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i Paper IF Citations

152 ziscoveryMofMThanafactinMwaMaMLinearaMProlinebyontainingMOctalipopeptideMfromMspcMSâbykgaM
MotivatedMbyM×enomeMMiningcMJournaleofeNaturaleProductsaM2021aMniaMfefbfeo 4.9 4

151 OptimizingMxiocontrolMwctivityMofMPaenibacillusMxylanexedensMforMManagementMofMâairyMRootM
ziseaseMinMTomatoM×rownMinMâydroponicM×reenhousescMAgronomyaM2021aMffaMnfm 3.6 1

150 zissectingMziseasebSuppressiveMRhizosphereMMicrobiomesMbyM unctionalMwmpliconMSequencingMandM
feˆ�MMetagenomicscMMSystemsaM2021aMlaMeeffflge 7.6 11

149 SuccessiveMplantMgrowthMamplifiesMgenotypebspecificMassemblyMofMtheMtomatoMrhizosphereM
microbiomecMScienceeofetheeTotaleEnvironmentaM2021aMmmgaMfiingk 10.2 12

148 ExtensionMofMPlantMPhenotypesMbyMtheM oliarMMicrobiomecMAnnualeRevieweofePlanteBiologyaM2021aMmgaMnghbnil30.7 7

147 TheMyhemistryMofMStresspMUnderstandingMtheMTyryMforMâelpTMofMPlantMRootscMMetabolitesaM2021aMffaM 5.6 11

146 PlantMfunctionalMgroupMdrivesMtheMcommunityMstructureMofMsaprophyticMfungiMinMaMgrasslandM
biodiversityMexperimentcMPlanteandeSoilaM2021aMilfaMofbfek 4.2 19

145 VolatilesMfromMtheMfungusM usariumMoxysporumMaffectMinteractionsMofMxrassicaMrapaMplantsMwithMrootM
herbivorescMEcologicaleEntomologyaM2021aMilaMgiebgin 2.1 1

144 VolatilesMfromMsoilbborneMfungiMaffectMdirectionalMgrowthMofMrootscMPlantseCelleandeEnvironmentaM2021aM
iiaMhhobhik 8.4 9

143 TowardsMmeaningfulMscalesMinMecosystemMmicrobiomeMresearchcMEnvironmentaleMicrobiologyaM2021aM
ghaMfbi 5.2 5

142 ImpactMofMrootbassociated´ strainsMofMthreeMParaburkholderiaMspeciesMonMprimaryMandMsecondaryM
metabolismMofMxrassicaMoleraceacMScientificeReportsaM2021aMffaMgmnf 4.9 6

141 zisentanglingMsoilMmicrobiomeMfunctionsMbyMperturbationcMEnvironmentaleMicrobiologyeReportsaM2021
aMfhaMkngbkoe 3.7 1

140 zesigningMaMhomeMforMbeneficialMplantMmicrobiomescMCurrenteOpinioneinePlanteBiologyaM2021aMlgaMfegegk 9.9 12

139 RestoringMdegradedMmicrobiomeMfunctionMwithMselfbassembledMcommunitiescMFEMSeMicrobiologye
EcologyaM2020aMolaM 4.3 2

138 ziSyountpMcomputerMvisionMforMautomatedMquantificationMofMseedMgerminationcMPlanteMethodsaM2020aM
flaMle 5.8 6

137
zraftM×enomeMSequenceMofMLipopeptidebProducingMStrainMPseudomonasMfluorescensMzSMMffkmoM
andMyomparativeM×enomicsMwithMspcMStrainMSâbykgaMaMyloselyMRelatedMLipopeptidebProducingMStraincM
MicrobiologyeResourceeAnnouncementsaM2020aMoaM

1.3 3

136 NoMevidenceMofMmodulationMofMindirectMplantMresistanceMofMxrassicaMrapaMplantsMbyMvolatilesMfromM
soilbborneMfungicMEcologicaleEntomologyaM2020aMikaMfgeebfgff 2.1 2

Jos M Raaijmakers

2



135 MultitrophicMinteractionsMinMtheMrhizosphereMmicrobiomeMofMwheatpMfromMbacteriaMandMfungiMtoM
protistscMFEMSeMicrobiologyeEcologyaM2020aMolaM 4.3 27

134 MicrobialMandMvolatileMprofilingMofMsoilsMsuppressiveMtoMofMwheatcMProceedingseofetheeRoyaleSocietyeB:e
BiologicaleSciencesaM2020aMgnmaMgefogkgm 4.4 10

133 ProductionMofMammoniaMasMaMlowbcostMandMlongbdistanceMantibioticMstrategyMbyMStreptomycesM
speciescMISMEeJournalaM2020aMfiaMklobknh 11.9 21

132  ungalMvolatilesMinfluenceMplantMdefenceMagainstMabovebgroundMandMbelowbgroundMherbivorycM
FunctionaleEcologyaM2020aMhiaMggkobgglo 5.6 3

131 ExtractingMtheM×EMspM×enotypeaMEnvironmentaMandMMicrobiomeMInteractionsMShapingMâostM
PhenotypescMFrontierseineMicrobiologyaM2020aMffaMkmiekh 5.7 4

130 ResistanceMxreedingMofMyommonMxeanMShapesMtheMPhysiologyMofMtheMRhizosphereMMicrobiomecM
FrontierseineMicrobiologyaM2019aMfeaMggkg 5.7 15

129 ImpactsMofMlongbtermMplantMresidueMmanagementMonMsoilMorganicMmatterMqualityaMPseudomonasM
communityMstructureMandMdiseaseMsuppressivenesscMSoileBiologyeandeBiochemistryaM2019aMfhkaMholbiel 7.5 16

128 VolatilesMofMpathogenicMandMnonbpathogenicMsoilbborneMfungiMaffectMplantMdevelopmentMandM
resistanceMtoMinsectscMOecologiaaM2019aMfoeaMknoblei 2.9 29

127 EcologyMandMEvolutionMofMPlantMMicrobiomescMAnnualeRevieweofeMicrobiologyaM2019aMmhaMlobnn 17.5 162

126 LinkingMecologyMandMplantMpathologyMtoMunravelMtheMimportanceMofMsoilbborneMfungalMpathogensMinM
speciesbrichMgrasslandscMEuropeaneJournaleofePlantePathologyaM2019aMfkiaMfifbfkl 2.1 24

125 zecipheringMrhizosphereMmicrobiomeMassemblyMofMwildMandMmodernMcommonMbeanMUPhaseolusM
vulgarisVMinMnativeMandMagriculturalMsoilsMfromMyolombiacMMicrobiomeaM2019aMmaMffi 16.6 72

124 PathogenbinducedMactivationMofMdiseasebsuppressiveMfunctionsMinMtheMendophyticMrootMmicrobiomecM
ScienceaM2019aMhllaMlelblfg 33.3 263

123 âarnessingMtheMmicrobiomeMtoMcontrolMplantMparasiticMweedscMCurrenteOpinioneineMicrobiologyaM2019aM
ioaMglbhh 7.9 12

122 LostMinMdiversitypMtheMinteractionsMbetweenMsoilbborneMfungiaMbiodiversityMandMplantMproductivitycMNewe
PhytologistaM2018aMgfnaMkigbkkh 9.8 90

121 EmbracingMyommunityMEcologyMinMPlantMMicrobiomeMResearchcMTrendseinePlanteScienceaM2018aMghaMilmbilo13.1 29

120 SecondaryMMetabolismMandMInterspecificMyompetitionMwffectMwccumulationMofMSpontaneousMMutantsM
inMtheM×acSb×acwMRegulatoryMSystemMincMMBioaM2018aMoaM 7.8 23

119 InterbMandMintracellularMcolonizationMofMwrabidopsisMrootsMbyMendophyticMactinobacteriaMandMtheM
impactMofMplantMhormonesMonMtheirMantimicrobialMactivitycMAntonieeVaneLeeuwenhoekaM2018aMfffaMlmobloe 2.1 30

118 SavingMseedMmicrobiomescMISMEeJournalaM2018aMfgaMfflmbffme 11.9 98

(2018-2020)
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117 ExploringMfishMmicrobialMcommunitiesMtoMmitigateMemergingMdiseasesMinMaquaculturecMFEMSe
MicrobiologyeEcologyaM2018aMoiaM 4.3 72

116 ModulationMofMplantMchemistryMbyMbeneficialMrootMmicrobiotacMNaturaleProducteReportsaM2018aMhkaMhonbieo 15.1 53

115 IsolationaMcharacterizationMandMcomparativeManalysisMofMplantbassociatedMbacteriaMforMsuppressionMofM
soilbborneMdiseasesMofMfieldbgrownMgroundnutMinMVietnamcMBiologicaleControlaM2018aMfgfaMgklbglg 3.8 12

114 âealthyMscentspMmicrobialMvolatilesMasMnewMfrontierMinMantibioticMresearchucMCurrenteOpinioneine
MicrobiologyaM2018aMikaMnibof 7.9 33

113 InfluenceMofMresistanceMbreedingMinMcommonMbeanMonMrhizosphereMmicrobiomeMcompositionMandM
functioncMISMEeJournalaM2018aMfgaMgfgbggi 11.9 147

112 yomparativeMMicrobiomeMwnalysisMofMaM usariumMWiltMSuppressiveMSoilMandMaM usariumMWiltM
yonduciveMSoilM romMtheMyhˆ¢teaurenardMRegioncMFrontierseineMicrobiologyaM2018aMoaMkln 5.7 69

111 MicrobialMExtracellularMPolymericMSubstancespMEcologicalM unctionMandMImpactMonMSoilMwggregationcM
FrontierseineMicrobiologyaM2018aMoaMflhl 5.7 348

110 xreedingMforMsoilbborneMpathogenMresistanceMimpactsMactiveMrhizosphereMmicrobiomeMofMcommonM
beancMISMEeJournalaM2018aMfgaMhehnbheig 11.9 44

109 TheMwildMsideMofMplantMmicrobiomescMMicrobiomeaM2018aMlaMfih 16.6 102

108 InvolvementMofMxurkholderiaceaeMandMsulfurousMvolatilesMinMdiseasebsuppressiveMsoilscMISMEeJournalaM
2018aMfgaMghembghgf 11.9 76

107 RoadMMwPsMtoMengineerMhostMmicrobiomescMCurrenteOpinioneineMicrobiologyaM2018aMihaMilbki 7.9 42

106 PrimingMofMPlantM×rowthMPromotionMbyMVolatilesMofMRootbwssociatedMMicrobacteriumMsppcMAppliede
andeEnvironmentaleMicrobiologyaM2018aMniaM 4.8 31

105 ImpactMofMPseudomonasMâlMsurfactantMonMallMexternalMlifeMcycleMstagesMofMtheMfishMparasiticMciliateM
IchthyophthiriusMmultifiliiscMJournaleofeFisheDiseasesaM2018aMifaMffimbffkg 2.6 12

104
wntagonismMbetweenMtwoMrootbassociatedMbeneficialMPseudomonasMstrainsMdoesMnotMaffectMplantM
growthMpromotionMandMinducedMresistanceMagainstMaMleafbchewingMherbivorecMFEMSeMicrobiologye
EcologyaM2017aMohaM

4.3 15

103 MembraneMInteractionsMofMNaturalMyyclicMLipodepsipeptidesMofMtheMViscosinM×roupcMBiochimicaeEte
BiophysicaeActaeteBiomembranesaM2017aMfnkoaMhhfbhho 3.8 20

102 ×enomebwideManalysisMofMbacterialMdeterminantsMofMplantMgrowthMpromotionMandMinducedMsystemicM
resistanceMbyMPseudomonasMfluorescenscMEnvironmentaleMicrobiologyaM2017aMfoaMilhnbilkl 5.2 32

101 LinkingMrhizosphereMmicrobiomeMcompositionMofMwildMandMdomesticatedMPhaseolusMvulgarisMtoM
genotypicMandMrootMphenotypicMtraitscMISMEeJournalaM2017aMffaMggiibggkm 11.9 161

100 PlantMPhenotypicMandMTranscriptionalMyhangesMInducedMbyMVolatilesMfromMtheM ungalMRootMPathogencM
FrontierseinePlanteScienceaM2017aMnaMfglg 6.2 44
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99 PotentialMforMxiocontrolMofMâairyMRootMziseaseMbyMaMyladecMFrontierseineMicrobiologyaM2017aMnaMiim 5.7 11

98 yurrentMInsightsMintoMtheMRoleMofMRhizosphereMxacteriaMinMziseaseMSuppressiveMSoilscMFrontierseine
MicrobiologyaM2017aMnaMgkgo 5.7 110

97 ImpactMofMplantMdomesticationMonMrhizosphereMmicrobiomeMassemblyMandMfunctionscMPlanteMoleculare
BiologyaM2016aMoeaMlhkbii 4.6 331

96 EyOLO×YcMSoilMimmuneMresponsescMScienceaM2016aMhkgaMfhogbh 33.3 181

95  ungalMinvasionMofMtheMrhizosphereMmicrobiomecMISMEeJournalaM2016aMfeaMglkbn 11.9 170

94 yhallengesMandMopportunitiesMinMharnessingMsoilMdiseaseMsuppressivenessMforMsustainableMpastureM
productioncMSoileBiologyeandeBiochemistryaM2016aMokaMfeebfff 7.5 24

93 InsectMpathogenicityMinMplantbbeneficialMpseudomonadspMphylogeneticMdistributionMandMcomparativeM
genomicscMISMEeJournalaM2016aMfeaMgkgmbig 11.9 82

92 IndexingMtheMPseudomonasMspecializedMmetabolomeMenabledMtheMdiscoveryMofMpoaeamideMxMandMtheM
bananamidescMNatureeMicrobiologyaM2016aMgaMflfom 26.6 83

91 ElucidatingMtheMziversityMofMwquaticMMicrodochiumMandMTrichodermaMSpeciesMandMTheirMwctivityM
againstMtheM ishMPathogenMSaprolegniaMdiclinacMInternationaleJournaleofeMoleculareSciencesaM2016aMfmaM 6.3 4

90 RoleMofMtheM×acSMSensorMKinaseMinMtheMRegulationMofMVolatileMProductionMbyMPlantM×rowthbPromotingM
SxWgkcMFrontierseinePlanteScienceaM2016aMmaMfmel 6.2 28

89 LivingMonMtheMedgepMemergenceMofMspontaneousMgacMmutationsMinMPseudomonasMprotegensMduringM
swarmingMmotilitycMEnvironmentaleMicrobiologyaM2016aMfnaMhikhbhilk 5.2 16

88 ImpactMofMsoilMheatMonMreassemblyMofMbacterialMcommunitiesMinMtheMrhizosphereMmicrobiomeMandM
plantMdiseaseMsuppressioncMEcologyeLettersaM2016aMfoaMhmkbng 10 94

87 LipopeptideMbiosynthesisMinMPseudomonasMfluorescensMisMregulatedMbyMtheMproteaseMcomplexMylpwPcM
BMCeMicrobiologyaM2015aMfkaMgo 4.5 12

86 PromotionMofMplantMgrowthMbyMPseudomonasMfluorescensMstrainMSSfefMviaMnovelMvolatileMorganicM
compoundscMBiochemicaleandeBiophysicaleResearcheCommunicationsaM2015aMilfaMhlfbk 3.4 133

85 MinimumMInformationMaboutMaMxiosyntheticM×eneMclustercMNatureeChemicaleBiologyaM2015aMffaMlgkbhf 11.7 498

84 TheMRsmMregulonMofMplantMgrowthbpromotingMPseudomonasMfluorescensMSSfefpMroleMofMsmallMRNwsM
inMregulationMofMlipopeptideMbiosynthesiscMMicrobialeBiotechnologyaM2015aMnaMgolbhfe 6.3 15

83 TheMMinimalMRhizosphereMMicrobiomeM2015aMiffbifm 10

82 ×acbmediatedMchangesMinMpyrroloquinolineMquinoneMbiosynthesisMenhanceMtheMantimicrobialMactivityM
ofMPseudomonasMfluorescensMSxWgkcMEnvironmentaleMicrobiologyeReportsaM2015aMmaMfhobim 3.7 7

(2015-2017)

5



81 yomparativeMgenomicsMandMmetabolicMprofilingMofMtheMgenusMLysobactercMBMCeGenomicsaM2015aMflaMoof 4.5 72

80 TheMNovelMLipopeptideMPoaeamideMofMtheMEndophyteMPseudomonasMpoaeMREWfbfbfiMIsMInvolvedMinM
PathogenMSuppressionMandMRootMyolonizationcMMolecularePlanttMicrobeeInteractionsaM2015aMgnaMneebfe 3.6 67

79 MolecularMandMchemicalMdialoguesMinMbacteriabprotozoaMinteractionscMScientificeReportsaM2015aMkaMfgnhm 4.9 34

78 InvestigationsMintoMtheMxiosynthesisaMRegulationaMandMSelfbResistanceMofMToxoflavinMinMPseudomonasM
protegensMPfbkcMChemBioChemaM2015aMflaMfmngboe 3.8 35

77 ×enomeMminingMandMmetabolicMprofilingMofMtheMrhizosphereMbacteriumMPseudomonasMspcMSâbykgMforM
antimicrobialMcompoundscMFrontierseineMicrobiologyaM2015aMlaMloh 5.7 51

76 ziversityMandMfunctionsMofMvolatileMorganicMcompoundsMproducedMbyMStreptomycesMfromMaM
diseasebsuppressiveMsoilcMFrontierseineMicrobiologyaM2015aMlaMfenf 5.7 113

75 ziversityMandMwctivityMofMLysobacterMSpeciesMfromMziseaseMSuppressiveMSoilscMFrontierseine
MicrobiologyaM2015aMlaMfgih 5.7 55

74 ziversityMofMwquaticMPseudomonasMSpeciesMandMTheirMwctivityMagainstMtheM ishMPathogenicMOomyceteM
SaprolegniacMPLoSeONEaM2015aMfeaMeefhlgif 3.7 21

73 VolatileMaffairsMinMmicrobialMinteractionscMISMEeJournalaM2015aMoaMghgobhk 11.9 253

72 yrossbkingdomMsimilaritiesMinMmicrobiomeMfunctionscMISMEeJournalaM2015aMoaMfoekbm 11.9 66

71 LipopeptideMbiosurfactantMviscosinMenhancesMdispersalMofMPseudomonasMfluorescensMSxWgkM
biofilmscMMicrobiologyenUnitedeKingdomoaM2015aMflfaMggnobom 2.9 36

70 ziscoveryMofMnewMregulatoryMgenesMofMlipopeptideMbiosynthesisMinMPseudomonasMfluorescenscMFEMSe
MicrobiologyeLettersaM2014aMhklaMfllbmk 2.9 13

69 zecipheringMmicrobialMlandscapesMofMfishMeggsMtoMmitigateMemergingMdiseasescMISMEeJournalaM2014aMnaMgeegbfi11.9 44

68 MangotoxinMproductionMofMPseudomonasMsyringaeMpvcMsyringaeMisMregulatedMbyMMgowcMBMCe
MicrobiologyaM2014aMfiaMil 4.5 17

67 UnravellingMtheMmicrobiomeMofMeggsMofMtheMendangeredMseaMturtleMEretmochelysMimbricataMidentifiesM
bacteriaMwithMactivityMagainstMtheMemergingMpathogenM usariumMfalciformecMPLoSeONEaM2014aMoaMeokgel 3.7 28

66 ImpactMofMinterspecificMinteractionsMonMantimicrobialMactivityMamongMsoilMbacteriacMFrontierseine
MicrobiologyaM2014aMkaMklm 5.7 77

65 xiosyntheticMoriginMofMtheMantibioticMcyclocarbamateMbrabantamideMwMUSxbgkhkfiVMinM
plantbassociatedMPseudomonascMChemBioChemaM2014aMfkaMgkobll 3.8 39

64 xiosyntheticMgenesMandMactivityMspectrumMofMantifungalMpolyynesMfromMyollimonasM
fungivoransMTerhhfcMEnvironmentaleMicrobiologyaM2014aMflaMfhhibik 5.2 38
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63 ×oingMbackMtoMtheMrootspMtheMmicrobialMecologyMofMtheMrhizospherecMNatureeReviewseMicrobiologyaM
2013aMffaMmnoboo 22.2 1684

62  riendMorMfoepMgeneticMandMfunctionalMcharacterizationMofMplantMendophyticMPseudomonasM
aeruginosacMEnvironmentaleMicrobiologyaM2013aMfkaMmlibmo 5.2 49

61 PerspectivesMforMRhizosphereMResearchM2013aMfggmbfghg 8

60 TheM×acMregulonMofMPseudomonasMfluorescensMSxWgkcMEnvironmentaleMicrobiologyeReportsaM2013aMkaMlenbfo3.7 36

59 TheMrhizosphereMmicrobiomepMsignificanceMofMplantMbeneficialaMplantMpathogenicaMandMhumanM
pathogenicMmicroorganismscMFEMSeMicrobiologyeReviewsaM2013aMhmaMlhiblh 15.1 1248

58 ModelMmembraneMstudiesMforMcharacterizationMofMdifferentMantibioticMactivitiesMofMlipopeptidesMfromM
PseudomonascMBiochimicaeEteBiophysicaeActaeteBiomembranesaM2012aMfnfnaMkllbmh 3.8 37

57 IdentificationMofMtraitsMsharedMbyMrhizospherebcompetentMstrainsMofMfluorescentMpseudomonadscM
MicrobialeEcologyaM2012aMliaMmgkbhm 4.4 42

56 yomparativeMgenomicsMofMplantbassociatedMPseudomonasMsppcpMinsightsMintoMdiversityMandM
inheritanceMofMtraitsMinvolvedMinMmultitrophicMinteractionscMPLoSeGeneticsaM2012aMnaMefeegmni 6 432

55 MassMspectralMmolecularMnetworkingMofMlivingMmicrobialMcoloniescMProceedingseofetheeNationale
AcademyeofeScienceseofetheeUnitedeStateseofeAmericaaM2012aMfeoaMEfmihbkg 11.5 593

54 ziversityMandMnaturalMfunctionsMofMantibioticsMproducedMbyMbeneficialMandMplantMpathogenicMbacteriacM
AnnualeRevieweofePhytopathologyaM2012aMkeaMiehbgi 10.8 357

53
InvolvementMofMphenazinesMandMlipopeptidesMinMinteractionsMbetweenMPseudomonasMspeciesMandM
SclerotiumMrolfsiiaMcausalMagentMofMstemMrotMdiseaseMonMgroundnutcMJournaleofeAppliedeMicrobiologyaM
2012aMffgaMhoebieh

4.7 22

52 ×eneticMandMPhenotypicMziversityMofMSclerotiumMrolfsiiMinM×roundnutM ieldsMinMyentralMVietnamcMPlante
DiseaseaM2012aMolaMhnobhom 1.5 20

51 MetabolicMandMtranscriptomicMchangesMinducedMinMwrabidopsisMbyMtheMrhizobacteriumMPseudomonasM
fluorescensMSSfefcMPlantePhysiologyaM2012aMfleaMgfmhbnn 6.6 186

50 zecipheringMtheMrhizosphereMmicrobiomeMforMdiseasebsuppressiveMbacteriacMScienceaM2011aMhhgaMfeombfee 33.3 1516

49 TranscriptionalMandMantagonisticMresponsesMofMPseudomonasMfluorescensMPfebfMtoMphylogeneticallyM
differentMbacterialMcompetitorscMISMEeJournalaM2011aMkaMomhbnk 11.9 135

48 NaturalMfunctionsMofMlipopeptidesMfromMxacillusMandMPseudomonaspMmoreMthanMsurfactantsMandM
antibioticscMFEMSeMicrobiologyeReviewsaM2010aMhiaMfehmblg 15.1 679

47 ziversityMandMevolutionMofMtheMphenazineMbiosynthesisMpathwaycMAppliedeandeEnvironmentale
MicrobiologyaM2010aMmlaMnllbmo 4.8 188

46 ProtozoanbinducedMregulationMofMcyclicMlipopeptideMbiosynthesisMisManMeffectiveMpredationMdefenseM
mechanismMforMPseudomonasMfluorescenscMAppliedeandeEnvironmentaleMicrobiologyaM2009aMmkaMlneibff 4.8 73

(2009-2013)
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45 RegulationMofMcyclicMlipopeptideMbiosynthesisMinMPseudomonasMfluorescensMbyMtheMylpPMproteasecM
JournaleofeBacteriologyaM2009aMfofaMfofebgh 3.5 48

44 yellularMresponsesMofMtheMlateMblightMpathogenMPhytophthoraMinfestansMtoMcyclicMlipopeptideM
surfactantsMandMtheirMdependenceMonM×MproteinscMAppliedeandeEnvironmentaleMicrobiologyaM2009aMmkaMiokebm4.8 26

43 ziversityMandMfunctionalManalysisMofMLuxRbtypeMtranscriptionalMregulatorsMofMcyclicMlipopeptideM
biosynthesisMinMPseudomonasMfluorescenscMAppliedeandeEnvironmentaleMicrobiologyaM2009aMmkaMimkhblf 4.8 51

42 TheMrhizospherepMaMplaygroundMandMbattlefieldMforMsoilborneMpathogensMandMbeneficialM
microorganismscMPlanteandeSoilaM2009aMhgfaMhifbhlf 4.2 1003

41  unctionalaMgeneticMandMchemicalMcharacterizationMofMbiosurfactantsMproducedMbyMplantM
growthbpromotingMPseudomonasMputidaMglmcMJournaleofeAppliedeMicrobiologyaM2009aMfemaMkilbkl 4.7 87

40 PhenazineMantibioticsMproducedMbyMfluorescentMpseudomonadsMcontributeMtoMnaturalMsoilM
suppressivenessMtoM usariumMwiltcMISMEeJournalaM2009aMhaMommbof 11.9 158

39
InvolvementMofMtheMwxyMtransporterMxcwtrxMandMtheMlaccaseMxcLyygMinMdefenceMofMxotrytisMcinereaM
againstMtheMbroadbspectrumMantibioticMgaibdiacetylphloroglucinolcMEnvironmentaleMicrobiologyaM2008aM
feaMffikbkm

5.2 48

38 ziversityMandMactivityMofMbiosurfactantbproducingMPseudomonasMinMtheMrhizosphereMofMblackMpepperM
inMVietnamcMJournaleofeAppliedeMicrobiologyaM2008aMfeiaMnhobkf 4.7 36

37 MassetolideMwMbiosynthesisMinMPseudomonasMfluorescenscMJournaleofeBacteriologyaM2008aMfoeaMgmmmbno 3.5 119

36 WaveblikeMdistributionMpatternsMofMgfpbmarkedMPseudomonasMfluorescensMalongMrootsMofMwheatM
plantsMgrownMinMtwoMsoilscMMicrobialeEcologyaM2008aMkkaMillbmk 4.4 16

35 ×enomebbasedMdiscoveryaMstructureMpredictionMandMfunctionalManalysisMofMcyclicMlipopeptideM
antibioticsMinMPseudomonasMspeciescMMoleculareMicrobiologyaM2007aMlhaMifmbgn 4.1 188

34 yharacterizationMofMyMRkcMandMyMRfgaaMnovelMfluorescentMPseudomonasMstrainsMfromMtheMcocoyamM
rhizosphereMwithMbiocontrolMactivitycMJournaleofeAppliedeMicrobiologyaM2007aMfehaMfeembge 4.7 75

33 RoleMofMtheMcyclicMlipopeptideMmassetolideMwMinMbiologicalMcontrolMofMPhytophthoraMinfestansMandMinM
colonizationMofMtomatoMplantsMbyMPseudomonasMfluorescenscMNewePhytologistaM2007aMfmkaMmhfbmig 9.8 218

32
ziversityMofMcultivatedMendophyticMbacteriaMfromMsugarcanepMgeneticMandMbiochemicalM
characterizationMofMxurkholderiaMcepaciaMcomplexMisolatescMAppliedeandeEnvironmentaleMicrobiologyaM
2007aMmhaMmgkoblm

4.8 159

31 yyclicMLipopeptideMSurfactantMProductionMbyMPseudomonasMfluorescensMSSfefMIsMNotMRequiredMforM
SuppressionMofMyomplexMPythiumMsppcMPopulationscMPhytopathologyaM2007aMomaMfhinbkk 3.8 34

30 yyclicMlipopeptideMproductionMbyMplantbassociatedMPseudomonasMsppcpMdiversityaMactivityaM
biosynthesisaMandMregulationcMMolecularePlanttMicrobeeInteractionsaM2006aMfoaMloobmfe 3.6 333

29 EffectMofMmixedMandMsingleMcropsMonMdiseaseMsuppressivenessMofMsoilscMPhytopathologyaM2005aMokaMfhgkbhg 3.8 28

28 InfluenceMofMplantMspeciesMonMpopulationMdynamicsaMgenotypicMdiversityMandMantibioticMproductionMinM
theMrhizosphereMbyMindigenousMPseudomonasMsppcMFEMSeMicrobiologyeEcologyaM2005aMkgaMkoblo 4.3 110
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27 EctomycorrhizalMsymbiosisMaffectsMfunctionalMdiversityMofMrhizosphereMfluorescentMpseudomonadscM
NewePhytologistaM2005aMflkaMhfmbgn 9.8 201

26 EffectMofMOrganicMManagementMofMSoilsMonMSuppressivenessMtoM×aeumannomycesMgraminisMvarcMtriticiM
andMitsMwntagonistaMPseudomonasMfluorescenscMEuropeaneJournaleofePlantePathologyaM2005aMffhaMifmbihk 2.1 58

25 wssessmentMofMgenotypicMdiversityMofMantibioticbproducingMpseudomonasMspeciesMinMtheMrhizosphereM
byMdenaturingMgradientMgelMelectrophoresiscMAppliedeandeEnvironmentaleMicrobiologyaM2005aMmfaMoohbfeeh 4.8 44

24 WheatMcultivarbspecificMselectionMofMgaibdiacetylphloroglucinolbproducingMfluorescentMPseudomonasM
speciesMfromMresidentMsoilMpopulationscMMicrobialeEcologyaM2004aMinaMhhnbin 4.4 122

23 zefenseMresponsesMofM usariumMoxysporumMtoMgaibdiacetylphloroglucinolaMaMbroadbspectrumM
antibioticMproducedMbyMPseudomonasMfluorescenscMMolecularePlanttMicrobeeInteractionsaM2004aMfmaMfgefbff3.6 82

22 âostMSpecialisationMofMtheMOomyceteMwlbugoMyandidacMDevelopmentseinePlantePathologyaM2004aMffobfho

21 InfluenceMofMEnvironmentalM actorsMonMtheMziseaseMyycleMofMWhiteMRustaMyausedMbyMwlbugoMyandidacM
DevelopmentseinePlantePathologyaM2004aMfembffn 1

20  requencyaMziversityaMandMwctivityMofMgaibziacetylphloroglucinolbProducingM luorescentM
PseudomonasMsppcMinMzutchMTakeballMzeclineMSoilscMPhytopathologyaM2003aMohaMkiblh 3.8 133

19 EffectMofMgaibdiacetylphloroglucinolMonMpythiumpMcellularMresponsesMandMvariationMinMsensitivityM
amongMpropagulesMandMspeciescMPhytopathologyaM2003aMohaMollbmk 3.8 150

18 PolymorphismsMwithinMtheMandMgenesMfromMpyrrolnitrinMandMpyoluteorinbproducingMandMsppccMFEMSe
MicrobiologyeEcologyaM2003aMihaMgfbhi 4.3 31

17 PolymorphismsMwithinMtheMprnzMandMpltyMgenesMfromMpyrrolnitrinMandMpyoluteorinbproducingM
PseudomonasMandMxurkholderiaMsppcMFEMSeMicrobiologyeEcologyaM2003aMihaMgfbhi 4.3 105

16 yonservationMofMtheMresponseMregulatorMgeneMgacwMinMPseudomonasMspeciescMEnvironmentale
MicrobiologyaM2003aMkaMfhgnbie 5.2 59

15 PathogenMselfbdefensepMmechanismsMtoMcounteractMmicrobialMantagonismacMAnnualeRevieweofe
PhytopathologyaM2003aMifaMkefbhn 10.8 192

14 xiochemicalaMgeneticaMandMzoosporicidalMpropertiesMofMcyclicMlipopeptideMsurfactantsMproducedMbyM
PseudomonasMfluorescenscMAppliedeandeEnvironmentaleMicrobiologyaM2003aMloaMmflfbmg 4.8 193

13 wntibioticMproductionMbyMbacterialMbiocontrolMagentscMAntonieeVaneLeeuwenhoekaM2002aMnfaMkhmbim 2.1 575

12 zifferentialMabilityMofMgenotypesMofMgaibdiacetylphloroglucinolbproducingMPseudomonasMfluorescensM
strainsMtoMcolonizeMtheMrootsMofMpeaMplantscMAppliedeandeEnvironmentaleMicrobiologyaM2002aMlnaMhgglbhm 4.8 135

11  ungalMwxyMtransportersMandMmicrobialMinteractionsMinMnaturalMenvironmentscMMoleculare
PlanttMicrobeeInteractionsaM2002aMfkaMfflkbmg 3.6 101

10 MicrobialMpopulationsMresponsibleMforMspecificMsoilMsuppressivenessMtoMplantMpathogenscMAnnuale
RevieweofePhytopathologyaM2002aMieaMheobin 10.8 1172

(2002-2005)
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9
ExploitingMgenotypicMdiversityMofMgaibdiacetylphloroglucinolbproducingMPseudomonasMsppcpM
characterizationMofMsuperiorMrootbcolonizingMPcMfluorescensMstrainMQnrfbolcMAppliedeande
EnvironmentaleMicrobiologyaM2001aMlmaMgkikbki

4.8 200

8 ×enotypicMandMphenotypicMdiversityMofMphlzbcontainingMPseudomonasMstrainsMisolatedMfromMtheM
rhizosphereMofMwheatcMAppliedeandeEnvironmentaleMicrobiologyaM2000aMllaMfohobil 4.8 122

7 EffectMofMPopulationMzensityMofMPseudomonasMfluorescensMonMProductionMofM
gaibziacetylphloroglucinolMinMtheMRhizosphereMofMWheatcMPhytopathologyaM1999aMnoaMimebk 3.8 193

6 NaturalMPlantMProtectionMbyMgaibziacetylphloroglucinolbProducingMPseudomonasMsppcMinMTakebwllM
zeclineMSoilscMMolecularePlanttMicrobeeInteractionsaM1998aMffaMfiibfkg 3.6 366

5 zispersalMofMwildbtypeMandMgeneticallybmodifiedMPseudomonasMsppMfromMtreatedMseedsMorMsoilMtoM
aerialMpartsMofMradishMplantscMSoileBiologyeandeBiochemistryaM1995aMgmaMfimhbfimn 7.5 12

4 UtilizationMofMheterologousMsiderophoresMandMrhizosphereMcompetenceMofMfluorescentM
PseudomonasMsppccMCanadianeJournaleofeMicrobiologyaM1995aMifaMfglbfhk 3.2 160

3 zosebResponseMRelationshipsMinMxiologicalMyontrolMofM usariumMWiltMofMRadishMbyPseudomonassppccM
PhytopathologyaM1995aMnkaMfemk 3.8 247

2 SiderophoreMreceptorMPupwMasMaMmarkerMtoMmonitorMwildbtypeMPseudomonasMputidaMWyShknMinM
naturalMenvironmentscMAppliedeandeEnvironmentaleMicrobiologyaM1994aMleaMffniboe 4.8 27

1 ExtractingMtheM×EMspM×enotypeaMEnvironmentMandMMicrobiomeMinteractionsMshapingMhostMphenotypes 6

Jos M Raaijmakers
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