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50 znhancementNofNprimeNeditingNviaNxrRNvNmotifbjoinedNpegRNvccNNatureoCommunicationsaN2022aNfhaNfmjk 17.4 2

49 OptimizedNxasnosgRNvNdeliveryNefficientlyNgeneratesNbiallelicNMSTNNknockoutNsheepNwithoutN
affectingNmeatNqualityccNBMCoGenomicsaN2022aNghaNhim 4.5 1

48 znhancingNprimeNeditingNbyNxsyibmediatedNprocessingNofNpegRNvcNCelloResearchaN2021aNhfaNffhibffhk 24.7 17

47 xharacterizationNofNgrowthNphenotypesNandNgastrointestinalNtractNmicrobiotaNinNsheepNfedNwithN
caraganacNJournaloofoAppliedoMicrobiologyaN2021aNfhfaNglkhbglln 4.7 3

46 yeletionsNinNtheNgeneNareNassociatedNwithNfiberNtraitsNinNcashmerebproducingNgoatscNAnimalo
BiotechnologyaN2021aNfbl 1.4

45 xytosineNandNadenineNdeaminaseNbasebeditorsNinduceNbroadNandNnonspecificNchangesNinNgeneN
expressionNandNsplicingcNCommunicationsoBiologyaN2021aNiaNmmg 6.7 1

44 MoreNabundantNandNhealthierNmeatoNwillNtheNMSTNNeditingNepitomeNempowerNtheNcommercializationN
ofNgeneNeditingNinNlivestocktcNScienceoChinaoLifeoSciencesaN2021aNf 8.5 3

43 TrendsNtowardsNrevealingNtheNgeneticNarchitectureNofNsheepNtailNpatterningoNPromisingNgenesNandN
investigatoryNpathwayscNAnimaloGeneticsaN2021aNjgaNlnnbmfg 2.5 4

42 TheNoriginNofNdomesticationNgenesNinNgoatscNScienceoAdvancesaN2020aNkaNeaazjgfk 14.3 28

41 HighlyNefficientNgenerationNofNsheepNwithNaNdefinedNβecwNmutationNviaNadenineNbaseNeditingcN
GeneticsoSelectionoEvolutionaN2020aNjgaNhj 4.9 7

40
MeetingNreportNonNtheNgefnNinternationalNsymposiumNofNmolecularNdesignNbreedingNinNanimalsN
VYanglingaNxhinaWNwithNtheNconsensusNonNgenomebeditingNagriculturalNanimalsNandNtheirNregulationcN
TransgenicoResearchaN2020aNgnaNgkhbgkj

3.3 2

39 RedesigningNsmallNruminantNgenomesNwithNxRISPRNtoolkitoNOverviewNandNperspectivescN
TheriogenologyaN2020aNfilaNgjbhh 2.8 6

38 xharacterizationNandNxomparisonNofNMicrobiotaNinNtheNγastrointestinalNTractsNofNtheNγoatNVWNyuringN
PreweaningNyevelopmentcNFrontiersoinoMicrobiologyaN2019aNfeaNgfgj 5.7 22

37 SynchronousNprofilingNandNanalysisNofNmRNvsNandNncRNvsNinNtheNdermalNpapillaNcellsNfromNcashmereN
goatscNBMCoGenomicsaN2019aNgeaNjfg 4.5 6

36 zffectNofNdietaryNconcentrateNtoNforageNratiosNonNruminalNbacterialNandNanaerobicNfungalN
populationsNofNcashmereNgoatscNAnaerobeaN2019aNjnaNffmbfgj 2.8 11

35 xRISPRdxasnbmediatedNMSTNNgeneNeditingNinducedNmitochondrialNalterationsNinNxgxfgNmyoblastN
cellscNElectronicoJournaloofoBiotechnologyaN2019aNieaNhebhn 3.1 2

34 ProgrammableNwaseNzditingNofNtheNSheepNγenomeNRevealedNNoNγenomebWideNOffbTargetN
MutationscNFrontiersoinoGeneticsaN2019aNfeaNgfj 4.5 19
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33 RuminalNmetagenomicNanalysesNofNgoatNdataNrevealsNpotentialNfunctionalNmicrobiotaNbyN
supplementationNwithNessentialNoilbcobaltNcomplexescNBMCoMicrobiologyaN2019aNfnaNhe 4.5 9

32 SheepNandNγoatNγenomeNzngineeringoNβromNRandomNTransgenesisNtoNtheNxRISPRNzracNFrontiersoino
GeneticsaN2019aNfeaNlje 4.5 27

31 waseNpairNeditingNinNgoatoNnonsenseNcodonNintrogressionNintoNβγβjNresultsNinNlongerNhaircNFEBSo
JournalaN2019aNgmkaNikljbikng 5.7 12

30
OptimisationNofNtheNclusteredNregularlyNinterspacedNshortNpalindromicNrepeatsNVxRISPRWdxasnNoN
singlebguideNRNvNVsgRNvWNdeliveryNsystemNinNaNgoatNmodelcNReproduction,oFertilityoandoDevelopmentaN
2019aNhfaNfjhhbfjhl

1.8 3

29 yynamicsNandNstabilizationNofNtheNrumenNmicrobiomeNinNyearlingNTibetanNsheepcNScientificoReportsaN
2019aNnaNfnkge 4.9 19

28 xRISPRdxasnbmediatedNMSTNNdisruptionNandNheritableNmutagenesisNinNgoatsNcausesNincreasedNbodyN
masscNAnimaloGeneticsaN2018aNinaNihbjf 2.5 41

27 xomparativeNproteomicNanalysesNusingNiTRvQblabelingNprovidesNinsightsNintoNfiberNdiversityNinNsheepN
andNgoatscNJournaloofoProteomicsaN2018aNflgaNmgbmm 3.9 19

26 yietaryNsupplementationNwithNzssentialboilsbcobaltNforNimprovingNgrowthNperformanceaNmeatN
qualityNandNskinNcellNcapacityNofNgoatscNScientificoReportsaN2018aNmaNffkhi 4.9 12

25 LowNincidenceNofNSNVsNandNindelsNinNtrioNgenomesNofNxasnbmediatedNmultiplexNeditedNsheepcNBMCo
GenomicsaN2018aNfnaNhnl 4.5 20

24 IntegrativeNanalysisNrevealsNncRNvbmediatedNmolecularNregulatoryNnetworkNdrivingNsecondaryNhairN
follicleNregressionNinNcashmereNgoatscNBMCoGenomicsaN2018aNfnaNggg 4.5 21

23 zxploringNtheNSpatialbTemporalNMicrobiotaNofNxompoundNStomachsNinNaNPrebweanedNγoatNModelcN
FrontiersoinoMicrobiologyaN2018aNnaNfmik 5.7 23

22 zfficientNgenerationNofNgoatsNwithNdefinedNpointNmutationNVIhnlVWNinNγyβnNthroughNxRISPRdxasncN
Reproduction,oFertilityoandoDevelopmentaN2018aNheaNhelbhfg 1.8 20

21 TriobwasedNyeepNSequencingNRevealsNaNLowNIncidenceNofNOffbTargetNMutationsNinNtheNOffspringNofN
γeneticallyNzditedNγoatscNFrontiersoinoGeneticsaN2018aNnaNiin 4.5 22

20 WholebgenomeNbisulfiteNsequencingNofNgoatNskinsNidentifiesNsignaturesNassociatedNwithNhairNcyclingcN
BMCoGenomicsaN2018aNfnaNkhm 4.5 18

19 T˛†iboverexpressionNbasedNonNtheNpiggywacNtransposonNsystemNinNcashmereNgoatsNaltersNhairNfiberN
characteristicscNTransgenicoResearchaN2017aNgkaNllbmj 3.3 15

18 IntegratingNmiRNvNandNmRNvNzxpressionNProfilingNUncoversNmiRNvsNUnderlyingNβatNyepositionNinN
SheepcNBioMedoResearchoInternationalaN2017aNgeflaNfmjljme 3 21

17 xomparativeNtranscriptomeNanalysisNrevealsNpotentiallyNnovelNrolesNofNHomeoboxNgenesNinNadiposeN
depositionNinNfatbtailedNsheepcNScientificoReportsaN2017aNlaNfiinf 4.9 21

16 RNvbseqNrevealsNtranscriptomeNchangesNinNgoatsNfollowingNmyostatinNgeneNknockoutcNPLoSoONEaN
2017aNfgaNeefmlnkk 3.7 15
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15 MultiplexNgeneNeditingNviaNxRISPRdxasnNexhibitsNdesirableNmuscleNhypertrophyNwithoutNdetectableN
offbtargetNeffectsNinNsheepcNScientificoReportsaN2016aNkaNhgglf 4.9 46

14 xomparativeNTranscriptomeNvnalysisNofNβetalNSkinNRevealsNKeyNγenesNRelatedNtoNHairNβollicleN
MorphogenesisNinNxashmereNγoatscNPLoSoONEaN2016aNffaNeefjfffm 3.7 48

13 yisruptionNofNβγβjNinNxashmereNγoatsNUsingNxRISPRdxasnNResultsNinNMoreNSecondaryNHairNβolliclesN
andNLongerNβiberscNPLoSoONEaN2016aNffaNeefkikie 3.7 43

12 vNnonbsynonymousNmutationNinNγyβnNisNhighlyNassociatedNwithNlitterNsizeNinNcashmereNgoatscNAnimalo
GeneticsaN2016aNilaNkhebf 2.5 11

11 WholebgenomeNsequencingNofNeightNgoatNpopulationsNforNtheNdetectionNofNselectionNsignaturesN
underlyingNproductionNandNadaptiveNtraitscNScientificoReportsaN2016aNkaNhmnhg 4.9 66

10 PPvR˛‡aNβvSaNHSLNmRNvNandNproteinNexpressionNduringNTanNsheepNfatbtailNdevelopmentcNElectronico
JournaloofoBiotechnologyaN2015aNfmaNfggbfgl 3.1 3

9 mRNvNtranscriptionNandNproteinNexpressionNofNPPvR˛‡aNβvSaNandNHSLNinNdifferentNpartsNofNtheNcarcassN
betweenNfatbtailedNandNthinbtailedNsheepcNElectronicoJournaloofoBiotechnologyaN2015aNfmaNgfjbgge 3.1 6

8 γenerationNofNgenebmodifiedNgoatsNtargetingNMSTNNandNβγβjNviaNzygoteNinjectionNofNxRISPRdxasnN
systemcNScientificoReportsaN2015aNjaNfhmlm 4.9 112

7 RumenNbacterialNdiversityNofNmeNtoNffebdayboldNgoatsNusingNfkSNrRNvNsequencingcNPLoSoONEaN2015aN
feaNeefflmff 3.7 52

6 TranscriptomeNprofileNanalysisNofNadiposeNtissuesNfromNfatNandNshortbtailedNsheepcNGeneaN2014aNjinaNgjgbl3.8 51

5 yiscoveryNofNSNPsNinNRXβPgNrelatedNtoNhornNtypesNinNsheepcNSmalloRuminantoResearchaN2014aNffkaNfhhbfhk1.7 11

4 xyclicNexpressionNofNLhxgNisNinvolvedNinNsecondaryNhairNfollicleNdevelopmentNinNcashmereNgoatcNGeneo
ExpressionoPatternsaN2014aNfkaNhfbj 1.5 11

3 yiscoveryNofNcashmereNgoatNVxapraNhircusWNmicroRNvsNinNskinNandNhairNfolliclesNbyNSolexaN
sequencingcNBMCoGenomicsaN2013aNfiaNjff 4.5 64

2 TheNgeneticNdiversityNofNsevenNindigenousNxhineseNgoatNbreedscNSmalloRuminantoResearchaN2008aNliaNghfbghl1.7 22

1 waseNpairNeditingNofNgoatNembryosoNnonsenseNcodonNintrogressionNintoNβγβjNtoNimproveNcashmereNyield 1
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