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k Paper IF Citations

88 αxtensiveNpromoterccenteredNchromatinNinteractionsNprovideNaNtopologicalNbasisNforNtranscriptionN
regulationdNCellbN2012bNgjnbNnjcon 56.2 882

87 zynamicNchangesNinNtheNhumanNmethylomeNduringNdifferentiationdNGenomeoResearchbN2010bNhfbNihfcig 9.7 772

86 yTyFcMediatedNHumanNizNGenomeNwrchitectureNRevealsNyhromatinNTopologyNforNTranscriptiondN
CellbN2015bNglibNglggchm 56.2 585

85 yTyFcmediatedNfunctionalNchromatinNinteractomeNinNpluripotentNcellsdNNatureoGeneticsbN2011bNjibNlifcn 36.3 503

84 yhromatinNconnectivityNmapsNrevealNdynamicNpromotercenhancerNlongcrangeNassociationsdNNaturebN
2013bNkfjbNiflcigf 50.4 313

83 ReferenceNgenomeNsequencesNofNtwoNcultivatedNallotetraploidNcottonsbNGossypiumNhirsutumNandN
GossypiumNbarbadensedNNatureoGeneticsbN2019bNkgbNhhjchho 36.3 266

82 InteractomeNmapsNofNmouseNgeneNregulatoryNdomainsNrevealNbasicNprinciplesNofNtranscriptionalN
regulationdNCellbN2013bNgkkbNgkfmchf 56.2 255

81 yhIwcPαTNtoolNforNcomprehensiveNchromatinNinteractionNanalysisNwithNpairedcendNtagNsequencingdN
GenomeoBiologybN2010bNggbNRhh 18.3 199

80 TheNgenomeNsequenceNofNSeacIslandNcottonNWGossypiumNbarbadenseXNprovidesNinsightsNintoNtheN
allopolyploidizationNandNdevelopmentNofNsuperiorNspinnableNfibresdNScientificoReportsbN2015bNkbNgmllh 4.9 181

79 yellularNreprogrammingNbyNtheNconjointNactionNofNαR˛–bNFOXwgbNandNGwTwiNtoNaNligandcinducibleN
growthNstatedNMolecularoSystemsoBiologybN2011bNmbNkhl 12.2 151

78 FeedbackNRegulationNofNwxwNSignalingNandNxiosynthesisNbyNaNbZIPNTranscriptionNFactorNTargetsN
zroughtcResistancecRelatedNGenesdNPlantoPhysiologybN2016bNgmgbNhngfchk 6.6 136

77 IntegrativeNmodelNofNgenomicNfactorsNforNdeterminingNbindingNsiteNselectionNbyNestrogenN
receptorc˛–dNMolecularoSystemsoBiologybN2010bNlbNjkl 12.2 126

76 ImmuneNgenesNareNprimedNforNrobustNtranscriptionNbyNproximalNlongNnoncodingNRNwsNlocatedNinN
nuclearNcompartmentsdNNatureoGeneticsbN2019bNkgbNgincgkf 36.3 99

75 zNaseNIchypersensitiveNexonsNcolocalizeNwithNpromotersNandNdistalNregulatoryNelementsdNNatureo
GeneticsbN2013bNjkbNnkhco 36.3 94

74 TNF˛–NsignalsNthroughNspecializedNfactoriesNwhereNresponsiveNcodingNandNmiRNwNgenesNareN
transcribeddNEMBOoJournalbN2012bNigbNjjfjcgj 13 93

73 izNchromosomeNmodelingNwithNsemicdefiniteNprogrammingNandNHicyNdatadNJournaloofoComputationalo
BiologybN2013bNhfbNnigcjl 1.7 86

72 RecurrentNFusionNGenesNinNGastricNyancerpNyLzNgncwRHGwPhlNInducesNLossNofNαpithelialNIntegritydN
CelloReportsbN2015bNghbNhmhcnk 10.6 84
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71 LargecscaleNfunctionalNorganizationNofNlongcrangeNchromatinNinteractionNnetworksdNCelloReportsbN
2012bNhbNghfmcgo 10.6 84

70 αvolutionaryNdynamicsNofNizNgenomeNarchitectureNfollowingNpolyploidizationNinNcottondNNatureo
PlantsbN2018bNjbNofcom 11.5 82

69 GenomecwideNassociationNstudyNidentifiesNbreastNcancerNriskNvariantNatNgfqhgdhpNresultsNfromNtheN
wsiaNxreastNyancerNyonsortiumdNHumanoMolecularoGeneticsbN2011bNhfbNjoogco 5.6 79

68 wnalysisNofNyhromatinNRegulatorsNRevealsNSpecificNFeaturesNofNRiceNzNwNMethylationNPathwaysdN
PlantoPhysiologybN2016bNgmgbNhfjgckj 6.6 70

67 yhIwcPαTNanalysisNofNtranscriptionalNchromatinNinteractionsdNMethodsbN2012bNknbNhnocoo 4.6 69

66 yomprehensiveNlongcspanNpairedcendctagNmappingNrevealsNcharacteristicNpatternsNofNstructuralN
variationsNinNepithelialNcancerNgenomesdNGenomeoResearchbN2011bNhgbNllkcmk 9.7 68

65 yhromatinNinteractionNmapsNrevealNgeneticNregulationNforNquantitativeNtraitsNinNmaizedNNatureo
CommunicationsbN2019bNgfbNhlih 17.4 61

64 TheNαpsteincxarrNVirusNRegulomeNinNLymphoblastoidNyellsdNCelloHostoandoMicrobebN2017bNhhbNklgckmidej 23.4 60

63 LongcreadNyhIwcPαTNforNbasecpaircresolutionNmappingNofNhaplotypecspecificNchromatinNinteractionsdN
NatureoProtocolsbN2017bNghbNnoocogk 18.8 58

62 yhromatinNInteractionNwnalysisNwithNPairedcαndNTagNWyhIwcPαTXNsequencingNtechnologyNandN
applicationdNBMCoGenomicsbN2014bNgkNSupplNghbNSgg 4.5 55

61 zigestioncligationconlyNHicyNisNanNefficientNandNcostceffectiveNmethodNforNchromosomeN
conformationNcapturedNNatureoGeneticsbN2018bNkfbNmkjcmli 36.3 45

60 MoreNtaxaNareNnotNnecessarilyNbetterNforNtheNreconstructionNofNancestralNcharacterNstatesdN
SystematicoBiologybN2008bNkmbNljmcki 8.4 45

59 xatMethpNimprovedNmapperNforNbisulfiteNsequencingNreadsNonNzNwNmethylationdNGenomeoBiologybN
2012bNgibNRnh 18.3 41

58 yrosscenhancementNofNwNGPTLjNtranscriptionNbyNHIFgNalphaNandNPPwRNbetaedeltaNisNtheNresultNofN
theNconformationalNproximityNofNtwoNresponseNelementsdNGenomeoBiologybN2014bNgkbNRli 18.3 40

57 yhromatinNloopsNassociatedNwithNactiveNgenesNandNheterochromatinNshapeNriceNgenomeN
architectureNforNtranscriptionalNregulationdNNatureoCommunicationsbN2019bNgfbNiljf 17.4 39

56 GlucocorticoidNreceptorNandNnuclearNfactorNkappacbNaffectNthreecdimensionalNchromatinN
organizationdNGenomeoBiologybN2015bNglbNhlj 18.3 38

55 TheNeffectsNofNwrabidopsisNgenomeNduplicationNonNtheNchromatinNorganizationNandNtranscriptionalN
regulationdNNucleicoAcidsoResearchbN2019bNjmbNmnkmcmnlo 20.1 29

54 izNgenomeNarchitectureNcoordinatesNtransNandNcisNregulationNofNdifferentiallyNexpressedNearNandN
tasselNgenesNinNmaizedNGenomeoBiologybN2020bNhgbNgji 18.3 28
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53 yooperationNbetweenNtheNHiKhmmeiNyhromatinNMarkNandNNoncyGNMethylationNinNαpigeneticN
RegulationdNPlantoPhysiologybN2016bNgmhbNggigcggjg 6.6 28

52 IntegrativeNanalysisNofNreferenceNepigenomesNinNhfNriceNvarietiesdNNatureoCommunicationsbN2020bNggbNhlkn17.4 25

51 zirectNevidenceNforNpitavastatinNinducedNchromatinNstructureNchangeNinNtheNKLFjNgeneNinN
endothelialNcellsdNPLoSoONEbN2014bNobNeolffk 3.7 24

50 wnNwRcαRGNtranscriptionalNsignatureNdefinedNbyNlongcrangeNchromatinNinteractomesNinNprostateN
cancerNcellsdNGenomeoResearchbN2019bNhobNhhichik 9.7 24

49 yoordinatedNdemethylationNofNHiKoNandNHiKhmNisNrequiredNforNrapidNinflammatoryNresponsesNofN
endothelialNcellsdNEMBOoJournalbN2020bNiobNegfiojo 13 23

48 zissectingNtheNchromatinNinteractomeNofNmicroRNwNgenesdNNucleicoAcidsoResearchbN2014bNjhbNifhncji 20.1 22

47
HPVcyyzygflNintegrationNaltersNlocalNchromosomeNarchitectureNandNhijacksNanNenhancerNbyN
threecdimensionalNgenomeNstructureNremodelingNinNcervicalNcancerdNJournaloofoGeneticsoando
GenomicsbN2020bNjmbNjimcjkf

4 21

46 SilverNnanoparticlesNimpairNzebrafishNskeletalNandNcardiacNmyofibrillogenesisNandNsarcomereN
formationdNAquaticoToxicologybN2018bNhffbNgfhcggi 5.1 21

45 wNchromosomeclevelNgenomeNassemblyNrevealsNtheNgeneticNbasisNofNcoldNtoleranceNinNaNnotoriousN
riceNinsectNpestbNyhiloNsuppressalisdNMolecularoEcologyoResourcesbN2020bNhfbNhlnchnh 8.4 18

44 wNLargecScalebNαxomecWideNwssociationNStudyNofNHanNyhineseNWomenNIdentifiesNThreeNNovelNLociN
PredisposingNtoNxreastNyancerdNCanceroResearchbN2018bNmnbNifnmcifom 10.1 17

43 UnravelingNtheNizNGenomeNwrchitectureNinNPlantspNPresentNandNFuturedNMolecularoPlantbN2020bNgibNglmlcgloi14.4 17

42 wnNintegratedNpackageNforNbisulfiteNzNwNmethylationNdataNanalysisNwithNIndelcsensitiveNmappingdN
BMCoBioinformaticsbN2019bNhfbNjm 3.6 16

41 wNyomprehensiveNyharacterizationNofNtheNFunctionNofNLincRNwsNinNTranscriptionalNRegulationN
ThroughNLongcRangeNyhromatinNInteractionsdNScientificoReportsbN2016bNlbNilkmh 4.9 16

40 InferenceNofNSpatialNOrganizationsNofNyhromosomesNUsingNSemicdefiniteNαmbeddingNwpproachNandN
HicyNzatadNLectureoNotesoinoComputeroSciencebN2013bNigmciih 0.9 16

39 yhromatinNinteractionNnetworksNandNhigherNorderNarchitecturesNofNeukaryoticNgenomesdNJournaloofo
CellularoBiochemistrybN2011bNgghbNhhgnchg 4.7 15

38 GeneticNvariationNofNαSRgNandNitsNcocactivatorNPPwRGygxNisNsynergisticNinNaugmentingNtheNriskNofN
estrogenNreceptorcpositiveNbreastNcancerdNBreastoCanceroResearchbN2011bNgibNRgf 8.3 12

37 LongNspanNzNwNpairedcendctagNWzNwcPαTXNsequencingNstrategyNforNtheNinterrogationNofNgenomicN
structuralNmutationsNandNfusioncpointcguidedNreconstructionNofNampliconsdNPLoSoONEbN2012bNmbNejlgkh 3.7 11

36 wsymmetricNepigenomeNmapsNofNsubgenomesNrevealNimbalancedNtranscriptionNandNdistinctN
evolutionaryNtrendsNinNxrassicaNnapusdNMolecularoPlantbN2021bNgjbNlfjclgo 14.4 10
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35 wdvancesNinNtechnologiesNforNizNgenomicsNresearchdNScienceoChinaoLifeoSciencesbN2020bNlibNnggcnhj 8.5 9

34 yhromatinNInteractionNwnalysisNwithNUpdatedNyhIwcPαTNToolNWViXdNGenesbN2019bNgfbN 4.2 8

33
yommonNresponsesNofNfishNembryosNtoNmetalspNanNintegratedNanalysisNofNtranscriptomesNandN
methylomesNinNzebrafishNembryosNunderNtheNstressNofNcopperNionsNorNsilverNnanoparticlesdN
MetallomicsbN2019bNggbNgjkhcgjlj

4.5 7

32 InNsilicoNidentificationNofNenhancersNonNtheNbasisNofNaNcombinationNofNtranscriptionNfactorNbindingN
motifNoccurrencesdNScientificoReportsbN2016bNlbNihjml 4.9 7

31 GreedyNselectionNofNspeciesNforNancestralNstateNreconstructionNonNphylogeniespNeliminationNisNbetterN
thanNinsertiondNPLoSoONEbN2010bNkbNenonk 3.7 7

30 wnalyzingNtheNfitchNmethodNforNreconstructingNancestralNstatesNonNultrametricNphylogeneticNtreesdN
BulletinoofoMathematicaloBiologybN2010bNmhbNgmlfcnh 2.1 7

29
yopperNstressNinducesNzebrafishNcentralNneuralNsystemNmyelinNdefectsNviaNWNTeNOTyHchoxbkbN
signalingNandNpouifgefamglnaefamglnbNzNwNmethylationdNBiochimicaoEtoBiophysicaoActao-oGeneo
RegulatoryoMechanismsbN2020bNgnlibNgojlgh

6 7

28 PlantNizNgenomicspNtheNexplorationNandNapplicationNofNchromatinNorganizationdNNewoPhytologistbN
2021bNhifbNgmmhcgmnl 9.8 7

27 TheNzLONHicyNToolNforNzigestioncLigationcOnlyNHicyNyhromosomeNyonformationNyaptureNzataN
wnalysisdNGenesbN2020bNggbN 4.2 6

26 StatisticalNmodelsNforNdetectingNdifferentialNchromatinNinteractionsNmediatedNbyNaNproteindNPLoSo
ONEbN2014bNobNeomklf 3.7 6

25 RUNXgcmediatedNalphaherpesviruschostNtranscspeciesNchromatinNinteractionNpromotesNviralN
transcriptiondNScienceoAdvancesbN2021bNmbN 14.3 6

24 HierarchicalNcooperationNofNtranscriptionNfactorsNfromNintegrationNanalysisNofNzNwNsequencesbN
yhIPcSeqNandNyhIwcPαTNdatadNBMCoGenomicsbN2019bNhfbNhol 4.5 5

23 SurViruspNaNrepeatcawareNvirusNintegrationNcallerdNNucleicoAcidsoResearchbN2021bNjobNeii 20.1 5

22 αmergenceNofNizNgenomicsdNChineseoScienceoBulletinbN2014bNkobNgglkcggmh 2.9 4

21 TwzNboundaryNandNstrengthNpredictionNbyNintegratingNsequenceNandNepigeneticNprofileNinformationdN
BriefingsoinoBioinformaticsbN2021bNhhbN 13.4 4

20 RiceLncPediapNaNcomprehensiveNdatabaseNofNriceNlongNnonccodingNRNwsdNPlantoBiotechnologyoJournal
bN2021bNgobNgjohcgjoj 11.6 4

19 zecodingNtheNplantNgenomepNFromNepigenomeNtoNizNorganizationdNJournaloofoGeneticsoandoGenomics
bN2020bNjmbNjhkcjik 4 3

18 RapidNandNLowcInputNProfilingNofNHistoneNMarksNinNPlantsNUsingNNucleusNyUTUTagdNFrontiersoinoPlanto
SciencebN2021bNghbNlijlmo 6.2 3

(2021-2020)
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17 LhMXceptionpNanNimprovedNXceptionNnetworkNforNclassificationNofNpeachNdiseasesdNPlantoMethodsbN
2021bNgmbNil 5.8 3

16 TechnologiesNforNyapturingNizNGenomeNwrchitectureNinNPlantsdNTrendsoinoPlantoSciencebN2021bNhlbNgolcgom13.1 3

15 ProfilingNPlantNHistoneNModificationNatNSingleccellNResolutionNUsingNsnyUTUTagddNPlanto
BiotechnologyoJournalbN2021bN 11.6 2

14 MethHaplopNcombiningNallelecspecificNzNwNmethylationNandNSNPsNforNhaplotypeNregionN
identificationdNBMCoBioinformaticsbN2020bNhgbNjkg 3.6 2

13 StructuralNVariationsNofNtheNizNGenomeNwrchitectureNinNyervicalNyancerNzevelopmentdNFrontiersoino
CelloandoDevelopmentaloBiologybN2021bNobNmflimk 5.7 2

12 wSMdbpNaNcomprehensiveNdatabaseNforNallelecspecificNzNwNmethylationNinNdiverseNorganismsdNNucleico
AcidsoResearchbN2021bN 20.1 2

11 RiceαNyOzαpNwNcomprehensiveNepigenomicNdatabaseNasNaNriceNαncyclopediaNofNzNwNαlementsdN
MolecularoPlantbN2021bNgjbNglfjcglfl 14.4 2

10 HIVIzhpNanNaccurateNtoolNtoNdetectNvirusNintegrationsNinNtheNhostNgenomedNBioinformaticsbN2021bN 7.2 2

9 yoolxoxpNaNflexibleNtoolkitNforNvisualNanalysisNofNgenomicsNdatadNBMCoBioinformaticsbN2021bNhhbNjno 3.6 1

8 zLONHicyNToolNforNzigestioncLigationcOnlyNHicyNyhromosomeNyonformationNyaptureNzataNwnalysis 1

7 MappingNlongcrangeNcontactsNbetweenNriskNlociNandNtargetNgenesNinNhumanNdiseasesNwithNyaptureN
HicydNClinicaloandoTranslationaloMedicinebN2020bNgfbNegni 5.7 1

6 yhIwMMpNwNMixtureNModelNforNStatisticalNwnalysisNofNLongcRangeNyhromatinNInteractionsNFromN
yhIwcPαTNαxperimentsdNFrontiersoinoGeneticsbN2020bNggbNlglglf 4.5 1

5 yoolxoxpNwNflexibleNtoolkitNforNvisualNanalysisNofNgenomicsNdata 1

4 RobustNcapturingNchromosomeNconformationNusingNtheNzLONHicyNhdfNmethoddNJournaloofoGeneticso
andoGenomicsbN2020bNjmbNlkkclkn 4 0

3 ziurnalNRNwPIIctetheredNchromatinNinteractionsNareNassociatedNwithNrhythmicNgeneNexpressionNinN
riceddNGenomeoBiologybN2022bNhibNm 18.3 0

2
αffectsNofNparentalNenvironmentalNcopperNstressNonNoffspringNdevelopmentpNzNwNmethylationN
modificationNandNresponsesNofNdifferentiallyNmethylatedNregioncrelatedNgenesNinNtranscriptionalN
expressiondNJournaloofoHazardousoMaterialsbN2021bNjhjbNghmlff

12.8 0

1
RwxhwNpromotesNcervicalNcancerNprogressionNasNrevealedNbyNcomprehensiveNanalysisNofNHPVN
integrationNandNproteomeNinNlongitudinalNcervicalNsamplesddNClinicaloandoTranslationaloMedicinebN2022
bNghbNemlm

5.7
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