitesYKPLoSmONEWK2011WKdWKe__[]a 3.7 19
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111 qrystalKstructureKofKaKtypeKwwKquinolicKacidKphosphoribosyltransferaseKSπ|]dbcTKfromKπhermotogaK
maritimaKatK_Yc[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKccWKedfXe] 4.2 18

110 γtructuralKandKfunctionalKcharacterizationsKofKγsgpWKaKconservedKactivatorKofKdevelopmentalKcellK
divisionKinKmorphologicallyKcomplexKactinomycetesYKJournalmofmBiologicalmChemistryWK2009WK_fbWK_c_dfXeg 5.4 17

109 qrystalKstructureKofK−XacetylserineKsulfhydrylaseKSπ|[ddcTKfromKπhermotogaKmaritimaKatK]YfKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKafeXg] 4.2 17

108 qrystalKstructureKofKaKputativeKPwwXlikeKsignalingKproteinKSπ|[[_]TKfromKπhermotogaKmaritimaKatK_YcK
oKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcbWKf][Xa 4.2 17

107 γtructureKofKaKtryptophanylXtβÅoKsynthetaseKcontainingKanKironXsulfurKclusterYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]a_dXab 16

106 qrystalKstructureKofKaKputativeKoxalateKdecarboxylaseKSπ|]_feTKfromKπhermotogaKmaritimaKatK]YgcK
oKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKag_Xc 4.2 16

105 γtructureKofKtheKpilusKassemblyKproteinKπadZKfromKsubacteriumKrectalehKimplicationsKforKpolarK
localizationYKMolecularmMicrobiologyWK2012WKfaWKe]_X_e 4.1 15

104 γtructuralKandKsequenceKanalysisKofKimelysinXlikeKproteinsKimplicatedKinKbacterialKironKuptakeYKPLoSm
ONEWK2011WKdWKe_]fec 3.7 15

103
γtructureKofKtheKfirstKrepresentativeKofKPfamKfamilyKPt[gb][KSrUt_[[dTKrevealsKaKstructuralK
signatureKofKtheKcalycinKsuperfamilyKthatKsuggestsKaKroleKinKlipidKmetabolismYKActamCrystallographicam
SectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]]caXg

15

102
πheKstructureKofKγγ−_[dbWKtheKfirstKrepresentativeKofKPfamKfamilyKPt[]egdWKrevealsKaKnovelK
twoXdomainKzincXribbonK−pXfoldKarchitectureKwithKaKpotentialKacylXqooXbindingKroleYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]]d[Xd

15

101 uenomicsWKevolutionWKandKcrystalKstructureKofKaKnewKfamilyKofKbacterialKsporeKkinasesYKProteins:m
Structure,mFunctionmandmBioinformaticsWK2010WKefWK]be[Xf_ 4.2 15

100 γtructureKandKfunctionKofKtheKfirstKfullXlengthKmureinKpeptideKligaseKS|plTKcellKwallKrecyclingKproteinYK
PLoSmONEWK2011WKdWKe]ed_b 3.7 15

99 γtructureKandKfunctionKofKaKnovelKzrXcarboxypeptidaseKaKinvolvedKinKpeptidoglycanKrecyclingYK
JournalmofmBacteriologyWK2013WK]gcWKccccXdd 3.5 14

98 qrystalKstructureKofKaKnovelKγmXlikeKproteinKofKputativeKcyanophageKoriginKatK_Yd[KoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2009WKecWK_gdXa[e 4.2 14

97 γtructureKofKaKvirulenceKregulatoryKfactorKqvfpKrevealsKaKnovelKwingedKhelixKβÅoKbindingKmoduleYK
StructureWK2010WK]fWKcaeXbe 5.2 14

96 γtructureKofKanKessentialKbacterialKproteinKYeaZKSπ|[febTKfromKπhermotogaKmaritimaKatK_YcKˆ�K
resolutionYKActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_a[Xd 14

95 qrystalKstructureKofKaKriboseXcXphosphateKisomeraseKβpipKSπ|][f[TKfromKπhermotogaKmaritimaKatK
]Yg[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWK]e]Xc 4.2 14

94 qrystalKstructureKofKgammaXglutamylKphosphateKreductaseKSπ|[_gaTKfromKπhermotogaKmaritimaKatK
_Y[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcbWK]ceXd] 4.2 14
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93 piochemicalKandKγtructuralKqharacterizationKofKπtnrWKaKPrenylatedKt|ÅXrependentKrecarboxylaseK
fromKtheKπautomycetinKpiosyntheticKPathwayYKACSmChemicalmBiologyWK2018WK]aWK_e_fX_eaf 4.9 14

92 oKstructuralKbasisKforKtheKregulatoryKinactivationKofKrnaoYKJournalmofmMolecularmBiologyWK2009WKafcWKadfXf[6.5 13

91 qrystalKstructureKofKaKsingleXstrandedKrÅoXbindingKproteinKSπ|[d[bTKfromKπhermotogaKmaritimaKatK
_Yd[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2006WKdaWK_cdXd[ 4.2 13

90
qrystalKstructureKofKγXadenosylmethioninehtβÅoKribosyltransferaseXisomeraseKSαueoTKfromK
πhermotogaKmaritimaKatK_Y[KoKresolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2005WKcgWKfdgXeb

4.2 13

89 qrystalKstructureKofKvspaaKchaperoneKSπ|]agbTKfromKπhermotogaKmaritimaKatK_Y_[KoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2005WKd]WKddgXea 4.2 13

88 qrystalKstructureKofKhistidineKphosphotransferKproteinKγhpoWKanKessentialKregulatorKofKstalkK
biogenesisKinKqaulobacterKcrescentusYKJournalmofmMolecularmBiologyWK2009WKag[WKdfdXgf 6.5 12

87 πheKcrystalKstructureKofKaKbacterialKγufuXlikeKproteinKdefinesKaKnovelKgroupKofKbacterialKproteinsKthatK
areKsimilarKtoKtheKÅXterminalKdomainKofKhumanKγufuYKProteinmScienceWK2010WK]gWK_]a]Xb[ 6.3 12

86 qrystalKstructureKofKanKaspartateKaminotransferaseKSπ|]_ccTKfromKπhermotogaKmaritimaKatK]Yg[KoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKccWKecgXda 4.2 12

85
qrystalKstructureKofKanKindigoidineKsynthaseKoKSwndoTXlikeKproteinKSπ|]bdbTKfromKπhermotogaK
maritimaKatK]Yg[KoKresolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK
2005WKcgWKfdbXf

4.2 12

84 γtructureKofKanK|mypXlikeKregulatorKfromKqYKaurantiacusWKmemberKofKaKnewKtranscriptionKfactorK
familyKlinkedKtoKantibioticKmetabolismKinKactinomycetesYKPLoSmONEWK2012WKeWKeb]acg 3.7 12

83 PhotoreversibleKinterconversionKofKaKphytochromeKphotosensoryKmoduleKinKtheKcrystallineKstateYK
ProceedingsmofmthemNationalmAcademymofmSciencesmofmthemUnitedmStatesmofmAmericaWK2020WK]]eWKa[[Xa[e 11.5 12

82
qrystalKstructureKofKaKmetalXdependentKphosphoesteraseKSYP_g][[_fY]TKfromKpifidobacteriumK
adolescentishKqomputationalKpredictionKandKexperimentalKvalidationKofKphosphoesteraseKactivityYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2011WKegWK_]bdXd[

4.2 11

81 π|[bfdKfromKtheKhyperthermophilicKanaerobeKπhermotogaKmaritimaKisKaKthiaminXbindingKproteinK
involvedKinKresponseKofKtheKcellKtoKoxidativeKconditionsYKJournalmofmMolecularmBiologyWK2010WKb[[WKbdaXed 6.5 11

80 qrystalKstructureKofKhomoserineK−XsuccinyltransferaseKfromKpacillusKcereusKatK_YbKoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2007WKdfWKgggX][[c 4.2 11

79
qrystalKstructureKofKanKalanineXglyoxylateKaminotransferaseKfromKonabaenaKspYKatK]Ye[KoKresolutionK
revealsKaKnoncovalentlyKlinkedKPzPKcofactorYKProteins:mStructure,mFunctionmandmBioinformaticsWK2005WK
cfWKge]Xc

4.2 11

78 ÅucleotideKsequenceKofKtheKglyceraldehydeXaXphosphateKdehydrogenaseKgeneKfromKπhermusK
aquaticusKYπ]YKNucleicmAcidsmResearchWK1989WK]eWK][]_a 20.1 11

77 |ethionineKodenosyltransferaseKsngineeringKtoKsnableKpioorthogonalKPlatformsKforK
odo|etXUtilizingKsnzymesYKACSmChemicalmBiologyWK2020WK]cWKdgcXe[c 4.9 10

76 qrystalKstructureKofKtheKopbsKproteinKSπ|]ccaTKfromKπhermotogaKmaritimaKatK]YcfKoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2006WKdbWK][faXg[ 4.2 10

(2006-2018)
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75 qrystalKstructureKofKanKalphaZbetaKserineKhydrolaseKSYrβb_fqTKfromKγaccharomycesKcerevisiaeKatK
]YfcKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2005WKcfWKeccXf 4.2 10

74 qrystalKstructureKofKanKopoKmβÅoKdecappingKenzymeKSrcpγTKfromK|ouseKatK]YfaKoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2005WKd[WKegeXf[_ 4.2 10

73 πheKstructureKofK|lcKtitrationKfactorKoKS|tfoZYeewTKrevealsKaKprototypicalKzincKmetallopeptidaseK
relatedKtoKanthraxKlethalKfactorYKJournalmofmBacteriologyWK2012WK]gbWK_gfeXgg 3.5 9

72
πheKstructureKofKxann__b]]KSrUt]be[TKfromKxannaschiaKspYKatK]YbcKˆ�KresolutionKrevealsKaKnewKfoldK
StheKopoπsKdomainTKandKsuggestsKitsKpossibleKroleKasKaKtranscriptionKregulatorYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]]gfX_[b

9

71
πheKstructureKofKvaemophilusKinfluenzaeKprephenateKdehydrogenaseKsuggestsKuniqueKfeaturesKofK
bifunctionalKπyroKenzymesYKActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK
2010WKddWK]a]eX_c

9

70 γtructureKofKpπ_agfbWKaKmemberKofKtheKγusrZβagpKfamilyKofKnutrientXbindingKmoleculesYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_ebXf[ 9

69 γimulationKofKelectrostaticKandKhydrodynamicKpropertiesKofKγerratiaKendonucleaseYKBiopolymersWK
1997WKb]WKbbaXc[ 2.2 9

68 qrystalKstructureKofKaKconservedKhypotheticalKproteinKSgihK]afegadgTKfromK|ouseKatK]Yg[KoK
resolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2005WKd]WK]]a_Xd 4.2 9

67 qrystalKstructureKofKaKmemberKofKaKnovelKfamilyKofKdioxygenasesKSPt][[]bTKrevealsKaKconservedK
cupinKfoldKandKactiveKsiteYKProteins:mStructure,mFunctionmandmBioinformaticsWK2014WKf_WK]dbXe[ 4.2 8

66 γtructuralKpasisKforKtheKγtereochemicalKqontrolKofKomineKwnstallationKinKÅucleotideKγugarK
ominotransferasesYKACSmChemicalmBiologyWK2015WK][WK_[bfXcd 4.9 8

65 |olecularKcharacterizationKofKnovelKpyridoxalXcRXphosphateXdependentKenzymesKfromKtheKhumanK
microbiomeYKProteinmScienceWK2014WK_aWK][d[Xed 6.3 8

64 qrystalKstructureKofKaKnovelKarchaealKoooVKoπPaseKγγ−]cbcKfromKγulfolobusKsolfataricusYKProteins:m
Structure,mFunctionmandmBioinformaticsWK2009WKebWK][b]Xg 4.2 8

63
πheKstructureKofKtheKfirstKrepresentativeKofKPfamKfamilyKPt[dbecKrevealsKaKnewKfoldKwithKpossibleK
involvementKinKglycolipidKmetabolismYKActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsWK2010WKddWK]_]]Xe

8

62
−penKandKclosedKconformationsKofKtwoKγpowwooXlikeKproteinsKSYP_ebg_ecY]KandKYP_[[][gc__eY]TK
provideKinsightsKintoKmembraneKassociationKandKligandKbindingYKActamCrystallographicamSectionmF:m
StructuralmBiologymCommunicationsWK2010WKddWK]_bcXca

8

61
oKconservedKfoldKforKfimbrialKcomponentsKrevealedKbyKtheKcrystalKstructureKofKaKputativeKfimbrialK
assemblyKproteinKSpπ][d_TKfromKpacteroidesKthetaiotaomicronKatK_Y_Kˆ�KresolutionYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_f]Xd

8

60 qrystalKstructureKofK_XketoXaXdeoxygluconateKkinaseKSπ|[[deTKfromKπhermotogaKmaritimaKatK_Y[cKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2008WKe[WKd[aXf 4.2 8

59
qomparativeKstructuralKanalysisKofKaKnovelKglutathioneγXtransferaseKSoπUcc[fTKfromK
ogrobacteriumKtumefaciensKatK_Y[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK
2006WKdcWKc_eXae

4.2 8

58 qrystalKstructureKofKaKphosphoribosylaminoimidazoleKmutaseKPursKSπ|[bbdTKfromKπhermotogaK
maritimaKatK]YeeXoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKccWKbebXf 4.2 8
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57 qrystalKstructureKofKaKmethionineKaminopeptidaseKSπ|]befTKfromKπhermotogaKmaritimaKatK]YgKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKagdXb[[ 4.2 8

56 qrystalKstructureKofKaKputativeKÅorPvXdependentKoxidoreductaseKSuwhK]f_[b[]]TKfromKmouseKatK
_Y][KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKd_gXaa 4.2 8

55 qrystalKstructureKofKaKputativeKmodulatorKofKrÅoKgyraseKSpmboTKfromKπhermotogaKmaritimaKatK]YgcK
oKresolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2005WKd]WKbbbXf 4.2 8

54 wmprovingKtheKefficiencyKofKmolecularKreplacementKbyKutilizingKaKnewKiterativeKtransformKphasingK
algorithmYKActamCrystallographicamSectionmA:mFoundationsmandmAdvancesWK2016WKe_WKcagXbe 1.7 7

53 γtructureKandKfunctionKofKtheKrUt__aaKdomainKinKbacteriaKandKinKtheKhumanKmannoseKdXphosphateK
uncoveringKenzymeYKJournalmofmBiologicalmChemistryWK2013WK_ffWK]defgX]degg 5.4 7

52
πheKstructureKofKtheKfirstKrepresentativeKofKPfamKfamilyKPt[gfadKrevealsKaKtwoXdomainK
organizationKandKsuggestsKinvolvementKinKtranscriptionalKregulationYKActamCrystallographicamSectionm
F:mStructuralmBiologymCommunicationsWK2010WKddWK]]ebXf]

7

51
γtructuresKofKtheKfirstKrepresentativesKofKPfamKfamilyKPt[dgafKSrUt]_fcTKrevealKaKnewKfoldKwithK
repeatedKstructuralKmotifsKandKpossibleKinvolvementKinKsignalKtransductionYKActamCrystallographicam
SectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_]fX_c

7

50
γtructuresKofKthreeKmembersKofKPfamKPt[_ddaKStmdsTKimplicatedKinKmicrobialKmethanogenesisK
revealKaKconservedK˛–V˛†KcoreKdomainKandKanKauxiliaryKqXterminalKtrebleXclefKzincKfingerYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]aacXbd

7

49
onKXXrayKmicrosourceKbasedKsystemKforKcrystalKscreeningKandKbeamlineKdevelopmentKduringK
synchrotronKshutdownKperiodsYKNuclearmInstrumentsmandmMethodsminmPhysicsmResearch,mSectionmA:m
Accelerators,mSpectrometers,mDetectorsmandmAssociatedmEquipmentWK2007WKcf_WK_aaX_ac

1.2 7

48
qrystalKstructureKofKÅ|o]gf_KfromKÅeisseriaKmeningitidisKatK]YcKangstromsKresolutionKprovidesKaK
structuralKscaffoldKforKnonclassicalWKeukaryoticXlikeKphosphatasesYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2007WKdgWKb]cX_]

4.2 7

47 qrystalKstructureKofKphosphoribosylformylglycinamidineKsynthaseKwwKSsmPurzTKfromKπhermotogaK
maritimaKatK_Y]cKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2006WKdaWK]][dX]] 4.2 7

46
qrystalKstructureKofKanK−βtanKproteinKSπ|]d__TKfromKπhermotogaKmaritimaKatK]YecKoKresolutionK
revealsKaKfoldKsimilarKtoKtheKβanXbindingKproteinK|og]pYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2006WKdcWKeeeXf_

4.2 7

45 qrystalKstructureKofKanKvsPÅKdomainKproteinKSπ|[d]aTKfromKπhermotogaKmaritimaKatK]YecKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcbWKf[dXg 4.2 7

44 qrystalKstructureKofKaKzincXcontainingKglycerolKdehydrogenaseKSπ|[b_aTKfromKπhermotogaKmaritimaK
atK]YcKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2003WKc[WKae]Xb 4.2 7

43 qrystalKstructureKofKhumanKproteinKÅXterminalKglutamineKamidohydrolaseWKanKinitialKcomponentKofK
theKÅXendKruleKpathwayYKPLoSmONEWK2014WKgWKe]]]]b_ 3.7 7

42 |ovingKbeyondKstaticKsnapshotshKProteinKdynamicsKandKtheKProteinKrataKpankYKJournalmofmBiologicalm
ChemistryWK2021WK_gdWK][[ebg 5.4 7

41
πheKstructureKofKpVU_gfeKfromKpacteroidesKvulgatusKrevealsKaKsuperfamilyKofKbacterialKperiplasmicK
proteinsKwithKpossibleKinhibitoryKfunctionYKActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsWK2010WKddWK]_dcXea

6

40
qrystalKstructureKofK|tnXKphosphataseKfromKpacillusKsubtilisKatK_Y[KangstromsKresolutionKprovidesKaK
structuralKbasisKforKbipartiteKphosphomonoesterKhydrolysisKofK
_XhydroxyXaXketoXcXmethylthiopentenylX]XphosphateYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2007WKdgWKbaaXg

4.2 6

(2007-2004)

7



39 qrystalKstructureKofKowqoβKtransformylaseKw|PKcyclohydrolaseKSπ|]_bgTKfromKπhermotogaK
maritimaKatK]YffKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2008WKe]WK][b_Xg 4.2 6

38
qrystalKstructureKofKanKorPXribosylatedKproteinKwithKaKcytidineKdeaminaseXlikeKfoldWKbutKunknownK
functionKSπ|]c[dTWKfromKπhermotogaKmaritimaKatK_Ye[KoKresolutionYKProteins:mStructure,mFunctionm
andmBioinformaticsWK2008WKe]WK]cbdXc_

4.2 6

37
qrystalKstructureKofKπ|]adeKfromKπhermotogaKmaritimaKatK]Yg[KoKresolutionKrevealsKanKatypicalK
memberKofKtheKcyclophilinKSpeptidylprolylKisomeraseTKfoldYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2006WKdaWK]]]_Xf

4.2 6

36
qrystalKstructureKofKphosphoribosylformylXglycinamidineKsynthaseKwwWKPurγKsubunitKSπ|]_bbTKfromK
πhermotogaKmaritimaKatK]Yg[KoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2006WK
dcWK_bgXcb

4.2 6

35 qrystalKstructureKofKanKorphanKproteinKSπ|[fecTKfromKπhermotogaKmaritimaKatK_Y[[XoKresolutionK
revealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKd[eX][ 4.2 6

34 qrystalKstructureKofKvirulenceKfactorKqx[_bfKfromKqampylobacterKjejuniKatK_Y_cKoKresolutionKrevealsK
aKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2006WKd_WK_g_Xd 4.2 6

33 πechnicalKβeportshKoutomationKofKvighXπhroughputKProteinKqrystalKγcreeningKatKγγβzYKSynchrotronm
RadiationmNewsWK2005WK]fWK_fXac 0.6 6

32 qovalentKqaptureKofKqollagenKπripleKvelicesKUsingKzysineXospartateKandKzysineXulutamateKPairsYK
BiomacromoleculesWK2020WK_]WKaee_Xaef] 6.9 6

31 qrystalKstructureKofKaKtranscriptionKregulatorKSπ|]d[_TKfromKπhermotogaKmaritimaKatK_YaKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2007WKdeWK_beXc_ 4.2 5

30
qrystalKstructureKofKπ|][a[KfromKπhermotogaKmaritimaKatK_YaKoKresolutionKrevealsKmolecularK
detailsKofKitsKtranscriptionKrepressorKfunctionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2007WK
dfWKb]fX_b

4.2 5

29 qrystalKstructureKofKaKnovelKπhermotogaKmaritimaKenzymeKSπ|]]]_TKfromKtheKcupinKfamilyKatK]YfaKoK
resolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKd]cXf 4.2 5

28 qrystalKstructureKofKaKputativeKglutamineKamidoKtransferaseKSπ|]]cfTKfromKπhermotogaKmaritimaK
atK]YeKoKresolutionYKProteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcbWKf[]Xc 4.2 5

27 tindingKaKcoldKneedleKinKaKwarmKhaystackhKinfraredKimagingKappliedKtoKlocatingKcryocooledKcrystalsK
inKloopsYKJournalmofmAppliedmCrystallographyWK2005WKafWKdgXee 3.8 5

26 qrystalKstructureKofKaKputativeKquorumKsensingXregulatedKproteinKSPoad]]TKfromKtheK
PseudomonasXspecificKrUtb]bdKfamilyYKProteins:mStructure,mFunctionmandmBioinformaticsWK2014WKf_WK][fdXg_4.2 4

25
qonformationalKchangesKassociatedKwithKtheKbindingKofKzincKacetateKatKtheKputativeKactiveKsiteKofK
XcπcmxWKaKcupinKfromKXanthomonasKcampestrisKpvYKcampestrisYKActamCrystallographicamSectionmF:m
StructuralmBiologymCommunicationsWK2010WKddWK]abeXca

4

24
qrystalKstructureKofKaKformiminotetrahydrofolateKcyclodeaminaseKSπ|]cd[TKfromKπhermotogaK
maritimaKatK_Yf[KoKresolutionKrevealsKaKnewKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK
2005WKcfWKgedXf]

4.2 4

23 |olecularXreplacementKphasingKusingKpredictedKproteinKstructuresKfromYKIUCrJWK2020WKeWK]]dfX]]ef 4.7 4

22 phageKferredoxinhKstructuralKcharacterizationKandKelectronKtransferKtoKcyanobacterialKsulfiteK
reductasesYKJournalmofmBiologicalmChemistryWK2020WK_gcWK][d][X][d_a 5.4 3
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21
πheKstructureKofKyPÅ[acacKSgi|]c_ge_[c]TWKaKnovelKputativeKlipoproteinKfromKylebsiellaK
pneumoniaeWKrevealsKanK−pXfoldYKActamCrystallographicamSectionmF:mStructuralmBiologym
CommunicationsWK2010WKddWK]_cbXd[

3

20
γtructureKofKtheKfirstKrepresentativeKofKPfamKfamilyKPt[b[]dKSrUtadbTKrevealsKenolaseKandK
βossmannXlikeKfoldsKthatKcombineKtoKformKaKuniqueKactiveKsiteKwithKaKpossibleKroleKinKheavyXmetalK
chelationYKActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]]deXea

3

19 qrystalKstructuresKofK|W]aaeβKandKlin_[[bhKrepresentativesKofKaKnovelKproteinKfamilyKthatKadoptKaK
fourXhelicalKbundleKfoldYKProteins:mStructure,mFunctionmandmBioinformaticsWK2008WKe]WK]cfgXgd 4.2 3

18
qrystalKstructureKofK_XphosphosulfolactateKphosphataseKSqompTKfromKqlostridiumKacetobutylicumK
atK_YdKoKresolutionKrevealsKaKnewKfoldKwithKaKnovelKactiveKsiteYKProteins:mStructure,mFunctionmandm
BioinformaticsWK2006WKdcWKee]Xd

4.2 3

17 oKcollagenKglucosyltransferaseKdrivesKlungKadenocarcinomaKprogressionKinKmiceYKCommunicationsm
BiologyWK2021WKbWKbf_ 6.7 3

16
γtructureKofKzP_]egWKtheKfirstKrepresentativeKofKPfamKfamilyKPt[ffddWKsuggestsKaKnewKfoldKwithKaK
roleKinKaminoXacidKmetabolismYKActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK
2010WKddWK]_[cX][

2

15
γtructuresKofKtheKfirstKrepresentativesKofKPfamKfamilyKPt[ddfbKSrUt]]fcTKrevealKaKnovelKvariantKofK
theKpacillusKchorismateKmutaseKfoldKandKsuggestKaKroleKinKaminoXacidKmetabolismYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]]f_Xg

2

14 γtructureKofKaKputativeKÅπPKpyrophosphohydrolasehKYP_[[]f]accfY]KfromKsxiguobacteriumK
sibiricumK_ccX]cYKActamCrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_aeXbb 2

13 qrystalKstructuresKofKthreeKrepresentativesKofKaKnewKPfamKfamilyKPt]bfdgKSrUtbbffTKsuggestKtheyK
functionKinKsugarKbindingZuptakeYKProteinmScienceWK2014WK_aWK]af[Xg] 6.3 1

12
γtructureKofKpacteroidesKthetaiotaomicronKpπ_[f]KatK_Y[cKˆ�KresolutionhKtheKfirstKstructuralK
representativeKofKaKnewKproteinKfamilyKthatKmayKplayKaKroleKinKcarbohydrateKmetabolismYKActam
CrystallographicamSectionmF:mStructuralmBiologymCommunicationsWK2010WKddWK]_feXgd

1

11 γtereochemicalKˇ�XtacialKγelectivityKofKtheKrielsâ��olderKβeactionKofKpenz[a]aceanthryleneKandK
]WbXriphenylbenz[a]aceanthryleneYKJournalmofmOrganicmChemistryWK1997WKd_WKg_g[Xg_gb 4.2 1

10 qrystalKstructureKofKanKallantoicaseKSYwβ[_gWTKfromKγaccharomycesKcerevisiaeKatK_YbKoKresolutionYK
Proteins:mStructure,mFunctionmandmBioinformaticsWK2004WKcdWKd]gX_b 4.2 1

9 πheKdevelopmentKofKtheKuqPqqKproteinKcrystallographyKbeamlineKatKqo|rYKAIPmConferencem
ProceedingsWK2001WK 0 1

8 γtructureKandKtunctionKofKaKrualKβeductaseXrehydrataseKsnzymeKγystemKwnvolvedKinKXπerphenylK
piosynthesisYKACSmChemicalmBiologyWK2021WK 4.9 1

7 qrystalKstructureKofKaKtwoXsubunitKπrkoKoctamericKgatingKringKassemblyYKPLoSmONEWK2015WK][WKe[]__c]_ 3.7 1

6 γtructuralKcharacterizationKofKrynU]dWKaKγπoβπZpetKv]XlikeKproteinKinvolvedKinKdynemicinK
biosynthesisYKActamCrystallographicamSectionmF,mStructuralmBiologymCommunicationsWK2021WKeeWKa_fXaaa 1.1 0

5 πheKγtructureKofKtheKPsXbXPsX__KPeroxinKqomplexXwnsightsKwntoKUbiquitinationKatKtheKPeroxisomalK
|embraneYYKFrontiersminmCellmandmDevelopmentalmBiologyWK2022WK][WKfafg_a 5.7 0

4 γtructuralKanalysisKofKarabinoseXcXphosphateKisomeraseKfromKpacteroidesKfragilisKandKfunctionalK
implicationsYKActamCrystallographicamSectionmD:mBiologicalmCrystallographyWK2014WKe[WK_db[Xc]

(2014-2010)
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3 UsingKelectrostaticsKtoKdefineKtheKactiveKsiteKofKγerratiaKendonucleaseYKMethodsminmMolecularmBiology
WK2001WK]d[WK_bgXd] 1.4

2 oKÅewKsngineKforKqleavingKÅucleicKocidYKACSmSymposiummSeriesWK2002WK_e[X_ga 0.4

1 πheKcrystalKstructureKofKryntKfromKtheKdynemicinXbiosynthesisKpathwayKofK|icromonosporaK
chersinaYYKActamCrystallographicamSectionmF,mStructuralmBiologymCommunicationsWK2022WKefWK]Xe 1.1
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